Mpopaykt.NonHoe HaumeHoBaHue

1. OBLLEKNTMHUWYECKUE NCCIIEOOBAHUA KPOBU

MmetoTcA orpaHMYeHUs NO B3ATUIO KanWUNNAPHOW KPOBU. YTOUHANTE Y

Cpok

LleHa
SMC

1.1. O6LeKNUHMYEeCKMe UccrefoBaHuUsi KPOBU

* Heo6X0AUM 3aKa3 AONOSIHUTENbHbLIX TECTOB

KnuHMyeckuii aHanms KpoBu: obLwnit aHanus, neikopopmyna, CO3
(c mMKpOCKonMen masKka KpOBM NPU HAIMYMM NATONOTMYECKUX
casuros) (Clinical Blood Analysis: General Blood Analysis, Leucocyte
Formula, ESR (with Microscopic Examination of Blood Smear if
Presence of Pathologic Changes))

1k.4.

565

KnnHuMyeckunii aHanms KpoBu: obLwmin aHanus, neikopopmyna, CO3
(c 0obs3aTENbHOM «pPYUHHOM» MUKpPOCKONMel maska Kposu) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR
(with Manual Microscopic Examination of Blood Smear))

1k.4.

780

KnnHMYecKkuii aHanums KpoBu: obLLMi aHanus, neikopopmyna (c
MUKPOCKOMNMEN Ma3Ka KPOBM MPU HaMUYUM NATONOTMUYECKMX
cABuUros)

465

O6wuit aHanms kposu (OAK) (6e3 nelikountapHoi dopmybl u
CO23) (General Blood Analysis, without White Blood Cell (WBC)
Count and ESR)

250

TpombounTbl, MUKPOCKONMA (MOACYET B OKpPaLLEHHOM Ma3sKe Mo
meTtoay dPoHuo) (Platelets, Microscopy (Manual Platelet Count (PLT
Count): Indirect Method by Fonio))*

310

NelikountapHas popmyna (anddepeHUMpoBaHHbINA NoacyeT
NeiKouMTOB, IeMKOLMUTOrPaMmMa) C MMKPOCKOMNMEN Ma3Ka KpoBU
npy HaAMYMKM NnaTonornyeckmx casuros (Leucocyte Formula
(Differential White Blood Cell Count) with Microscopic Examination
of Blood Smear if Presence of Pathologic Changes)*

1k.4.

240

NelikountapHas popmyna (anddepeHUMpoBaHHbINA NoacyeT
NerKouMTOB, IeliKounTorpamMmma) c 065a3aTesIbHON «pyyHOM»
MWKpPOCKoNuen maska Kposu (Leucocyte Formula (Differential
White Blood Cell Count) with Manual Microscopic Examination of
Blood Smear)*

1k.4.

320

Petukynoumtsl (Reticulocytes)

1k.4.

290

CO?3 (ckopocTb ocegaHua aputpouuTos) (Erythrocyte
Sedimentation Rate, ESR)

1k.4.

200

OcCMOTHYECKan PE3UCTEHTHOCTb 3PUTPOLUTOB

bo 8 p.4.

1840

Snektpodopes remornobuHa. FremornobuHonatTum

00 6 p.4.

4010

G6PD 3puUTpOLUTOB, aKTUBHOCTb

bo 8 p.4.

3060

2. AMMYHOIFEMATOOIrA

2.1. AmmyHoremaronorusi

lpynna Kposwu (Blood Group, ABO)

1k.4.

260

Pesyc-npuHaanexHocTb (pesyc-daktop) (Rh-factor, Rh)

1k.4.

260

Rh (C, E, c, e) Kell-peHotunuposanwue (Rh C (E, c, e) Kell-
Phenotyping)

1k.4.

810

ANNOUMMYHHblE aHTUTENA, BKAKOYAA aHTMTeNa K Rh-aHTureny (Anti
Rh)

940




Mpamon aHTUrNoBYAMHOBBIN TecT, noancneynduuHbli (NATT,

npsaman npoba Kymbca, Direct Antiglobulin Test, DAT, Direct 1k.4. 1230
Coombs Test Polyspecific)
7 TREC n KREC
ccnefoBaHue n ANA AMArHOCTUKM MUMMYHOAEeUUMTOB 106 p.a 6070
Mpynna KpoBwu 1 pesyc-dpakTop 00 2 K.A. 480
3. OLIEHKA CBEPTbIBAKOLIEN CUCTEMbI
3.1. OueHka cBepTbiBaloLlen CUCTEMbI KPOBU
AKTMBMpPOBaHHOE YacTMYHOe (NnapunanbHoe) TpombonaacTuHoBoe
Bpemsa (AYTB (AMTB), kepannH-kaonnHosoe Bpems) (Activated 1k 210
Partial Thromboplastin Time, APTT) A
MpoTpombuH (NnpoTpombuHoBoe Bpems, NB), MHO
(MeskayHapoaHoe HopmanumsoBaHHoe oTHoweHue) (Prothrombin, 1k 290
Prothrombin Time, PT, International Normalized Ratio, INR) A
dakTtop VIl (aHTUremodunbHbii rnobynmH A) (Antihemophilic
o7p.A. 1340
Globulin A, FVIII) A0 T P-A
dakTtop IX, akTMBHOCTb, % (bakTop Kpnctmaca, aHTUreModubHbI
dakTop «B») Factor IX, Activity,% (Christmas Factor, anti- 0o 7 p.a. 1460
hemophilic globulin “B”)
AHTKN-X ME r ME
HT.M a aK.TV.IBHOCTb, /Mn ( enapuH, KOI.-ILI,eHTpaLI,MFI, /mn), 102p.a 1385
Anti-Xa activity, IU/ml (Heparin concentration, IU/ml)
0} B 6 % (Willebrand Factor, Anti 9
aKTop BunnebpaHaa, aHTureH, % (Willebrand Factor, Antigen, %) 107 p.a, 1550
dubpuHoreH (Fibrinogen, FG) 1k.4. 260
A 6uH I, % AT Ill, Antith bin 1ll, % Activit
HTUTPOMBUH 6 aKTUBHOCTM ( ntithrombin 6 Activity) 1ka 430
TpombuHoBoe Bpemsa (TB) (Thrombin Time, TT) 1k.4. 270
D-aumep (D-Dimer) 1k.4. 1270
BonyaHouHbIM aHTUKoaryasaHT (BA) (Lupus Anticoagulant, LA ) 1k.4. 910
MpoTtenH C, % akTneHocTu (Protein C, % Activity) 1k.4. 2250
MpoTenH S cBoboaHbIl (Protein S, Free) 1k.4. 2670
MnasmuHoreH (Plasminogen) 1k.4. 870
lFemocTasmorpamma (Koarynorpamma), ckpuHuHr (Coagulation, 1k 820
Gemostaziogram, Screening) A
lFemocTasmorpamma (Koarysorpamma) paclumpeHHas
. 1k.4. 2870
(Hemostasiogram (coagulogram), extended
UccneposaHme akTMBHOCTM dakTopa ll 005 p.a. 2490
UccnepoBaHue akTMBHOCTM dakTopa V 4o 5 p.a. 2490
UccnepoBaHue akTMBHOCTM daKkTopa X £o 5 p.a. 2 660
UccnepoBaHue akTMBHOCTM daKkTopa X 4o 5 p.4. 2 660
UccnepoBaHue akTuBHOCTM dakTopa Xl £o 5 p.a. 2 660
dakTop BunnebparHaa OLETUH-KOdaKTOpHanA a o
KT p. nnnebpaHz (plt1CT U, TMH KOodaKT pH. ;? KTMBHOCTb) 108 KA 5 990
(Von Willebrand Factor ristocetin cofactor activity)
PrbpUH MoHOMep, pacTBOpUMble GUOBPUH-MOHOMEpPHbIE
0 2 K.A4. 4390
Komnaekcbl (POMK) AO S R-A
WccnenoBaHWe MHAEKCA PUCTOLLETMHOBOM aKTUBHOCTU daKTopa
A AKCa pucTol akTop no8p.a | 2290

BunnebpaHga




MccnenoBaHme KoniareHCBA3bIBalOLLIMER aKTUBHOCTU daKTopa

BunnebpaHaa Ao 8 p-A. 3190
KomnnekcHoe uccnegosaHme GyHKLNMOHANbHOW aKTUBHOCTH 108 pa, 5 290
daKkTopa BunnebpaHaa
MccnepoBaHne akTMBHOCTU NpoTea3bl ADAMTS-13 £o 8 p.4. 4490
PaclwmpeHHbI NOUCK BONYAHOUYHbIX aHTUKOAryIAHTOB B MAa3Me B
COOTBETCTBUM C peKomMeHaaumamm MexayHapogHoro Obuiectsa
no Tpombo3zam u remocTasy (Lupus Anticoagulant Diagnostic in 00 8 p.a. 4990
Plasmaon recommendation ISTH)
4. BAOXMMUYECKUE UCCIEOOBAHUS KPOBU

4.1. YrneBoAbl
Fnioko3sa (Glucose) 1K.4. 200
®dpykTozamuH (Fructosamine) 0o 2 p.a. 850
rl'IVIKVIpOBa.HHbIVI remornobuH HbA1C (HbA1C, Glycated 1ka, 600
Hemoglobin, GHB)
NakTar (Lactate) 1k.4. 660
[NOKO30-TONEPaAHTHbIN TECT C ONpeaesieHUEM THOKO3bl B
BEHO3HOW KPOBW HATOLLLAK M MOCAe HArpy3Kku yepes 2 yaca (2-Hour 1ka 510
Oral Glucose Tolerance Test, OGTT, Glucose Concentration (Fasting
and 2 Hours after Load), Venous Blood)
[NOKO30-TONEPAHTHbIN TECT C onpeaeseHnemM rnoKosbl U C-
nenTMAa B BEHO3HOW KPOBM HATOLLLAK W MOCAE HArpysKu yepes 2
yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C- 1k.4. 1380
Protein Concentration (Fasting and 2 Hours after Load), Venous
Blood)
[NIOKO30TONEPAHTHbIV TECT Npu bepemeHHOCTU (NepopasibHbIi
rNIOKO30ToNEPaHTHbIN TecT, I'TT, OFTT) Oral Glucose Tolerance 1k.4. 710
Test, Plasma, OGTT, Pregnancy

4.2. lunnpabl, NTUNONPOTEUHbI, anosINNONPOTEUHbI
* He06XO0AMM 3aKa3 AOMONHUTENbHbIX TECTOB
Tpurnnuepuabl (TT) (Triglycerides) 1k.4. 220
XonecTtepuH obwmit (XonectepuH) (Cholesterol Total) 1k.4. 240
XonectepuH JINBM (XonectepmH IMNONPOTEMHOB BbICOKOM
nnotHocTtu, JINBM, a-xonectepwuH) (High-Density Lipoprotein 1k.4. 260
Cholesterol, HDL Cholesterol)
XonectepuH /INHMN (npamoii meTtoa) Cholesterol LDL (direct) 1k.4. 280
XonectepuH JINMHM (XonecTtepuH 1MNonNpoTeMHOB HU3KOM
nnotHoctw, JIMHM, B-xonectepuH) (Low-Density Lipoprotein 1k.4. 210
Cholesterol, LDL Cholesterol)*
XonectepuH-/INMOHMN (XonectepuH AMNONPOTEMHOB OYEHb HU3KOIA 1k, 360
nnotHocTtu, JINOHM, VLDL Cholesterol)
NunonpoTteunH (a), /N (a) (Lipoprotein (a), Lp (a)) 1k.4. 1050
AnonvnonpoTenH Al (AnonpoTenH Al, ano Al) (Apolipoprotein Al, 1k, 660
Apo Al)
AnonvnonpoTenH B (AnonpoTeunH B, ano B) (Apolipoprotein B, Apo 1k, 490
B)
*enuHble kucnoThl (Bile Acids) 1k.a. 690

4.3. Benku 1 aMMHOKUCIOTbI

* He06X0A4MUM 3aKa3 AOMNONHUTENbHLIX TECTOB




AnbbymuH (Albumin) 1k.4. 230
O6wuit benok (Protein Total) 1k.4. 200
Benkosble ppaKkuuu (Serum Protein Electrophoresis, SPE, SPEP)* 1k.4. 530
M-rpaZMeHT, CKPUHUHT. dneKkTpodopes CbIBOPOTKU KPOBU,
UMMYHODMKCAUMA C NOANBANEHTHOM aHTUCLIBOPOTKOM,
Ko/nyecTBeHHas oueHKa M-6eka (6e3 TunuposaHus) (M-

. . . . [0 12 p.a. 2 540
Gradient, Screening. Serum Protein Electrophoresis (SPEP),
Immunofixation with Polyvalent Antiserum, Quantification of M-
Protein (without Typing))
M-rpaZMeHT, TUNMpPOBaHUe. INeKTpodopes CbiIBOPOTKM KPOBM,
MMMYHODMKCALUMSA C NAHENbO aHTUCbIBOPOTOK (pa3genibHo K 1gG,
IgA, 1IgM, Kanna, n1ambaa), KonmyectTBeHHas oleHKa M-6enka (M-

. . . . [0 12 p.a. 4 705
Gradient, Typing. Serum Protein Electrophoresis (SPEP),
Immunofixation with Antisera (IgG, IgA, 1gM, Kappa, Lambda),
Quantification of M-Protein)
3ﬂe.KTpOd)Op.e3 6enkoB MO‘-IM., onpeaeneHune TMna NpoTemHypum 1010 p.a. 1980
(Urine Protein Electrophoresis)
benok beHc-[)KOHCa B MOYe, CKPUHUHT C NPUMEHEHNEM
UMMYHODUKCAUMKN N KoIMYecTBeHHOEe onpeaeneHue (Bence-Jones | o 10 p.A. 2 380
Protein, Urine, Immunofixation, Quantification )
benok beHc-[)KOHCa B MoYe: MMMYHOPUKCALUMA, KOANYECTBEHHOE
onpeseneHune, TMNMpoBaHue Kanna, iambaa (Bence-Jones Protein,

. . — . 00 10 p.a. 3930
Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing,
Quantification )
CBobogHble Nerkme Lenm MMMyHOr/100y/IMHOB Kanna 1 1ambaa 1010 p.a, 5 670
CbIBOPOTKM C pacyeToM MHAEKca Kanna/nambaa
CBoboaHble nerkue uenn MMMyHor106yMHOB Kanna u nambaa B
moye (Urine immunoglobulin free light chains (FLC) kappa and no10p.a. | 1790
lambda)
FomouucTtenH (Homocysteine) 1k.4. 1490
AMMHOKMCH?TbI B M/1a3me KPOBU - CKPMHUHIoBOe nccnegosaHue 13 10 6 KA. 5200
nokasaTenew
AMWHOKNCNOTbI B N1a3me KposK, 48 noKkasaTtenem 40 6 K.A. 7 865
4.4. OueHka PyHKLUU NoYeK

KpeatuHuH (Creatinine) 1k.4. 210
MouesuHa (Urea) 1k.4. 200
MoueBas kucnota (Uric Acid) 1k.4. 200
KnyboukoBasa dunbTpauma, pacyet no popmyne CKD-EPI —
KpeaTuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI 1k.4. 220
Creatinine Equation)
Uucratun C (Cystatin C) 1k.4. 900
KnyboukoBasa dunbTpauma, pacyet no popmyne CKD-EPI —
umcTtaTuH C (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI 1k.4. 870
Cystatin C Equation)
KnyboukoBasa ¢unbtpauma CKD-EPI, pacuet 1ka, L
KnyboukoBas ¢unbTpauus (pCKP neanatp., popmyna LLsapua 102 KA, 50

2009)




OueHKa CKopocTu KnybouKoBoi duabTpauum y aeteit no popmyne

LWeapua, KpeaTnHuH (Estimation of glomerular filtration rate in 0o 2 p.a. 225
children using the Schwartz formula, creatinine)
4.5. NurMeHTbI
* Heo6X0AMM 3aKa3 AOMNOJNIHUTENbHbLIX TECTOB
BunmpybuH obwmin (Bilirubin Total) 1k.4. 210
Bunnpybun npamori (BUnmpybuH KOHBIOTMPOBaHHbIW, CBA3AHHbIIA) 1k, 210
(Direct Bilirubin, DBIL, Conjugated Bilirubin )
4.6. DepMeHThbI
AnaHuHamuHoTpaHcoepasa (AnAT, ANT, rnyTamMuHo-
NUPOBUHOrpagHan TpaHcamuHasa, IMT) (Alanine Aminotransferase, 14 210
ALT, Serum Glutamic Pyruvic Transaminase, SGPT ) o
AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rnyTamuHo-
LLLaBeNeBOYKCYyCHan TpaHcamMuHasa, MNUT) 1ka 210
(Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic o
Transaminase, SGOT )
Anbda-amunnasa (a-amunasa, guacrasa) (Alpha-Amilase, a-Amylase) 1xa, 260
Anbda-amunasa naHKkpeaTnyeckas (P-usopepmeHT ammnasbl) 1xa, 300
(Pancreatic a-Amylase)
Famma-rnytamuntpaHcnentuaasa (T, rnyTamunTpaHcnentmaasa) 1k 210
(Gamma-Glutamyl Transferase, GGT)
KpeaTuHKnHaza (KpeatnHdocdokuHasa, KK, KOK) (Creatine Kinase, 1xa, 280
CK, Creatine Phosphokinase, CPK)
KpeaTuHKnHaza-MB (KpeaTnHpochoKknHaza-MB, KK-MB, KOK-MB)
(Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK- 1k.4. 390
MB.)
Nunasa (Tpuaumnranueponaunnrngponasa) (Lipase) 1k.4. 330
NakTtataermaporeHasa (/14r, L-naktaT, HAO+OKcnaopeayKTasa) 1k.a, 200
(Lactate Dehydrogenase, LDH)
XonuHactepasa (S-MceBaoxonmnHacTepasa, XonmMHacTepasa ll, S-X3,
auunxonuHruaponasa) (Cholinesterase, Pseudocholinesterase, 1k.4. 260
PCHE)
docdaTasa wenoyHaa (L) (Alkaline Phosphatase, ALP) 1k.4. 210
Ko3H3nm Q10 B Kposu 4o 5k.a. 3190
KocTHbI depmeHT wenoyHoi pocdartasbl (Ocrasza) 0o 8 p.a. 2990
4.7. OueHKa COCTOSIHUSI MIHKPETOPHOM U cekpeTopHou d-umi XKKT
FacTpuH (Gastrin) 0o 4 p.a. 940
MencuHoreH | (Pepsinogen |) 0o 7 p.a. 1010
MencuHoreH Il (Pepsinogen Il) no 7 p.a. 1010
MencuHoreHsbl | 1 Il ¢ pacdieTom cooTHoLwweHUs (MencuHoreH
. . no 7 p.A. 2 150
I/MencuHoreH Il) (Pepsinogen |/Pepsinogen I, PG1/PG2)
lactponaHens (GastroPanel)
4o 9 K.A. 4330
CTumynsaumoHHas npoba — MacTpmH-17 (CTUMYNUPOBaHHbIN)
. . . . 40 9 K.A. 1300
(Gastrin-17 Stimulation Test, Gastrin-17, G-17)
4.8. Mapkepbl MeTaGonuamMa KOCTHOM TKaHU
OcteokanbumH (KocTtHbilh Gla 6enok) (Osteocalcin, N-Osteocalcin,
1k.4. 840

Bone Gla Protein, BGP)




25-OH ButamuH D 06wmin (25-OH Vitamin D Total, 25(0OH)D, 25-

Hydroxycalciferol) 1A, 2030
C-koHLUeBble TenonentTuapl KoanareHa | Tuna (6eta-CrossLaps, C-
TepMunHanbHbI Tenonentna, CT) (Carboxyterminal Cross-linking
Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, | go 3 p.a. 1170
Beta-Cross Laps, B-CrossLaps Serum, C-Telopeptide, Crosslaps, Type
1 Collagen, CT, b-CTx Serum)
N-TepMWHaNbHBIN NponenTua npoKoanareHa 1 obwwmin (Procollagen 1xa, 1800
Type 1 N-terminal Propeptide, PINP, Total)
,ﬂ,e.BOKCMI'IMpM,D,VIHOHMH (ANMA) B moue (Deoxypyridinolinein, DPD, 1xa, 190
Urine)
4.9. AHTMOKCUOAHTHBbIW cTaTyC
AHTUOKCUAAHTHBbIN cTaTyc (OB aHTUOKCUAAHTHbIN CcTaTyC)
(Total Antioxidant Status, TAS ) AO 7 p-A. >230
rnyTaTnoH obwuit (Glutathione Total) 0o 5K.4. 2190
8-OH-Ae30KCMryaHo3uH B KpoBu 4o 5k.a. 2690
MasioHOBbIN gManbaerus, 40 5K.a. 2990
KomnnekcHas oLeHKa OKCMAaTUBHOrO cTpecca
no 4 k.a. 13990
(Chromolab) rn.yTaTMOH cBobogHbIN (BoccTaHOBNEHHbIN, GSH) B 108 pa. 3 470
KpoBwu (Glutathione reduced), B3XXX-®N
4.10. ButamuHbI

ButamumH B12 (umaHokobanamuH, kobanamuH) (Cobalamin) 1k.4. 830
donuesan knucnota (Folic Acid) 1k.4. 1010
25-OH BuTamumH D 06umii (25-0OH Vitamin D Total, 25(0OH)D, 25-

. 1k.4. 2030
Hydroxycalciferol)
AKTUBHbIN BMTaMVI‘H B12 (FonoTpaHckobanamuH, Active-B12, 104 K.A, 1390
Holotranscobalamin)
BI/ITaMI/IH. K1 B cbiBOpOTKE (punnoxmHoH) (Vitamin K1, 105 KA 2 810
Phylloquinone, Serum)
ButamuH A B cbiBopoTKe (peTuHon) (Vitamin A, Retinol, Serum) 0o 5K.4. 2810
ButamuH E B cbiBOpoTKe (anbda-Tokodepon) (Vitamin E, alpha- 105 KA, 5 810
Tocopherol, Serum)
Omera-3 nugekc (Omega-3 Index) 0o 5K.4. 5320
*urpHble KucnoTbl, Nnpodunb: omera-3,-6,-9, nnasma (Fatty acids 105 KA, 10 770
panel, omega-3, -6, -9, plasma)
ButamuH B1 (TMamuH) 0o 5 k.4, 2810
ButamuH B2 (pubodnasuH) 0o 5K.4. 2810
ButamuH B3 (HMKOTUHamuKA) 0o 5K.A. 2810
ButamuH B5 (naHToTeHOBAA K1cioTa) [0 5 K.A4. 2 810
ButamuH B6 (nupugokcanbdocdar) 0o 5 K.A. 2810
ButamuH B7, H (61MOTUH) no 5k.a. 2430
ButamuH C (ackopbuHoBas Kucnota) 0o 5 K.A. 2810
PeTnHnn nanbmutaTt 00 5 K.A. 2630
beTa-kapoTuH 4o 5kK.a. 2540
1,25-aurngpokensmtammH D3 (1,25-dihydroxivitamin D3) no 5k.a. 2510
ButamuH 25(0H)D2 1 25(0OH)D3, pa3genbHoe onpeaenerHne (BIXKX 105 KA 4590

- MC/MC)




*u1po- 1 BOAOPaCTBOPMMbIE BUTAMMHDI

no4p.a. 24 540

upopactBopumble BUTAMUHDI
no4p.a. 8 580

BOAOpaCTBOpMMbIe BUTAaMWHbI

no4p.a. 15990

HelpoTponHblie BUTaMUHbI [0 4 p.a. 5375

ButamuH [l 1 MMHepanbHbli 06meH
1k.4. 2530

ButamuH K2 (meHaxuHoH-4) (Vitamin K2, Menaquinone-4, serum
( ) g V| soska | 2190

ButamuH K2, MeHaxnHoH-7, cbiBopoTKa (Vitamin K2, Menaguinone-
poTka | q po5ka | 2190

7, serum)
Buta K2: MK-4 u MK-7, cbiBopoTKa (Vitamin K2: MK-4 and MK-
UTaMUH n bIBOpOTKa (Vi i 105 KA, 3990
7, serum)
ButamuHbl rpynnsl B (B1, B2, B3, B5, B6, B7, B9, B12) (B vitamins
(B1, B2 B3, BS, B6, B7, BY, B12)) n05Kka | 16300

4.11. HeopraHuyeckue BellecTBa

* He06X0A4MM 3aKa3 AOMNONHUTENbHbLIX TECTOB

Kannit/HaTpuit/Xnop B cbiBopoTKe Kposu (K+/Potassium,

1kK.A4. 310
Na+/Sodium, Cl-/Chloride, Serum) KA
Kanbumii 0buwmia (Ca) (Calcium Total) 1k.4. 210
KanbLUuit KOPPEKTUPOBAHHDIN MO anbbyMUHY 1p.4. 470

Kanbuuit MoHM3MpOoBaHHbIN (Ca2+, cBoboAHbIV Kanbuuit) (lonized

02p.Aa. 410
Calcium, Free Calcium) ACZP-A

Marnuit (Mg) B cbiBOopoTKe KpoBu (Magnesium (Mg), Serum) 1k.4. 270

docdop HeopraHuyeckuit (P) (Phosphorus (P)) 1k.4. 220

*eneso (Fe) B cbiBOpoTKe Kposu (lron (Fe), Serum) 1k.4. 210

NlaTeHTHan (HeHacblWEeHHasn) }ene30CBA3bIBaloLWan cnocobHOCTb

cblBOpoTKM Kposu (JTKCC, HKCC) (Unsaturated Iron Binding 1k.4. 220

Capacity, UIBC)

O6uwan XenesocsasbiBaoLWan cnocobHocTb cbiBOpoTKK (OMCC) 1k -

(Total Iron Binding Capacity, TIBC)* o

AMmuak B nnasme Kposu (Ammonia in blood plasma) 0o 3 K.A. 590
4.12. Cneuundmyeckue 6enku

AHTtucTpentonusun-0 (AC/-O, AC/0) (Antistreptolysin-O, ASO) 1 k.4, 380

C-peakTtnsHbIV 6enok (CPE) (C-Reactive Protein, CRP) 1 k.0, 410

BbICOKOUYBCTBUTENbHbIV C-peakTUBHbIN 6enok (Kapauo) 1k.4. 590

PeemaTtouaHsbiii dakTop (PP) (Rheumatoid Factor, RF) 1k.a. 390




UepynonnasmuH (Ceruloplasmin) 1k.4. 690
FantornobuH (Haptoglobin) 1k.4. 710
Anbda-2-makpornobynun (Alpha-2-Macroglobulin, a2-
) 1k.4. 600

Macroglobulin, A2M)
Anb‘d)a-l-‘aHTMTpVII'ICVIH (A1AT), KOHII.I,eHTpaLI,VIH (Alpha-1- 1011 pa, 1590
Antitrypsin, A1AT, AAT, Concentration)
Anb‘d)a-l-‘aHTMTpVII'ICVIH (A1AT), d)e‘HOTMI'IMpOBaHMG (Alpha-1- 1017 p.a | 2670
Antitrypsin, A1AT, AAT, Phenotyping)
TpaHcoeppuH (Cngepodunmt) (Transferrin) 1k.4. 530
PeppuTtuH (Ferritin) 1k.4. 570
MwuornobuH (Myoglobin) 0o 3 K.A. 660
HaTpuitypetuyeckoro ropmoHa (B-tuna) N-KoHUEeBOM nponenTug,
(NT-proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type 1k.4. 3210
Natriuretic Peptide)
TponoHuH-I (Troponin-1) 0o 3 K.A. 950
Kap6OFM,C.I,paT-,£I,e¢MLI,MTHbIM TpaHcdeppuH (Carbohydrate-Deficient 105 p.a, 3310
Trancferrin, CDT)
Kapboruapat -aedmumTHbIN TpaHcheppUH ¢ aneKTpodoperpammorn
(Carbohydrate-Deficient Transferrin with results on an 0o 2 p.a. 3120
electrophoregram (CDT))
FencuamH 25 (6noakTneHbIn) (Hepcidin 25, bioactive) 8o 7 p.a. 8 650
PacTBOpMMble peuenTopbl TpaHcheppuHa (pTPP, Soluble
Transferrin Receptor, sTfR) Ao 9 p-A. 1960
MpoKanbunToHWH (Procalcitonin) 1k.4. 2130
BbICOKOYYBCTBUTE/IbHbIV TPOMOHMH B CTPATUPMKALMKN KapaNMOPUCKA 103 KA 715
CTabuabHbIX aMBynaTOPHbIX NALUEHTOB
NccnepnoBaHue KOHLEHTPALUMM CbIBOPOTOYHOTO amuionaa A (SAA) 107 p.a, 3490
HaTpuitypeTnyeckoro ropmoHa (B-tuna) N-KoHLeBOM nponenTtuna,
(NT-proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type | 4o 6 p.a. 8900
Natriuretic Peptide)
PIVKA-Il — 6enoK, HAyuMpOBaHHbIA OTCyTCTBMEM BUTamuMHa K nam 103 pa 3990
ero aHTaroHucrtom-l|

4.13. OHKOMapkKepbl
* He06X0AMM 3aKa3 AOMONHUTENbHbLIX TECTOB
MCA obwmii (MpocTaTnyeckuii cneundUYeckuii aHTUreH obLnii) 1xa, 550
(Prostate-Specific Antigen Total, PSA Total)
OHKOPUCK MYKCKOW: NpeacTaTenbHas kenesa (Male oncologic risk: 1xa, 890
prostate)
OueHKa 3g0poBbsa npoctatbl (MCA obul., MCA cB., -2proPSA, phi) 0o 3 K.4. 4260
KanbumTtoHuH (Calcitonin) 1p.4. 1120
Anboda-petonpoTtenH (APMN) (a-Fetoprotein, AFP) 1k.4. 480
PakoBO-aMbBpMOHaNbHbIN aHTUreH (PIA, KapuMHOIMBPUOHANbHbIN
aHTureH) (Carcinoembryonic Antigen, CEA) 1K.4. 740
CA-15-3 (YrneBogHblit aHTUreH 15-3) (Carbohydrate Antigen CA-15- 1ka 280
3, Cancer Antigen CA-15-3)
CA-72-4 (YrneBoaHbli aHTUreH 72-4) (Carbohydrate Antigen CA-72- 1xa, 1060

4, Cancer Antigen CA-72-4)




CA-19-9 (YrnesoaHbliii aHTUreH 19-9) (Carbohydrate Antigen CA-19-
9, Cancer Antigen-Gl)

1k.4.

830

UmToKepaTmHoBbIN pparmeHT (Cyfra 21-1, dparmeHT UMTOKepaTUHA
19) (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19
Soluble Fragments, Cyfra 21-1)

1160

CA-125 (YrneBoaHbIn aHTUreH 125) (Carbohydrate Antigen CA-125,
Cancer Antigen CA-125)

1k.4.

710

HE4 (Benok 4 anuangmmmca Yyenoseka) (Human Epididymis Protein
4, HE4)

1k.4.

1280

OueHKa pucKa paka andHMKoB no anroputmy ROMA (Risk of
Ovarian Malignancy Algorithm, anropuTm pacyeta pucka
3MNUTENNANbHOTO PaKa AMYHUKOB) (ANA KeHLMH A0 MeHonay3bl)
(Risk of Ovarian Malignancy Algorithm, ROMA (Before
Menopause))

1k.4.

1985

ROMAL1 PacueTt nHgekca

1p.A4.

85

OueHKa p1cKa paka SM4HUKoB no anroputmy ROMA (Risk of
Ovarian Malignancy Algorithm, anroputm pacyeta pucka
3NUTENNANBbHOTO PaKa AMYHMKOB) (414 KEHLWMH nocsie meHonay3bl)
(Risk of Ovarian Malignancy Algorithm, ROMA (After Menopause))

1k.4.

1985

ROMAZ2 PacyeT nHgekca

1p.ao.

85

CA-242 (YrneBoaHbIN aHTUreH 242, onyxoneBbln mapkep CA-242)
(Carbohydrate Antigen CA-242, Tumor Marker CA-242)

4o 8 K.A.

1080

BeTa-2-MUKpPornobyauH (B-2-MMKpornobynH) B CbiIBOPOTKE KPOBMU
(Beta-2-Microglobulin, BMG, Serum )

no 3 kK.A.

1100

He#poHcneumndumueckan eHonasa (HCE) (Neuron-Specific Enolase,
NSE)

1k.4.

1600

XpomorpaHuH A (Chromogranin A, CgA)

00 6 p.4.

5 440

Benok S100 (S100 Protein)

1k.4.

3060

SCC (AHTMreH NAOCKOKIETOYHOM KapumHombl) (Squamous Cell
Carcinoma Antigen, SCCA, SCCAg)

00 6 p.4.

1320

UBC (AHTUreH paKa MOYEBOro Ny3bips, UCCe0BaHNE
pacTBOPMUMbIX pparmeHTOB LUUTOKepaTUHOB 8 1 18 B moue) (Urine
Bladder Cancer Antigen, Urine Bladder Cancer, UBC)

bo 8 p.4.

2 340

M-rpagMeHT, CKPUHUHT. dneKkTpodopes CbIBOPOTKM KPOBM,
MMMYHOODMKCALUA C NOANBANEHTHOM aHTUCLIBOPOTKOM,
Ko/mMyecTBeHHas oueHKa M-6enka (6e3 TunuposaHua) (M-
Gradient, Screening. Serum Protein Electrophoresis (SPEP),
Immunofixation with Polyvalent Antiserum, Quantification of M-
Protein (without Typing))

no 12 p.a.

2540

M-rpaaueHT, TMNMPOBaHWE. INeKTPodopes3 CbIBOPOTKM KPOBH,
MMMYHODUKCALLMA C NaHeblo aHTUCbIBOPOTOK (pa3aenbHo K IgG,
IgA, 1IgM, Kanna, nambaa), KonmyecTBeHHas oleHKa M-6enka (M-
Gradient, Typing. Serum Protein Electrophoresis (SPEP),
Immunofixation with Antisera (IgG, IgA, 1gM, Kappa, Lambda),
Quantification of M-Protein)

[0 12 p.a.

4705

MCA cBoboaHbIn (MpocTaTUYecknin cneunduyeckuini aHTUreH
cB06OAHbIN)*

1k.4.

535




MCA obwumii (MpocTaTuyeckuii cneunduyUecknin aHTureH obwmin)

(Prostate-Specific Antigen Total, PSA Total)* 1A, >50
MoneKkynspHO-reHeTMYecKan AMarHoCTMKa paka npeacratesibHow 108 pa, 4000
xenesbl
5. OLIEHKA ®YHKLMN 3HOOKPUHHOW CUCTEMbI
5.1. OueHka dyHKLMM runocusa
* Heo6X0AMM 3aKa3 AOMNOJIHUTENbHbLIX TECTOB
AnpeHOKopTMKOqunglm ropmoH (AKTI, KOPTUKOTPOMMUH) 102 pa 280
(Adrenocorticotropic Hormone, ACTH)
TupeoTponHbin ropmoH (TTT, TupoTponuH) (Thyroid Stimulating 1xa, 440
Hormone, TSH)
ComaToTponHbIi ropmoH (comatoTtponuH, CTT) (Growth Hormone, 102 KA, 590
GH)
ComatomegmH C (MHcynnHonoaobHbIn paktop 1) (Somatomedin C,
Insulin-like Growth Factor 1, IGF-1) AO 2 p-A. 1280
donnmkynoctumynnpyrowmii ropmoH (PCr) (Follicle Stimulating 1xa, 480
Hormone, FSH)
NioTenHnsnpytowmii ropmoH (/1) (Luteinizing Hormone, LH) 1k.4. 480
MponaktuH (Prolactin) 1k.4. 480
MakKponponaKtuH (Macroprolactin)* 1k.4. 1360
MenaToHuH, nna3ma (Melatonin, plasma) 0o 5K.4. 3260
Makpo-TTT 40 3 p.4. 420
5.2. OueHka (pyHKLMWN LIUTOBUAHOWN Xerne3bl

TupeoTponHbin ropmoH (TTT, TupoTponuH) (Thyroid Stimulating 1xa, 440
Hormone, TSH)
TUPOKCUH 06wWmit (T4 0bwmin, TeTpakoATUPOHMH 0bwmia) (Total

. 1k.4. 470
Thyroxine, TT4)
TupoKcuH ceoboaHbin (T4 cBobogHbliin) (Free Thyroxine, FT4) 1k.4. 480
TpuitoATUPOHUH o0bwmit (T3 0bwmit) (Total Triiodthyronine, TT3) 1ka 480
ij/IVIO,EI,TMpo.HMH csoboaHbIl (T3 cBoboaHbIN) (Free 1ka 490
Triiodthyronine, FT3)
ij/IVIO,EI,TMpo.HMH peBepcuBHbIi (T3 peBepcuBHbIM, Reverse 105 KA. 7 850
Triiodthyronine).
TUPOKCMHCBA3bIBAKOLWAA CNOCOOHOCTL (MoroLweHe TUPEOUAHbIX
rOPMOHOB; MHAEKC CBA3bIBaHMA TMPOKCUHA; UHAEKC cBOBOAHOTO
TMpoKcKnHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 0o 3 p.4. 700
Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
Tupeornobynun (TT) (Thyroglobulin, TG) 0o 3 K.4. 730
AHTUTEeNa K Tupeornobynuny (AT-TT) (Anti-Thyroglobulin
Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, 1k.A4. 550
TgAb, Anti-Tg Ab, ATG)
AHTUTENA K TUpeounaHoW nepokecngase (AT-TMO, MUKpocoMasibHble
aHTuTena) (Anti-Thyroid Peroxidase Autoantibodies,

1k.4. 530

Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)




AHTUTENA K MUKPOCOMasbHOM dpakumm Tupeoumntos (AT K
MMUKPOCOMabHOMY aHTUreHy Tnpeountos, AT-MATI, AMAT,

TUpPEeouaHble aHTUMUKPOCOMasbHble aHTuTena) (Anti-Thyroid AO 7 p-A. 650
Microsomal Antibodies)
AHTuTena K peuentopam TTT (AT K peLentopam TUPEOTPONHOroO
ropMoHa B CbIBOPOTKe KpoBu, AT-pTTr) (Thyroid-Stimulating
Hormone Receptor Antibodies, TSH Receptor Antibodies, TSHRADs, AO 2 KA, 1600
TSH binding inhibitor immunoglobulin, TBII)
KanbLUMTOHUH B CMbIBE NYHKLMOHHOW Mrabl (Calcitonin in puncture 102 KA 1050
needle flush)
5.3. OueHka hyHKLMM KOpPbl HAANOYE4YHNKOB
KopTtuson (fTmapokopTtnsoH) (Cortisol, Hydrocortisone) 1k.4. 430
CBobOAHbIM KOPTM30A, CyTo4YHaA moda (Free Cortisol, Free 1ka, 970
Hydrocortisone, 24-Hour urine)
KopTtuson, cntoHa (Cortisol, Saliva) 1k.4. 750
AnbpoctepoH (Aldosterone) 0o 2 K.4. 850
Per/lH (PeHuWH nnasmbl KpoBu, Npamoe onpeaenerHue) (Direct 102 KA 1070
Renin, Plasma)
Per/lH (PeHuWH nnasmbl KpoBu, Npamoe onpeaenexHue) (Direct 103 p.a 1070
Renin, Plasma)
AnbaocTepoH-peHnHoBoe cooTHoweHue (Aldosterone-Renin Ratio, 102 p.a 1590
ARR)
MperHeHonoH (Pregnenolone) 4o 5 k.. 3190
Koptuson, I 9A — cntoHa, 4 nopumn, cootHoweHme AMDA- 107 pa. 4690
KopTuson
AnbpoctepoH (Aldosterone) 0o 2 p.a. 850
(Chromolab) Koptuson B catoHe (ogHa nopums), BIHKX-MC/MC 00 10 p.a. 1130
(Chromolab) KopTrson B cntoHe (yTpeHHsa nopuus 8:00, BevepHssa 1010p.a | 2110
nopuwma 23:00), BOKX-MC/MC
(Chromolab) KopTtuson B cntoHe, 4 nopuumn, BIXKX-MC/MC no10p.a. | 5350
(Chromolab) KopTuson (6 nopuuii), AervaposnmMaHapocTepoH 2010 p.a. | 8300
(Ar3A), sbisBNEHMe cTpecca u ero ctaguu, BOXKX-MC/MC
(Chromolab) KopTn3oa, KOPTU3OH, 6-TMAPOKCUKOPTMU3ON U UX
COOTHOLLEHUA Bpmoqe, I’X-I\F/>IC ° ° Ao 7 p-A. > 870
5.4. OueHKa aHApPOreHHOro cratyca
TectocTepoH (Testosterone) 1k.4. 460
CBobogaHbIl TecTocTepoH (Free Testosterone) 0o 2 K.A. 1120
AurngpoTectoctepoH (ArT) (Dihydrotestosterone, DHT) 0o 7 p.a. 1490
AHapocTeHgmoH (Androstenedione) 1k.4. 1280
AHOPOCTEHAMNON TNIOKYPOHUA, (AHAPOCTAHAMON FOKYPOHKA)
(Androstanediol Glucuronide, 3a-Androstanediol Glucuronid, 3a- 0o 5 p.a. 1430
diol G)
OernaposnunaHgpoctepoH-cynboart (4IA-S04, 1k, 490
Dehydroepiandrosterone sulfate, DHEA-S)
OdernaposnnaHapocTepoH (HEKOHbIOTMPOBAHHbIM) 0o 5 K.A. 1620
17-keToctepongpbl (17-KC) B moue (17-Ketosteroids, Urine) 0o 4 k.4, 2110
17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 00 2 K.4. 590
FnobynuH, ceA3bIBatoWMIA NoNoBble ropMoHbl (TCMT) (Sex Hormone- 1xa, 490

Binding Globulin, SHBG)




CTeponaHblit npodunb B cntoHe (TecTocTepoH,
JdernaposnuaHgpoctepoH, AHapocTteHANOH, KopTuson, KopTusoH,
ScTtpaaunon, MporectepoH, 17-OH-nporectepoH)

bo 8 p.4.

6 300

(Chromolab) AHaporeHsbl, rIOKOKOPTUKOUABI,
MWHEpPaNIOKOPTUKOMAbI, MPOrecToreHbl, UX NpeawecTBeHHUKN K
meTabonnTtbl (13 nokasartenei) 8 Kposu, BIKX-MC/MC

no 10 p.a.

8990

(Chromolab) AlernapoanuaHapocTepoH B COHe (MccneaoBaHue
Ana anu, ctapuwe 18 net), BIXKX-MC/MC

£0 10 p.a.

2440

(Chromolab) CtepouaHsbiii npodunb B citoHe (4 nokasatens), BIHKX-
MC/MC

20 10 p.a.

5430

(Chromolab) AHaporeHbl, FIOKOKOPTUKOUARI,
MWHEPASIOKOPTUKOMAbI, MPOrecToreHbl, X NpeawecTBeHHUKN U
MmeTabonnTtbl (12 nokasatenei) B Kposu, BIMX-MC/MC

£o 8 p.4.

8390

(Chromolab) AHaporeHsbl, rIOKOKOPTUKOUABI,
MWUHEPaNoOKOPTUKOUAbI, NporecTareHbl, X NPeALWecTBEHHUKN 1
meTabonnTtbl (18 nokasartenein) B Kposu, BIKX-MC/MC

009 p.4.

14720

(Chromolab) TectoctepoH B kKposu, BIKX-MC/MC

bo 8 p.4.

2160

(Chromolab) AerngposnnaHapoctepoH-cynboat (Ar3A-SO4) B
Kposu, BIKX-MC/MC

£o 8 p.4.

2290

(Chromolab) AHaporeHbl, rIOKOKOPTUKOUAbI, 3CTPOreHbI,
nporecTareHbl, UX NPeaLecTBEHHUKM U MeTabonunTbI (8
nokasaTeneit) B catoHe (Androgens and their metabolites (8
indicators), salivary), B9¥X-MC/MC

£0 10 p.a.

8 600

(Chromolab) AHaporeHsbl, rIOKOKOPTUKOUABI,
MWUHEPaNIOKOPTUKOUABI, 3CTPOreHbl, MPOrecTareHsl, Ux
npeAwecTBeHHUKN U MeTabonuTtbl (13 nokasaTteneit) B cioHe
(Androgens and their metabolites (13 indicators), salivary), B9XX-
MC/MC

00 10 p.a.

8 455

(Chromolab) TecTocTepoH cBo604HbIN B CtOHE (MccneaoBaHue gns
nuny, ctapue 18 net) (Testosterone Free), BOXKX-MC/MC

00 10 p.a.

2 440

(Chromolab) CtepounaHbiit npodunb 13 nokasatenel c
onpeaeneHnem nperHeHonoHa (Salivary steroids (13 indicators),
pregnenolone), BO¥X-MC/MC

00 10 p.a.

9320

(Chromolab) AHaporeHbl u x meTabonuTbl (8 NoKkasatenen),
pacyeT COOTHOLWEHUIN: AernaposannaHapocTepoH (Ar3A),
AHAPOCTEHAMNOH, TECTOCTEPOH, aHAPOCTEPOH, SMMAHAPOCTEPOH,
3TWUOXO/IAHO/IOH, 3NMUTECTOCTEPOH, NPEerHaHTpunon B moye, NX-MC

bo 7 p.A.

6420

(Chromolab) AHgporeHbl U ux meTabonnTbl, pacyeT COOTHOLEHWU,
aCTporeHbl U NporectareHbl (12 nokasaTenen):
aernaposanmnaHapoctepoH (ArdA), aHaApoCTeHAMOH, TECTOCTEPOH,
aHAPOCTEPOH, 3MMaHAPOCTEPOH, 3TUOXOTAHO/OH,
3MUTECTOCTEPOH,NPErHaHTPM1ON, 3CTPAANON, SCTPOH, 3CTPUO,
nperHaHanon B moye, NX-MC

no7p.4.

5070

(Chromolab) AHaporeHbl, rIOKOKOPTUKOUAbI,
MWHEpPaNIOKOPTUKOUAbI, 3CTPOreHbl, NporecTtareHbl, Ux
npeaLwecTseHHUKN U meTabonuTtbl (16 nokasarteneit) B Kposu,
BIXX-MC/MC

009 p.4.

7020

CTepouaHbiit npodunb B KpoBu (12 nokasaTenei)

009 p.4.

5990

5.5. 3cTporeHbl U NPOrecTUHbI




dctpaanon (32) (Estradiol, E2) 1k.4. 480
MporectepoH (Progesterone) 1k.4. 480
MeTabonTbl 3CTPOreHoB M NporectepoHa, 24-4 moua (Estrogens
. . [0 5 K.Aa. 6470
and progesterone metabolites, 24-h urine)
(Chromolab) 3ctpaguon s kposu, BIXKX-MC/MC 0o 8 p.a. 2150
I(B(;h}:(c;(rj\(/l)l(?/l:l)\)/l(a:CTporeHbl. 3CTPaAMNON, 3CTPOH N 3CTPUON B KPOBM, 209 p.a, 3 040
(Chromolab) 17-OH nporectepoH B Kposu, BIHKX-MC/MC 0o 8 p.a. 2290
(hjz;lcz/ln;olab) 17-OH-MperHeHon0H cBO60AHbIN B KpoBK, BIHKX 109 p.a, 1900
(Chromolab) NMporectepoH B kKposu, BIKX-MC/MC 0o 8 p.a. 2290
(Chromolab) 3ctpaguon cesoboaHbili B citoHe, BOXKX-MC/MC no10p.a. | 2330
(Chromolab) MeTabonuTbl 3CTPOreHoB, pacyeT COOTHOLLIEHUS
(oueHKa p1cKa pa3BUTMA OHKOMaTos10rMKM) B Moye, BIMX-MC/MC no7p.4. 8 265
(Chromolab) 3cTporeHbl 1 nporectareHsl (4 NnokasaTens): 107 pa, 6 680
3CTPAAMON, 3CTPOH, 3CTPUOA, NPerHanamnon B moye, NX-mMC
(Chromolab) 3cTporeHbl U X MeTaboNNUTbI: 3CTPaANON, SCTPOH,
actpuon, 16a-OHE1L, 2-OHE2, 2-OHE1, 2-OMeE1, 4-OMeE1, 4-OHE1
. no 7 p.4. 7 890
M pacyeT COOTHOLWEHWIA; NPerHaHamMon - metabosuT nporecTepoHa
(10 nokasaTenei) B moue, BOXKX-MC/MC; N’X-MC
5.6. HectepounaHble perynsitopHbie hakTopbl NOMOBLIX Xere3
AHTUMmIONNepoB ropmoH (AMT) (Anti-Mullerian Hormone, AMH,
. T 40 3 K.A. 1430
Mullerian Inhibiting Substance, MIS)
NHrM6uH B (Inhibin B) no 8 K.4. 1440
Tpodobnactnueckuin beta-1-rnmkonpotenH (TBl) (Trophoblastic
beta-1-Globulin, TBG) AO 6 p-A. >60
5.7. MOHUTOPUHI 6epeMeHHOCTU, BUOXMMUYECKME MapPKePbl COCTOSAHUS
XOpUOHMYECKMIA TOHaZOTPONMH Yenoseka (XY, 6eta-Xr4, p-Xr4) 1ka 480
(Human Chorionic Gonadotropin, HCG) o
XOpUOHMYECKMIA TOHaZOTPONMH Yenoseka (XY, 6eta-Xr4, p-Xr4) 1ka 450
(Human Chorionic Gonadotropin, HCG) o
Anboa-petonpotenH (APMN) (a-Fetoprotein, AFP) 1k.4. 480
Anbda-dpetonpoTenH (ADM) (a-Fetoprotein, AFP) 1k.4. 450
CBoboaHbili acTpuon (Estriol Free, E3) 0o 2 K.A. 580
CeoboaHbili acTpuon (Estriol Free, E3) 0o 2 K.4. 545
ACCOLMMNPOBAHHbIN C 6epeMeHHOCTbIO NPOTENH-A Nia3Mbl 1ka, 850
(Pregnancy-Associated Plasma Protein-A, PAPP-A)
ACCOLMNPOBAHHbIN C 6epeMeHHOCTbIO NPOTENH-A N1a3Mbl 1ka, 295
(Pregnancy-Associated Plasma Protein-A, PAPP-A)
CBoboaHbil B-XIY (cBobOAHaA B-cybbeamHMLLa XOPUOHMYECKOTO
roHagoTponuHa YenoseKa) (Free Human Chorionic Gonadotropin, 1k.4. 660
Free HCG)
CBoboaHbIl B-XIY (cBob6OAHaA B-cybbeaMHMLA XOPUOHNYECKOTO
roHagoTponuHa YenoseKa) (Free Human Chorionic Gonadotropin, 1k.A4. 615
Free HCG)
MnaueHTapHbIV NaKToreH (XopMoHUYECKMI COMaTOMaMMOTPOMMH)
(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
b0 8 p.4. 850

Somatomammotropin, CS, Human Chorionic
Somatomammotropin, hCS)




MpeHaTanbHbI CKPUHUHT TpUcommii: | Tpumectp (PRISCA-1)
(Maternal Screen, First Trimester; Prenatal Screening |; PRISCA |
(Prenatal Risk Calculation))

1k.4.

1450

MpeHaTanbHbIA CKPUHUHT Tpucommit: | TpumecTp (PRISCA-1)
(Maternal Screen, First Trimester; Prenatal Screening |; PRISCA |
(Prenatal Risk Calculation))

00 2 K.A.

1890

PRISCA1 pacuet

1p.A4.

135

MpeHaTanbHbIM CKPUHUHT Tpncomuii: Il TpumecTp (PRISCA-2)
(Maternal Screen, Second Trimester; Prenatal Screening Il; PRISCA
Il (Prenatal Risk Calculation))

1630

MpeHaTanbHbIA CKPUHUHT Tpucommit: |l Tpumectp (PRISCA-2)
(Maternal Screen, Second Trimester; Prenatal Screening Il; PRISCA
Il (Prenatal Risk Calculation))

00 2 K.A4.

1290

MpeHaTanbHbI CKPUHUHT Tpncomuii: Il TpumecTp (PRISCA-2)
(Maternal Screen, Second Trimester; Prenatal Screening Il; PRISCA
Il (Prenatal Risk Calculation))

1p.ao.

1990

PRISCA2 pacuet

1p.ao.

95

MnaueHTapHbIM dakTop pocTa (PLGF)

40 3 p.4.

4090

PactBopuman fms-nogo6bHaa TMpo3nHKMHa3a-1 (sFlt-1)

4o 3 p.4.

3945

MapKepbl pucka npeaknamncum: sFlt-1, PIGF, cooTHoweHue sFlt-
1/PIGF

40 3 p.4.

7335

BUOXMMUYECKMIA TPOMHOW TecT 2 TpumecTpa bepemeHHOCTM gan
nporpammsl PRISCA (Biochemical triple test of the 2nd trimester of
pregnancy for the PRISCA software)

4o 3 p.4.

1340

Bruoxnmmyeckunin TPOMHOM TecT 2 TpumecTpa bepemeHHOCTU Ana
nporpammbl PRISCA (Biochemical triple test of the 2nd trimester of
pregnancy for the PRISCA software)

00 3 p.4.

1375

ACCOLMNPOBaHHbIN C 6EpeMeHHOCTbIO NPOTENH-A Niasmbl
(Pregnancy-Associated Plasma Protein-A, PAPP-A)

4o 5k.4.

1495

CBoboaHbIl B-XIY (cBo6oaHas B-cybbeamMHULA XOPUOHNYECKOTO
roHagoTponuHa yenoseka) (Free Human Chorionic Gonadotropin,
Free HCG)

40 5K.A.

1495

BUoXMMMYECKNn CKPUHUHT 1-ro TpumecTpa 6epemeHHOCTU AnA
nporpammel AcTpains

40 5K.A.

2990

UccneposaHue PAPP-A u cB. B-XI'Y B 11-14 Hepenb 6epeMeHHOCTH
C PacyeToOM PUCKOB XPOMOCOMHbIX aHOMa/Inil B Nporpamme
ASTRAIA

b0 5p.4.

3500

UccneposaHue PAPP-A 1 cB. B-XI'Y B 11-14 Hepenb bepeMeHHOCTH
C pacyeToM PUCKOB XPOMOCOMHbIX aHOMANNI, 3a4ePKKN POCTa
nnog4a, NpexaespeMeHHbIX pOA0B, MPesaKAamncum B nporpamme
ASTRAIA

4o 5 p.a.

3500

UccneposaHue PAPP-A 1 cB. B-XIY u PIGF B 11-14 Heaenb
6epeMeHHOCTM C PacyeToOM PUCKOB XPOMOCOMHbIX aHOMaNNIA,
334 epPXKKU pOCTa NNoAa, NpexaespemMeHHbIX poAoB,
MHAMBNAYANbHOrO PMCKa Npesknamncum B nporpamme ASTRAIA

£o 5 p.a.

5900

PacueT pMCcKOB XpPOMOCOMHbIX aHOManui B nporpamme ASTRAIA

00 2 p.4.

270




PacyeT p1CKOB XPOMOCOMHbIX aHOMAAWNIM, 3a4ePKKM pocTa Naoaa,

npexkaespemMeHHbIX poaoB, npeakaamncum B nporpamme ASTRAIA | po 2 p.a. 410
PacueT pncKoB XPOMOCOMHbIX aHOMA/IUIA, 3aEPXKKU POCTa NN0Aa,
npexaeBpemeHHbIX poaoB, MHAMBUAYAIbHOTO PUCKA 4o 2 p.4. 410
npesknamncum B nporpamme ASTRAIA
5.8. OLeHKa 3HAOKPMHHOWN (PYHKLIMKN NOAXKENYA04HOM Xene3bl
NHcynumH (Insulin) 1k.4. 620
MpowuHcyauH (Proinsulin) 0o 7 p.a. 1055
C-nentug (C-Peptide) 1k.4. 520
OueHKa MHCY/IMHOPE3UCTEHTHOCTU: I10KO3a (HaToLWakK), MHCYINH
(HaTowak), pacyet uHaekca HOMA-IR (Insulin Resistance: Fasting 1ka 840
Glucose/Insulin, Homeostasis Model Assessment of Insulin o
Resistance, HOMA-IR)
HOMA-G pacueT nHaekca (npv BbINOJIHEHUN [/IIOKO3bl U3 CEPOM 1o, 55
npobupku)
HOMA-IR pacuyeT nHaekca 1p.a. 55
MpouHcynnH (Proinsulin) 0o 9 p.a. 1490
5.9. BuoreHHble aMUHbI

KaTexonamuHbl (agpeHannH, HopaapeHanuH, gobamuH) B naasme
Kposu — KATENMN (Catecholamines: Epinephrine/Adrenaline,

. . . . 4o 5k.4. 2 690
Norepinephrine/Noradrenaline, Dopamine, Plasma)
KaTexonamuHbl (agpeHanunH, HopagpeHanuH, godammH) B moye
(Catecholamines: Epinephrine/Adrenaline, [o 5 k.. 2 640
Norepinephrine/Noradrenaline, Dopamine, Urine)
MeTabonnTbl KaTeXONAaMUHOB M CEPOTOHWHA, CYTOYHAA MouYa:
BaHWAUAMUHAANbHAA KucnoTa (BMK), romoBaHWAMHOBaA KNcnoTa
(FBK), 5-rMp,pOKCMV.IHp,OI1chyCHaFI K.VICHOTa (5- . . n04 K, 3190
F'MYK)(Catecholamines and Serotonin Metabolites, 24 Hours-Urine:
Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 5-
Hydroxyindoleacetic Acid, 5-HIAA)
MeTaHedpuHbI GpaKkLMOHMPOBaHHbIE (CBOBOAHbIE U
KOHbIOrMpoBaHHble), 24-4yacoBas moya (Metanephrines 00 5 K.A4. 2 850
fractionated, free and conjugated , 24-h urine)
KaTexonamuHbl (agpeHanunH, HopagpeHanuH, godbammH) B moye
(Catecholamines: Epinephrine/Adrenaline, [o 5 k.. 2420
Norepinephrine/Noradrenaline, Dopamine, Urine)
MMctamuH B Nnnasme Kposu (Histamine, Plasma) no 4 k.4, 2950
CepOTOHUH B CbIBOPOTKe KpoBU (Serotonin, Serum) 40 4 K.4. 2770
CBoboaHble meTaHeppPUHbI U HOpMeTaHeDPUHbI B Na3Me KPOBM 2010p.a | 2230
MeTaHedpuHbI GpaKLMOHMPOBaHHbIE, pa3oBasa Moya (cBoboaHble
+ KoHblormpoBaHHble) (Metanephrines fractionated, free + 0o 5K.4. 2115

conjugated, random urine)




MeTabonnTbl KaTeXoNaMUHOB M CEPOTOHUHA, Ppa3oBan Mouya:
BaHWAUIMUHAANbHAA KucnoTa (BMK), romoBaHWAIMHOBaA KUCaoTa
(FBK), 5-rngpoKkcnnHaonykcycHan kucnota (5-FT'MYK), c nepecyetom
Ha KpeaTuHUH (Metabolites of catecholamines and serotonin, 0o 5K.a. 2990
random urine: Vanillylmandelic Acid (VMA), Homovanilic Acid
(HVA), 5-Hydroxyindoleacetic acid (5-HIAA), normalized to
creatinine)

MeTaHedpuH 1 HopmeTaHedpuH cBobogHble, nnasma, BIKX

(Metanephrine and normetanephrine free, plasma, HPLC)
5.10. Kanbuui-perynupyoiime ropMmoHbl

4o 5k.a. 2690

KanbumTtoHuH (Calcitonin) 1p.4. 1120

MapatnpeongHbiit ropmoH (MapaTropmoH, napaTnpuH, MTI) 1k 750

(Parathyroid Hormone, PTH) A
5.11. FTopMOHbI XUPOBOW TKAHU

|NentuH (Leptin) po5p.a. | 1010
5.12. Perynsiumsa apuTtponoasa

|3pMTpono:—>TMH (Erythropoetin) 00 3 K.4. 1280
5.13. OueHka pucka pa3BuTuUs 3aboneBaHu cepaeYyHO-COCyAUCTON

OumeTnaapruHMH aCUMMETPUYHbIM B KPOBM 00 5 K.A4. 4 360

O6cnenoBaHMe NPU XPOHUYECKOM cepaeyHol HeaoCTaTOYHOCTH
(XCH) (Examination for chronic heart failure (CHF))

40 2 K.A. 6 590

6. MMKPOJJIEMEHTbI

*CTOMMOCTb yKa3aHa Ans NpoBeJieHUs UccriefoBaHUsA ogHoro M3 ¢

6.1. MUKpo3nemeHTbI B KPOBHU (CbIBOPOTKA KPOBMU, LieNibHas KPOBb)

OCHOBHble 3cceHUManbHble (}KU3HEHHO Heobxoanmble)
MWKPO3/IEMEHTbI B CbIBOPOTKE KpoBu (Essential Vital Elements, 0o 6 p.a. 1580
Essential Trace Elements, Serum)

TOKCHMYHbIE MUKPO3EMEHTbI (TAXKENbIE METaN/bl) B BEHO3HOM
KpoBu (Toxic Trace Elements, Toxic Heavy Metals, Venous Blood) 0o 6 p.a. 1580

MMWKpPO3/1EMEHTbI B CbIBOPOTKE KPOBU M BEHO3HOW KPOBM:
cKpuHUHr (Trace Elements, Serum, Venous Blood: Screening)

00 6 p.4. 3790

Kaamuii (Cd) B cbiBopoTKe Kpoeu (Cadmium (Cd), Serum ) 8o 6 p.a. 2075/1230%*
Kob6anbT (Co) B cbiBOpoTKe KpoBu (Cobalt (Co), Serum) 8o 6 p.a. 2075/1230*
Megab (Cu) B cbiBOpOTKe Kposu (Copper (Cu), Serum ) 8o 6 p.a. 2075/1230%*
MapraHed, (Mn) B cbiBopoTKe Kposu (Manganese (Mn), Serum) 8o 6 p.a. 2075/1230*
CeneH (Se) B cbiBOpOTKe KpoBu (Selenium (Se), Serum) Ao 6 p.a. 2075/1230%*

LUUHK (Zn) B cbiBOpPOTKe KpoBu (Zinc (Zn), Serum) 8o 6 p.a. 2075/1230*




Hukenb (Ni) B cbiBopoTke Kposu (Nickel (Ni), Serum) 0o 6 p.a. 2075/1230*
3on0To (Au) B cbiBOpOTKe KpoBu (Gold (Au), Serum) 00 6 p.a. 2045/1200%*
MonnbaeH (Mo) B cbiBopoTKe Kposu (Molybdenum (Mo), Serum) 106 p.a. 2075/1230%
Tannni (Tl) B cbiBopoTKe Kposwu (Thallium (TI), Serum) 0o 6 p.a. 2075/1230*
Mbiwbsk (As) B cbiBOpoTKe KpoBWu (Arsenic (As), Serum) 0o 6 p.a. 2075/1230%*
Mop 8 coiBopoTke (lodine, serum) 0o 6 p.a. 2075/1230*
Nntnit (Li) B cbiBopoTKe Kposwu (Lithium (Li), serum) 0o 4 k.4, 1060 |
Kagmunit (Cd) B BeHO3HOI Kposu (Cadmium (Cd), Blood) 0o 6 p.a. 2075/1230%*
Kob6anbT (Co) B BEHo3HOM KpoBu (Cobalt (Co), Blood) 00 6 p.a. 2045/1200%*
Megab (Cu) B BeHO3HoI Kposu (Copper (Cu), Blood) 8o 6 p.a. 2075/1230*
MapraHeuy, (Mn) B BeHo3HOM KpoBu (Manganese (Mn), Blood) [o 6 p.a. 2075/1230*
Hukenb (Ni) B BeHo3Hol KpoBu (Nickel (Ni), Blood) 8o 6 p.a. 2045/1200*
CeneH (Se) B BeHo3HOM KpoBsw (Selenium (Se), Blood) [o 6 p.a. 2075/1230*
UuWHK (Zn) B BEHO3HOM KpoBu (Zinc (Zn), Blood) 8o 6 p.a. 2075/1230*
CsuHeu, (Pb) B BeHo3HoI Kposu (Lead (Pb), Blood) [o 6 p.a. 2075/1230*
PtyTb (Hg) B BeHo3Ho Kposu (Mercury (Hg), Blood) 8o 6 p.a. 2075/1230*
6.2. MukpoanemeHTbl B MoYe
dcceHuManbHble (KM3HEHHO HeobxoauMble) U TOKCUYHbIE
MMKpo3anemeHTbl B Mode (Essential Vital Elements, Toxic Trace
Elements, Urine) 0o 6 p.a. 3195
Kagmuit (Cd) B moye (Cadmium (Cd), Urine) 8o 6 p.a. 2075/1230*
Kob6anbT (Co) B moue (Cobalt (Co), Urine) [o 6 p.a. 2075/1230*
Meab, Moya, pasoBas nopuma (Copper, random urine; Cu) Ao 6 p.a. 2075/1230*
Meap (Cu) B cyTouHot moue (Copper (Cu), 24-Hours Urine) [o 6 p.a. 2075/1230*
MapraHedy, (Mn) B moue (Manganese (Mn), Urine) Ao 6 p.a. 2075/1230*
CeneH ( Se) B moue (Selenium ( Se), Urine) [o 6 p.a. 2075/1230*
UmHK (Zn) B moue (Zinc (Zn), Urine) Ao 6 p.a. 2075/1230*
Hukenb (Ni) B8 moue (Nickel (Ni), Urine) [o 6 p.a. 2075/1230*
CsuHed, (Pb) B moye (Lead (Pb), Urine) Ao 6 p.a. 2075/1230*
PTyTb (Hg) B moue (Mercury (Hg), Urine) [o 6 p.a. 2075/1230%*
Tannui (Tl) 8 moye (Thallium (TI), Urine) 8o 6 p.a. 2045/1200%*
Mbiwbsk (As) B moye (Arsenic (As), Urine) [o 6 p.a. 2075/1230*
AnmomuHnin (Al) 8 mode (Aluminum (Al), Urine) Ao 6 p.a. 2075/1230*
eneso (Fe) B moue (Iron (Fe), Urine) [o 6 p.a. 2075/1230*
Mog, (1) B moue (lodine (1), Urine) Ao 6 p.a. 2075/1230*
6.3. MukpoanemeHTbI B Bonocax

ToKCUYHbIE MUKpPO3EMEHTbI B Bos1ocax (Toxic Trace Elements,
Hair) po6p.a. | 1995
TOKCUYHbIE U 3CCeHUMANbHbIE MUKPO31EMEHTbI B Boslocax (Toxic
Trace Elements, Essential Vital Elements, Hair)

00 6 p.4. 3790




BO/bLION CKPUHWUHT 3N1eMeHTHOro cocTaBa Bosioc (Elemental

Composition of Hair: Screening )

[0 6 p.4. 6 575
AnmomuHunin (Al) B Bonocax (Aluminum (Al), Hair) [o 6 p.a. 2075/1230*
Bapwuii (Ba) B Bonocax (Barium (Ba), Hair) 8o 6 p.a. 2045/1200%*
Bepunnuit (Be) B Bonocax (Beryllium (Be), Hair) 0o 6 p.a. 2045/1200%*
Bop (B) B Bonocax (Boron (B), Hair) 8o 6 p.a. 2075/1230*
BaHaawuit (V) B Bosiocax (Vanadium (V), Hair) 0o 6 p.a. 2045/1200%*
BucmyrT (Bi) B Bonocax (Bismuth (Bi), Hair) 8o 6 p.a. |1125/280*
Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 0o 6 p.a. 2045/1200%*
Fannuii (Ga) B Bonocax (Gallium (Ga), Hair) 8o 6 p.a. 2045/1200%*
Fepmanuii (Ge) B Bonocax (Germanium (Ge), Hair) 0o 6 p.a. 2045/1200%*
*eneso (Fe) B Bonocax (lron (Fe), Hair) Ao 6 p.a. 2075/1230*
3onoto (Au) B Bonocax (Gold (Au), Hair) 0o 6 p.a. 2045/1200%*
Mog, (1) B Bonocax (lodine (1), Hair) Ao 6 p.a. |1125/280*
Kagmuit (Cd) B Bonocax (Cadmium (Cd), Hair) [o 6 p.a. 2075/1230*
Kanwui (K) B Bonocax (Potassium (K), Hair) Ao 6 p.a. 2075/1230*
Kanbuuii (Ca) B Bonocax (Calcium (Ca), Hair) [o 6 p.a. 2075/1230%*
Kob6anbT (Co) B Bonocax (Cobalt (Co), Hair) Ao 6 p.a. 2075/1230*
KpemHui (Si) B Bonocax (Silica (Si), Hair) [o 6 p.a. 2075/1230*
NaHTaH (La) B Bonocax (Lantanum 9La), Hair) Ao 6 p.a. 2045/1200%*
Nutnit (Li) B Bonocax (Lithium (Li), Hair) [o 6 p.a. 2075/1230*
Marnuit (Mg) B Bonocax (Magnesium (Mg), Hair) Ao 6 p.a. 2075/1230*
MapraHeu, (Mn) B Bosiocax (Manganese (Mn), Hair) [o 6 p.a. 2075/1230*
Meab (Cu) B Bonocax (Copper (Cu), Hair) Ao 6 p.a. 2075/1230*
MonunbaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) [o 6 p.a. 2075/1230%*
Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) Ao 6 p.a. 2075/1230*
Hatpuii (Na) B Bonocax (Sodium (Na), Hair) [o 6 p.a. 2075/1230*
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 8o 6 p.a. 2075/1230*
Onoso (Sn) B Bonocax (Tin (Sn), Hair) 8o 6 p.a. 2045/1200%*
MnaTtuHa (Pt) B Bonocax (Platinum (Pt), Hair) 8o 6 p.a. |1125/280*
PtyTb (Hg) B BONocax (Mercury (Hg), Hair) 8o 6 p.a. 2075/1230%*
Pybugmii (Rb) B Bonocax (Rubidium 9Rb), Hair) 8o 6 p.a. 2045/1200%*
CsuHel, (Pb) B Bonocax (Lead (Pb), Hair) 8o 6 p.a. 2075/1230%*
CeneH (Se) B Bosiocax (Selenium (Se), Hair) 8o 6 p.a. 2075/1230*
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 0o 6 p.a. 2045/1200%*
CtpoHumit (Sr) B Bonocax (Strontium (Sr), Hair) 0o 6 p.a. 2045/1200%*




Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 0o 6 p.a. 2075/1230*
Tannni (Tl) 8 Bonocax (Thallium (Tl), Hair) 0o 6 p.a. 2075/1230%*
docdop (P) B Bonocax (Phosphorus (P), Hair) 0o 6 p.a. 2045/1200%*
Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 0o 6 p.a. 2075/1230%*
LUuHK (Zn) B BONOCax (Zinc (Zn), Hair) 8o 6 p.a. 2075/1230*
LMpKoHMI (Zr) B BONocax (Zirconium (Zr), Hair) 0o 6 p.a. 2045/1200%*
6.4. MukpoanemeHTbl B HOITAX

TOKCcUYHbIE MUKpO3emeHTbl B HOorTax (Toxic Trace Elements, Nails)

[0 6 p.4. 1995
TOKCHYHbIE W 3CCEHLMANbHbIE MUKPO3/1eMeHTbl B HOrTAX (Toxic
Trace Elements, Essential Vital Elements, Nails)

0o 6 p.4. 3790
BONbLUON CKPUHWUHT 3N1eMeHTHOro cocTaBa HorTel (Elemental
Composition of Nails: Screening )

00 6 p.4. 6575
AnmomuHnia (Al) B8 Hortax (Aluminum (Al), Nails) Ao 6 p.a. 2075/1230*
Bapwuit (Ba) B HorTsix (Barium (Ba), Nails) 0o 6 p.a. 2045/1200%*
Bepunnuii (Be) B HorTax (Beryllium (Be), Nails) 8o 6 p.a. 2045/1200%*
Bop (B) B HorTax (Boron (B), Nails) [o 6 p.a. 2075/1230*
BaHaawuit (V) B HorTax (Vanadium (V), Nails) Ao 6 p.a. 2045/1200%*
BucmyT (Bi) B HorTax (Bismuth (Bi), Nails) Ao 6 p.a. 11125/280*
Bonbdppam (W) B Hortsix (Tungsten, Wolframium (W), Nails) Ao 6 p.a. 2045/1200%*
Fannuii (Ga) B HorTax (Gallium (Ga), Nails) [o 6 p.a. 2045/1200%*
FepmaHuii (Ge) B HorTax (Germanium (Ge), Nails) 8o 6 p.a. 2045/1200%*
*eneso (Fe) B HorTax (Iron (Fe), Nails) Ao 6 p.a. 2075/1230%*
3on0To (Au) B HorTax (Gold (Au), Nails) 8o 6 p.a. 2045/1200%*
Mog, (1) 8 HorTax (lodine (1), Nails) 8o 6 p.a. |1125/280*
Kagmunit (Cd) B Hortax (Cadmium (Cd), Nails) 8o 6 p.a. 2075/1230*
Kanuii (K) B HorTax (Potassium (K), Nails) 8o 6 p.a. 2075/1230*
Kanbumii (Ca) B8 HorTax (Calcium (Ca), Nails) 8o 6 p.a. 2075/1230*
KobanbT (Co) B Hortax (Cobalt (Co), Nails) 8o 6 p.a. 2075/1230%*
KpemHuli (Si) B HorTax (Silica (Si), Nails) 0o 6 p.a. 2045/1200%*
NanTaH (La) B HorTax (Lantanum (La), Nails) 8o 6 p.a. 2045/1200%*




Nntuia (Li) B8 Hortax (Lithium (Li), Nails) Ao 6 p.a. 2045/1200%*
Marnui (Mg) B Hortsax (Magnesium (Mg), Nails) 0o 6 p.a. 2075/1230%*
MapraHeu, (Mn) B Hortax (Manganese (Mn), Nails) 0o 6 p.a. 2075/1230%*
Megap (Cu) B HorTax (Copper (Cu), Nails) 0o 6 p.a. 2075/1230%*
MonunbaeH (Mo) B Hortsax (Molybdenum (Mo), Nails) 8o 6 p.a. 2075/1230*
Mbiwbsk (As) B Hortsax (Arsenic (As), Nails) 0o 6 p.a. 2075/1230%*
HaTpwuit (Na) B HorTax (Sodium (Na), Nails) Ao 6 p.a. 2045/1200%*
Hukenb (Ni) B Hortax (Nickel (Ni), Nails) 0o 6 p.a. 2075/1230%*
OnoBo (Sn) B HorTax (Tin (Sn), Nails) 0o 6 p.a. 2045/1200%*
MnaTtnHa (Pt) B HorTax (Platinum (Pt), Nails) 0o 6 p.a. |11125/280*
PtyTb (Hg) B HOrTax (Mercury (Hg), Nails) 8o 6 p.a. 2075/1230*
Pybuanii (Rb) B Hortax (Rubidium (Rb), Nails) 0o 6 p.a. 2045/1200%*
CsuHed, (Pb) B HorTsix (Lead (Pb), Nails) 8o 6 p.a. 2075/1230*
CeneH (Se) B HorTsx (Selenium (Se), Nails) [o 6 p.a. 2075/1230*
Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 8o 6 p.a. 2045/1200%*
CTpoHumii (Sr) B Hortax (Strontium (Sr), Nails) 0o 6 p.a. 2045/1200%*
Cypbma (Sb) B HorTax (Antimony (Sb), Nails) 8o 6 p.a. 2075/1230*
Tannni (Tl) B8 HorTax (Thallium (TI), Nails) [o 6 p.a. 2075/1230*
docdop (P) B Hortax (Phosphorus (P), Nails) 8o 6 p.a. 2045/1200%*
Xpom (Cr) B HorTax (Chromium (Cr), Nails) [o 6 p.a. 2075/1230*
UmHK (Zn) B HOrTAx (Zinc (Zn), Nails) 8o 6 p.a. 2075/1230*
LMpKoHMI (Zr) B HorTaix (Zirconium (Zr), Nails) 0o 6 p.a. 2045/1200%*
7. NEKAPCTBEHHbBI MOHUTOPUHI
*BHUMAHMUE! OaHHble nabopaTopHble UcCneaoBaHUA He ABMSIIOTCA

7.1. lekapcTBEHHbI MOHUTOPUHT
deHobapbuTan (/llomuHan) (Phenobarbitalum) 0o 5 p.a. 3370
deHutonH (AndeHnH, AunaHtuH) (Phenytoin) 0o 5K.A. 2130
Banbnpoesaﬂ Kucnota (fdenakuH, KoHsynekc) (Acidum Valproicum, lpa, 5 000
Depakin, Convulexs)
Kapb6amasenuH (dPunnencuH, Terpeton) (Carbamazepine, Tegretol) 105 KA, 3190
UmknocnopwuH (Cyclosporine, Cyclosporine A, Sandimmune) 0o 3 K.4. 1920
NamoTpuaxuH (Lamotrigine) 0o 4 k.a. 3410
NeBeTupauetam (Levetiracetam, Keppra®) no 4 k.a. 3650
Takponumyc (Aasarpad, Iilporpacb, MpoTtonuk, Takpocen) (FK506, 103 KA 2 660
Advagraf, Prograf, Protopic, Tacrosel)
MwuToTaH, nna3ma Kposu (Mitotane, o, p’-DDD, plasma) 0o 4 k.a. 3470
Tepmd)nyl-'mMMp,, ned>1'1yH0MMp, (metabonut) (Teriflunomide, 105 KA, 3 990
Leflunomide metabolite)
dseponunmyc (Everolimus) 0o 5K.4. 3270
AnukcabaH, KoHueHTpauus (Apixaban Level) 0o 2 p.a. 1499
PuapokcabaH, KoHUeHTpauma (Rivaroxaban Level) 0o 2 p.a. 1599
BaHkomuumH (Vancomycin) 00 3 K4, 3290
KnoHasenam b0 5p.4. 3190
UmnpodnokcaumH no 5 k.. 2990
MeToTpeKcaT, CbIBOPOTKa 00 5 K.A. 2990
FabaneHTuH no 5 k.. 2990
DNyoKceTUH + HOPpPAYOKCETUH bo 5 k.a. 2990
Manonepungon 4o 5kK.a. 2990
[AurokcuH (Digoxin) 0o 5K.a. 3190




CepTtpanuH (Sertraline) no 5K.a. 3190
MeToTpeKcaTta NoANrAyTamaTbl, SPUTPOLMTLI 00 5 K.A4. 2990
deHasenam (Phenazepam) 0o 5 k.4, 3190
bpuneapaueTtam 4o 5kK.a. 2790
PybumHamung, bo 5 k.a. 2790
MNepamnaHen 4o 5k.a. 2790
3oHuncammg, no 5 k.a. 2790
BurabatpuH [o 5 k.. 2790
3tocykeummng, (Ethosuximide) 00 5K.4. 2790
Nakocamug (Lacosamide) [o 5 k.. 2790
Tonupamart (Topiramate) 0o 5K.4. 2790
Knobasam + HopKknobaszam 0o 5k.a. 4 490
OkckapbasenuH (Oxcarbazepine) 0o 5K.4. 2990
Cynbtnam 4o 5k.a. 2990
KapbamasenuH n metabonutbl (10-OH-kapbamaszenuH,
Kap63M33EI'Il./IH-p,MOI1, Kap63M33eI'IVII-I.-3I'IOKCI/I,EI,) (Carb_amaz.epme 105 KA, 3090
and metabolites (10-OH-carbamazepine, carbamazepine diol,
carbamazepine epoxide))
8. UICCINIEQOBAHUNA MOYM

8.1. KnuHuyeckue Tectbl
AHanums moum o6wwmin (AHaNM3 MoUM 0BLWKI C MUKPOCKONUEN 1ka, 300
ocagaka) (Complete Urinalysis, Microscopic Examination)
UccnepgoBaHue moum no metoay HeunnopeHko (Nechiporenko’s 1ka, 290
Urine Test)
Ka‘nbu,mm I\.I\OLIVI, KayecTBeHHbIM TecT (Npoba Cynkosuua) (Sulkowitch 103 p.a 190
Urine Calcium Test)

8.2. Buoxnmua moum (cyTouHas 3Kckpeums)
* TecTb! Ne 95110, Ne 110113, Ne 97110, Ne 1318110, Ne 115110 u Ne 112110
KoHueHTpauma B moye (Urine Creatinine) 1k.4. 60
AnbbymMmuH, cyTouyHasa moua (Albumin, 24-Hour urine) 1k.4. 380
AnbbyMWH, pa3oBas Nopumns Mouu (C KpeaTUHUHOM U pacyeTom
anbbymunH/KpeatmHuH otHolweHua) (Albumin, random urine, with 1A 570
creatinine and albumin/creatinine ratio calculation, UACR) o
Mpoba Pebepra (KnnpeHc sHQOreHHOro KpeaTUHUHA, CKOPOCTb 1ka, 250
Knyboukosoi dpunbtpaumm) (Glomerular Filtration Rate, GFR)*
O6wuin 6enok, cytoyHas moua (Protein Total, 24-Hour urine) 0o 2 K.A. 200
benok, pasosan nopuma mouu (c KpeaTUHUHOM 1 pacyeTom
HOPMa/In30BaHHOIO MO KpeaTUHUHY NoKasaTens) (Protein, random 1A 310
urine, with creatinine and protein/creatinine ratio calculation) o
AMWia3a B MOYE CYTOYHOM WM NOPLMOHHOM 33 U3MepeHHoe
Bpemsa (Anbda-amunasa, guactasa moun) (Amylase, 24-Hour or 1k.4. 280
Timed Urine)
[noKo3a, cyTouHaa moua (Glucose, 24-Hour urine) 1k.4. 230
KpeaTuHuH, cyTouHas moua (Creatinine, 24-Hour urine) 1k.4. 210
Kanbuuit, pasoBas nopuma Mo4u (C KpeaTUHMHOM U pacyeTom
KanbUuit/KpeaTnHmH oTHoweHwus) (Calcium, random urine, with 1K.4. 245
creatinine and calcium/creatinine ratio calculation)
MoueBuHa, cyTouHaa moua (Urea, 24-Hour urine) 1k.4. 210




MoueBas Kucnota, cytodHas moda (Uric Acid, 24-Hour urine) 1k.4. 230
MoueBas KMcnoTa, pa3oBas NopLUUs MOYN, C KPEATUHUHOM U 1xa, 345
pacyeToM HOPMaN30BAHHOIO MO KPEATUHUHY NOK-NA

Kanbymii (Ca), cytouHas mouya (Calcium (Ca), 24-Hour urine) 1k.4. 280
Kanwui (K), Hatpuii (Na), cytouHaa moua (Potasium (K), Sodium 1ka 230
(Na), 24-Hour urine)

docdop (P), cytouHaa moua (Phosphorus (P), 24-Hour urine) 1k.4. 250
docdop, pa3oBas Nopuna Moun (C KpeaTMHUHOM U PacHETOM

HOPMa/IM30BaHHOIO MO KpeaTUHUHY NoKasatens) (Phosphorus, 1ka 355
random urine, with creatinine and phosphorus/creatinine ratio o
calculation)

BeTa-2-muKpornobynmH (B-2-mmnkpornobynmH) B mouye (Beta-2-

Microglobulin, Urine) AO 3 KA. 1070
MeTaHedpuHbl pPaKLMOHMPOBaHHbIE CBOHOAHbBIE, CYTOYHAA MOYa 105 KA, 5100
MarHui, cyToyHas moda (cyTouHasn aKkcKkpeums), (Magnesium, 24 h 1ka 280
urine excretion)

MarHui, pasosas NOPUMA MOYM (C KPEATUHUHOM M PaCYETOM

MarHuii/KpeaTMHWH oTHoleHuA) (Magnesium, random urine, with 1k.4. 640
creatinine and magnesium/creatinine ratio calculation)

Okcanatbl, cyTouHaa moua (Oxalates, 24-Hour urine) 00 6 p.a. 1480
OKcanaTbl, pa3oBas NOpPUMA MOYM (C KPEAaTUHMHOM M pacyeTom

HOPMa/IN30BaHHOrO MO KpeaTUHUHY NoKasaTens) (Oxalates,

random urine, with creatinine and oxalate/creatinine ratio AO 6 p-A. 1640
calculation)

AMUHOKNCNOTBI B MOYe, 32 noKasaTtens 40 6 K.A. 5340
OueHKa p1CcKa KaMHeobpa3oBaHUsA - IMTOreHHble cybcTaHLmMu

MOYM, CyTOYHAA MoYa (KanbLuid, MaFHVIvVI, ¢docodop, okcanaTsl, 106 p.a, 5170
MoYeBasA KNCNOTA, KPEAaTUHUH CYTOYHOM MOYM C pacyeTom

CYTOUYHOWM 3KCKpeLmm)

OueHKa p1cKa KaMHeobpa3oBaHUSA - IMTOreHHble cybcTaHLmMu

MOYM, pa3oBasA NoPUMA MoUM (Kanbuuii, marHuin, dpocdop,

OKCanatbl, MOYEBasA KNCNOTA, KPEAaTUHWH Pa30BON NOpPLMK MouK, C | 80 6 p.4. 2790
pacyeToM HOPMaNU30BaHHbIX MO KpeaTUHUHY NoKasaTenen)
[enbTa-aMmmMHONEBYNMHOBAA KMUCIOTa 00 5 K.A4. 2590
MopdupwnHbI, cyToOYHaaA moYa: KonponopdupuHbl, yponoppupuHbl,
Kap6oKcnanopdmpuHbl, NOopdobunmHoreH AOS KA. 2490
AHWOHHbIN U KAaTUOHHbIW COCTAB CYTOYHOM MOYMN: KaJINi, HAaTPUiA,

KanbLUMi, MarHuin, ammoHuii, cynbdat, pocdart, xnopug, 109 p.a, 4390
LaBesieBan KMCAOTA, IMMOHHAA KMC/IOTa, MOYeBas KMC0Ta

(Anionic and cationic composition of daily urine)

ANbAoCTepOoH B cyTo4HOM moue (Aldosterone, daily urine) 0o 6 p.a. 1751
(Chromolab) N'yaHoO3MHbI: MapKepbl OKCUAATUBHOIO NOBPEXKAEHNA 107 pa, 3120

HYKNENHOBbIX KUCNOT B MoYde, BOKX-MC/MC

8.3. NcuxoakTBHLIE BellecTBa B MoYe




HapKOTMKKM M NCUXOTPOMHbIE BELLECTBA — CKPUHUHT (KOMMJIEKCHbIN
aHaM3 MoYM Ha onmaTbl, ambeTammnH, meTamPpeTaMmnH, KOKauH,
KaHHabuHouabl U nx meTabonutel) (Drugs and Psychotropic

0 3 K.A. 2990
Substances Screening: Opiates, Amphetamines, A &
Methamphetamine, Cocaine, Cannabinoids, Cannabinoid
Metabolites, Urine)
KaHHabuHoungbl (MapuxyaHa) B moye (Cannabinoids (Marijuana),
. 40 3 K.A. 1680
Urine)*
Onuatbl (MopduH/repomnH) B mode (Opiates (Morphine/Heroin),
. 40 3 K.A. 1325
Urine)*
BapbutypaTtbl B Mo4e (Barbiturates, Urine)* 0o 3 K.A. 1680
dTtaHon (ankoronb) B mouye (Ethanol (Alcohol) Urine)* no 4 k.a. 1810
«BpeaHble NpuBbIYKNY (AHANIM3 MOYM HA HUKOTUH, MCUXOTPOMHbIE
N HapKOTMYECKME BEeLLEeCcTBa, NCUXOAKTUBHbIE JIEKAPCTBEHHbIE
npenapatbl (HUKOTUH; NCUXOTPONHbIE N HAPKOTUYECKME BELLECTBA,
- . 00 5 K.A4. 4120
NCUXOaKTUBHbIE IeKapCTBeHHbIe npenapaTtsbl) (Pernicious Habits:
Nicotine, Drugs, Psychostimulants and Psychotropic Substances,
Urine)*
CkuHbTE Macky 00 5 K.A4. 4120
8.4. UccnepoBaHue NOYe4YHOro KaMHs
AHaNIM3 XMMMYECKOTo COCTaBa MOYEBbIX (MOYEYHbIX) KaMHeN
METO/ZIOM PEHTFeHOCTPYKTypHOro aHanm3a (Compositional Analysis
. . . . . 00 10 p.a. 5210
of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction
analysis)
AHaNIM3 XMMMYECKOTo COCTaBa MOYEBbIX (MOYEYHbIX) KaMHeN
MeToA0M MHpaKpacHon cnekTpomeTpun (Compositional Analysis | go 4 p.a. 1840
of Urine (Kidney) Stones, infrared spectrometry)
8.5. TokcuYHbIe BellecTBa B MoYe
BucdeHon A, Tpukno3saH, 4-HoHUAdEHON (TOKCMHBI U3 N1acTMacc,
TMrMEeHNYEeCcKNX CPeACTB, MOIOLLMX CPeACcTB), MoYa pa3oBa 4o 5k.a. 2 890
YpaH (moya pasoBas) 0o 6 p.a. 990
9. ACCNEOOBAHMS KANA
9.1. UccnepoBaHua kana
*[ins TecToB, NOMeYeHHbIX *, Heo6xoanma npobonoarotoska (KAIMP).
Konporpamma (Koprogramma, Stool) 0o 5K.4. 580
AHanuns Kana Ha aiua renbMmnHTOB (anua rauctos) (PRO Stool,
. 1k.4. 480
Helminth Eggs)
AHanus Kana Ha npocteriwmne (PRO Stool) 1k.4. 420
UccnepoBaHWe Ha aHTepobMo3 (sliLa ocTpumu), wWnatesb
L 1k.4. 310
(Enterobiasis, Spatula)
CopeprKkaHue yrneBoAoB B Kane (peayumpytolime BelecTsa B Kane
aep y A (peayumpytowy, Ly ) 103 pa, 660
(Stool Sugars, Reducing Substances, Fecal)
UccnepoBaHMe Kasla Ha CKPbITYIO KPpoBb. KayecTBeHHbI MmeToz, 1k.4. 640
CKpbITan KPOBb B KaJie (KOJIOPEeKTasIbHblE KPOBOTEUYEHMS),
KO/IMYECTBEHHbI UMMYHOXMMMYeCcKuit metog FOB Gold
N . bo 4 p.4. 1070
(Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold)
dnactasa 1 (21), naHKkpeaTuyeckan snactasa 1 (Elastase 1, E1) 0o 4 Kk.a. 2610
Anbda-1-aHTuTpuncuH B Kane (Alpha-1-Antitrypsin, Feces) 0o 8 p.a. 1940




OcTaTo4yHas 0CMONAPHOCTL cTyna (Stool osmotic gap) [0 9 p.4. 1480
KenyHble KNCNoTbl B CTyNE bo 8 p.4. 3430
203UHOU/IbHbIN HEMPOTOKCUH B CTy/1Ee 0o 8 p.a. 3930
30HYNIMH deKanbHbIM 0o 8 p.a. 6470
XMUMOTPUNCUH B CTY/E, aKTUBHOCTb no 7 p.4. 1965
CreatoKpuT cTyna bo 8 p.4. 1560
KanbnpoTeKkTnH dekanbHbil (Fecal Calprotectin) 0o 4 k.4, 2 670
OueHKa COCTOAHUA MUKPOBMOTbI TOSICTOFO KMLIEYHMKA METOLOM
009 p.4. 2390
MNLUP, Tect-cuctema KOJTOHOD/10OP-8
OueHKa COCTOAHUA MUKPOBMOTbI TONICTOFO KMULIEYHMKA METOLOM
005 p.a. 5030
MNuP, rect-cuctema KO/IOHO®/1OP-16 (6noueHo3)
OueHKa COCTOAHUA MUKPOBMOTbI TOICTOFO KULIEYHMKA METOLOM
405 p.a. 5120
MNuP, tect-cuctema KO/IOHO®/TOP-16 (meTabonnsm)
KopoTKoLenoyeyHble }UpPHble KUCAOTbI B Kase 009 p.4. 2340
WccnepnoBaHua coctaBa obuno e ay perven
Nef0BaHM TaBa MUKPOOUNOTbI KULLEYHMKA Y AeTel 106 p.a. 6 660
meTtozom MNUP, IHTepodaop Adetu
OcTpble KnweyHble nHdpeKunn. Kamnunobakrep(tepmoduibHas o5 590
rpynna)/ Wurennbl u SUKM, onpeaenexune AHK 8 kane A0 > P-A.
OcTtpbie e e e .Ca OHe ApeHoB cF,
pble KulleyHble MHpeKumnn. CanbmoHenbl/AgeHoBupy 105 p.a. 590
onpegeneHune QHK B kane
Oc e e e e . PoTas c A/AcTtpos c,
TPpble KulleyHble MHpeKumn. Potasmpyc A/AcTposupy 105 p.a. 1240
onpegeneHne PHK B Kane
OcTpble KnwevHble nHpek . Hoposupyc G I/Hoposupyc G II,
p dekunn. Hoposupyc G I/Hoposupy 105 p.a. 600
onpegeneHne PHK B Kane
OcTpble KuweyHble MHPekumn. OnpegeneHne PHK BMpyCHbIX
BO3byauTeNnein KMwedHbIX MHbeKkuuii (PotaBmpyc A, ACTpoBUpYC, 0o 5 p.a. 1140
Hoposupyc G |, Hoposupyc G Il) B kane
OcTpble KnweyHble nHdeKumn. OnpeneneHme 6akTepuanbHbix U
BMPYCHbIX BO36yauUTEeNen KMLLEYHbIX MHOEKLNIA
(Kamnunobakrep(tepmodunbHan rpynna),Lnrennst n UK, 0o 5 p.a. 2260
CanbmoHennol, AgeHosupyc F, Potasupyc A, ACTposupyc,
Hoposupyc G |, Hoposupyc G Il) B kane
OueHKa COCTOAHUA MUKPOBUOTbI TONICTOFO KULLIEYHUKA METOAOM
4 P A n06p.a | 5390
MNLUP, Tect-cuctema KOJTOHO®JIOP-16 Mpemuym
10. AUATHOCTUKA UHOEKLIMOHHBIX 3AE0NEBAHUMN
UmeroTtca orpaHu4eHusi No B3ATUIO HEKOTOPbLIX BUAOB 6MomaTepuana B
10.1. AneHoBuMpYyCcHasA UHdeKLMs
AHTUTena Knacca IgA kK ageHosupycy (Anti-Adenovirus IgA) 00 6 p.4. 910
AHTUTEeNa Knacca IgG K ageHosupycy (Anti-Adenovirus IgG) 00 6 p.a. 910
10.2. Ackapnao3s
KN - koadpprLUMEHT NO3UTUBHOCTU
A IgG Anti-Ascari
HTMTF‘/‘I? Knacca IgG K aHTureHam ackapug, (Anti-Ascaris 105 K. 1070
lumbricoides IgG)
10.3. Acneprunnes
NabopaTopHoe uccnegoBaHue aHTUreHa Aspergillus
(ranakTomaHHaH) B cbiBOpOTKe KpoBu (Aspergillus antigen 00 6 p.a. 7 490
(galactomannan) in serum)
NabopaTopHoe uccnegosaHune aHTUreHa Aspergillus
(ranakTOomaHHaH) B 6poHx0-anbeeonspHom nasarke (Aspergillus 0o 6 p.a. 7 490

antigen (galactomannan) in bronchoalveolar lavage)




10.4. BakTtepougHas dnopa

Baktepounasl, onpegenerne AHK B cockobe anutennanbHbIx
KNEeTOK yporeHuTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of
Urogenital Epithelial Cells)*

[o 5 p.a.

580

10.5. Boppenuos (6ones3Hb Jlanima)

AHTUTena Knacca IgG K Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgG)

00 3 p.4.

750

AHTUTena Knacca IgM Kk Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgM)

00 3 p.4.

730

AHTUTena Knacca IgG K Borrelia burgdorferi, BbinBnsemble meTogom
MMMYHOB610TTMHra (Anti-Borrelia burgdorferi IgG, Immunoblot )

bo 8 p.4.

3090

AHTuTena Knacca IgM k Borrelia burgdorferi, sbisBnsemble
meTozom BectepH-6n0Ta (Anti-Borrelia burgdorferi IgM, Western
Blot (WB))

no 7 p.Aa.

2870

NlabopaTtopHoe nccnegoBaHme Knewa aaa sbiasneHua HK
B0o3byauTena Jlaiim-boppennosa (Borrelia burgdorferi, DNA)

no 4 k.a.

755

NabopaTopHoe nccnegoBaHue Kneua ans sbiasneHna AHK
BO3byauTENEN KNeLLeBbIX PUKKETCUO30B

no 4 k.a.

1460

Boppenuu, onpeaenerme JHK B CMHOBMANbHOM KUAKOCTH
(Borrelia burgdorferi, DNA, Synovial Fluid)*

1k.4.

540

Boppenuu, onpeaeneHune HK B CNMHHOMO3rOBOM }KMAKOCTH
(Borrelia burgdorferi, DNA, Cerebrospinal Fluid)*

540

10.6. BeTpsiHaa ocna: BUpyc reprneca 4enoBeka 3 Tuna (onosicbiBaroLmnmn

AHTUTena Knacca IgG K Bupycy BEeTPAHOM OCMbl U OMOACbIBAIOLLETO
nvwas (Anti-Varicella-Zoster Virus 1gG, Anti-VZV 1gG)

bo 4 p.4.

860

AHTUTeNa Knacca IgM K BUpycy BETPAHOM OCMbl U ONOACHIBAOWErO
nuwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

00 2 K.A.

970

Bupyc Varicella-Zoster, onpeaenenue AHK B cntoHe
(VaricellaZosterVirus, DNA, saliva)

4o 3 p.4.

370

Bupyc Varicella-Zoster, onpeaenexune AHK B cockobe
aNUTENUANbHBIX KNETOK cansnctoit potornotku (Varicella Zoster
Virus, DNA, scrape of faucial epithelial cells)

00 3 p.4.

490

Bupyc Varicella-Zoster, onpeageneHne AHK B cockobe
anuTennanbHbIX KNeTok Koxu (Varicella Zoster Virus, DNA, scrape
of skin epithelial cells)

4o 3 p.4.

370

Bupyc Varicella-Zoster, onpegeneHne [JHK B cbiIBOpOTKe KpOBM
(Varicella ZosterVirus, DNA, serum)

4o 3 p.4.

490

10.7. BUM-uHdekuus (Bupyc ummyHoaeduLmTa YenoBeka)

**[pu nonoxuTensHOM pe3ynbTaTe NPoBeAeHMe NoATBEPXAaloLIero TecTa (B

AHTuTena K BUY 1 1 2 v aHtnred BUY 1 n 2 (HIV Ag/Ab Combo)

1k.4.

430

Bupyc ummyHoaedunumta yenoseka tmna 1, KauectBeHHoe
onpeaenenune PHK (Human immunodeficiency virus, quality, RNA) B
CbIBOPOTKE KPOBU

3190

Bupyc ummyHoaeduumTa yenoseka, Tun 1, onpegenenme PHK
(kon.) B cbiBOpOTKE Kposu (Human immunodeficiency virus, HIV-1,
RNA, quantitative, Serum)

00 2 p.4.

5960

10.8. BMY-uHdekuus, nanunnomaBupycHasa UHdekLus (BUpyC NanunnomMbl




Bupyc nannnnombl 4en0BeEKA BbICOKOTO OHKOTEHHOTO PUCKA,
ckpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 + KBM, onpegenexHne AHK B cockobe anutennanbHbIx
KNeToK cnmsuctoi npamoin kKnwkm (HPV DNA, Scrape of Rectal
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68) Screening )*

4o 3 p.4.

1010

Bupyc nannnnombl 4en0BeEKA BbICOKOTO OHKOTEHHOTO PUCKA,
ckpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 + KBM, onpegenexHne AHK B cockobe anntennanbHbIx
KneTok potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14
Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening )*

4o 3 p.4.

970

BMpyc nannanombl YeNI0BEKA BbICOKOTO OHKOFEHHOIO PUCKa,
ckpuHuHr 14 tnnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 + KBM, onpegenerHne AHK B cockobe anntennanbHbIx
KNeToK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68) Screening )*

£o 5 p.a.

970

Bupyc nanuaiombl YeOBEKA BbICOKOTO OHKOTEHHOTO PUCKa,
onpegenenne JHK 16 n 18 tunos + KBM B cockobe
3NUTENMANbHbBIX KNETOK yporeHuTanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))

[0 5 p.A4.

430

Bupyc nannnnombl 4en0BEKA BbICOKOTO OHKOTEHHOTO PUCKa,
reHoTunmposaHue AHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68 + KBM B cockobe anntennanbHbIX KNeTOK
yporeHuTanbHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68))

£o 5 p.a.

1140

Brpyc nannnnombl YenoBeKa HU3KOrO OHKOTEHHOIO PUCKa,
onpegenenue JHK 3 Tunos: 6, 11, 44 + KBM B cockobe
3aNUTeNNanbHbIX KNETOK yporeHuTanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

b0 5p.4.

420

Brpyc nannnnombl YenoBeKa HU3KOrO OHKOTEHHOIO PUCKa,
onpegenenune JHK 3 tunos: 6, 11, 44 + KBM B cockobe
3NUTENNaNbHbIX KNETOK CIN3UCTOM NpAMon KuKku (HPV DNA,
Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))

00 3 p.4.

420

Bupyc nannanombl Yel0BEKA HU3KOTO OHKOFEHHOTO PUCKa,
onpegenenune JHK 3 Tunos: 6, 11, 44 B cockobe annTennanbHbIx
Knetok potornoTtku (HPV DNA, Scrape of Faucial Epithelial Cells, 3
Types (6, 11, 44))

00 3 p.4.

420

Bupyc nanunnnomel yenoseka, onpegenexHune AHK 4 Tunos: 6, 11,
16, 18 + KBM B cockobe anutenmasnbHbIX KNETOK YPOreHUTaibHOro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6,
11, 16, 18) Screening )

005 p.4.

625

AnddepeHuympoBaHHoe onpeaenernne AHK BMY (Bupyc
nanuanombl Yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68 + KBM B cockobe anntennanbHbIX KNEeTOK
yporeHuTanbHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening)

4o 5 p.a.

1230




Bupyc nannnnomel Yenoseka, onpegeneHune AHK 21 tuna: 6, 11,
16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73,
82 + KBM B cockobe anuTennanbHbiX KNEeTOK YPOreHnTasbHOro
TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68,
73, 82))

[o 5 p.a.

3070

Bupyc nanuanomsl yenoseka (BMNY), sbisisneHme OAHK (cKpuHUHT 14
Tnnos BIMY BbICOKOro OHKOreHHOro pucka - 16, 18, 31, 33, 35, 39,
45,51, 52,56, 58, 59, 66 n 68 TMnos, ¢ gudpdpepeHuUnanbHbim
onpegeneHnem 16 n 18 tnnos, tect-cuctema Peanbect BIMY
OHKOCKpHH.

£o 4 p.4.

1480

Bupyc nannnnombl YenoBeKa BbICOKOrO OHKOFEHHOIO PUCKa,
CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 + KBM, onpegenenune AHK B cockobe anutenmanbHbIxX
KNeToK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68) Screening )*

4o 3 p.4.

970

Bupyc nannnnomel Yenoseka, onpegenexHune AHK 21 tuna: 6, 11,
16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73,
82 + KBM B cockobe annTeiasbHbIX KNEeTOK YPOreHUTaIbHOro
TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68,
73, 82))

40 3 p.4.

1216

10.9. FTapaHepennes (rapgHepenna)

FrapaHepenna, onpegeneHune IHK B moye (Gardnerella vaginalis,
DNA, Urine)*

1k.4.

310

MapaHepenna, onpegenenve JHK B cekpeTe NpocTaThbl, 3AKynATe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

310

lapaHepenna, onpegeneHune AHK B cockobe anutenmanbHbix
KNEeTOK yporeHuTanbHoro TpakTa (Gardnerella vaginalis, DNA,
Scrape of Urogenital Epithelial Cells)*

bo 4 p.4.

310

10.10. FlenbMUHTO3

K - koadocbnumeHT no3mTnBHOCTH

Komnnekc MapasunTbl (ONKCT, 3XMHO, TOKCOK, TPUXUH)

4o 5k.4.

2670

AHTUTENa K aHTUreHam HemaTog poza Anisakis 1gG

40 8 K.A.

840

AHTUTeNa K aHTureHam Kutaickom asyyctku Clonorchis sinensis 1gG

no 8 K.A.

1010

Anti-Opisthorchis felineus IgM (aHTuTena Knacca IgM K aHTUreHam
Kolwauyben AByycTku, Opisthorchis felineus)

40 6 K.A.

860

AHTUTeNna Knacca IgM K aHTureHam TpuxmHenn (anti-Trichinella
IgV)

40 6 K.A.

890

CkpuHuHrosoe MNUP-nccnepgoBaHne Bo3dyamTenei re1bMMHTO30B
(sHTEpObMO3a, ackapugosa, amdunnoboTpnosa, oNMCTOPX03a,
TeHWo3a), TecT-cucteMa FenbMo-cKpuH (Screening PCR of
pathogens of helminthiasis. Gelmo-screen assay)

b0 5p.4.

2490

BbiasneHne JHK Bo3byauTeneit onuctopxosa B Kane (Opisthorchis
felineus DNA)

4o 5 p.a.

890

10.11. FenaTtut A BUpycHas uHdekums

|AHTMTe/'Ia Knacca IgG K Bupycy renatuta A (Anti-HAV IgG)

4o 2 K.A.

670




AHTUTENa Knacca IgM K Bupycy renatuta A (Anti-HAV IgM)

[0 2 K.A4.

870

Bupyc renatuta A, onpegenerune PHK B cbiBopoTKe Kposu (HAV
RNA, Serum)*

40 2 K.A.

800

10.12. FenatuTt B BupycHas nHdeKkuus

HBs-aHTUreH Bupyca renatuTa B (HBs-aHTUreH, NOBEPXHOCTHbIN
aHTUreH BUpYyca renatuta B, «aBCTPaNMNCKUIN» aHTUTEH),
KauyecTBeHHbIM TecT (HBsAg, Hepatitis B Surface Antigen,
Qualitative)

1k.4.

370

HBe-aHTUreH BMpyca renatuta B (Hepatitis Be Antigen, HBeAg)

[0 2 K.A4.

670

AHTUTENa Knaccos IgM n IgG K HB-core aHTUreHy Bupyca renatuta
B, cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core
Antigen; HBcAb, Total, HBV Core Total Antibodies (1gG + IgM))

00 2 K.A.

590

AHTUTena Knacca IgM kK HB-core aHTUreHy Bupyca renatuta B (Anti-
HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core
Antibodies IgM)

00 2 K.A4.

780

AHTUTeNa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb)

00 2 K.A.

610

AHTUTeNna K HBs-aHTUreHy Bupyca renatmuta B (Anti-HBs, HBsAb)

4o 2 K.A.

700

HBs-aHTUreH Bupyca renatuTa B (HBs-aHTUreH, NOBEPXHOCTHbIN
aHTUreH BUpYyca renatuta B, «aBCTPaNNNCKUIN» aHTUTEH),
KonumyectBeHHbIM TecT (HBsAg, Hepatitis B Surface Antigen,
Quantitative)

40 2 K.A.

1550

Bupyc renatuta B, onpegenexHune JHK B cbiIBOpOTKE KPOBMY,
KavyectseHHoe (HBV DNA, Serum, Qualitative)*

00 2 K.A4.

670

Bupyc renatuta B, onpegenexHune [JHK B cbiIBOpOTKE KPOBMY,
KonmyecteeHHoe (HBV DNA, Serum, Quantitative)*

00 2 K.A4.

3520

10.13. F'enatut C BupycHas nHdeKkuuns

**an NnoNoXnTeribHOM pe3ynbTaTe NpoBeAeHUe NoaTBepXaarLero Tecta

AHTUTena Knaccos IgM u 1gG K Bupycy renatuta C, cymmapHo (Anti-
HCV Total (IgG + IgM))*

1k.4.

500

Bupyc renatuta C, onpeaenenue PHK B cbIBOPOTKe KpoOBMY,
KavyectBeHHoe (HCV RNA, Serum, Qualitative)*

00 2 K.A4.

1030

Bupyc renatuta C, onpegenenue PHK B nhasme, reHoTUNMpoBaHue
¢ cybétunamum (tunbl 1 (cy6Tmnel 1a u 1b), 2, 3) (Hepatitis C Virus
(HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a,
1b), 2, 3))*

00 6 p.4.

1280

Bupyc renatuta C, KonnyectseHHoe onpegeneHune PHK supyca n
reHotTunuposaHue (tunsbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA,
Quantitative PCR, Genotyping (Types 1, 2, 3))

4o 2 K.A.

4 450

Bupyc renatuta C, onpeaenenme PHK B cbIBOPOTKE KpOBU METOAOM
MNUP, konmnyecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

40 2 K.A.

4260

Bupyc renaTtuta C (BI'C), ynbTpauyBcTBUTEeAbHOE OnpegeneHune PHK
BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

£o 5 p.a.

4260

Bupyc renatuta C PHK, reHoTunmnposaHune 6 reHOTMNOB
(1a,1b,2,3a,4,5a,6)

00 6 p.4.

2875

MyTaumm nekapctTBeHHon pesmcteHTHOCTM NS3, NS5A 1 NS5B
pernoHoB reHoma Bupyca renatuta C (ans reHotmnos 1a, 1b)

no 13 p.a.

8 895

MyTaumm nekapctTBeHHon pesmcteHTHOCTU NS3, NS5A 1 NS5B
pernoHoB reHoma Bupyca renatuta C (g reHotvna 3)

no 13 p.a.

8 895




AHTuTena K Bupycy renatuta C, IgG, ummyHob610T [0 6 p.4. 1200
AHTUTENa Knacca IgG K aHTureHam supyca renatuta C,
BbIABNAEMbIE METOAOM MMMYHOBA0TTMHIA (Anti-HCV IgG, 00 6 p.a. 1200
Immunoblot)
10.14. l'enatut D BupycHas nHdekuuns
KN - koadppMLMEHT NO3UTUBHOCTU
AHTUTEeNa Knacca IgM Kk Bupycy renatuta D (Anti-HDV I1gM) 0o 6 p.a. 1000
A IgM u I1gG D, Anti-
HTUTEeNa Knaccos IgM u 1gG K Bupycy renatuta D, cymmapHo (Anti 106 p.a 960
HDV Total (IgG + IgM))
Bupyc renatuta D, onpeaenenune PHK B cbiBopoTKe Kposu (HDV
1k.4. 800
RNA, Serum)*
Bupyc renatuta D, KonndyectseHHoe onpegeneHue PHK B
cbiBOpoTKe Kposu (HDV RNA, quantitative) (Hepatitis D virus, HDV | go 2 Kk.a. 750
RNA, quantitative)
10.15. l'enatut E BupycHas nHdekums
K - koadhchnumeHT no3uTMBHOCTH
AHTUTena Knacca IgM K Bupycy renatuta E (Anti-HEV I1gM) 0o 5 k.4, 1030
AHTUTena Knacca IgG K Bupycy renatuta E (Anti-HEV IgG) 00 5 K.A4. 1070
10.16. l'enatut G BUpycHas nHdekums
B G PHK HGV
upyc renatuta G, onpegeneHue B CbIBOPOTKE KpoBM ( 102 KA, 260
RNA, Serum)*
10.17. F'epnec (repnec-Bupychbi Yenoseka 1 u 2 TMNoB)
AHTUTeNa Knacca IgG K Bupycy npocToro repreca 1 u 2 Tunos (Anti-
04 p.n. 550
HSV-1, 2 IgG) Ao S p-A
A ena Knacca IgG Kk supyc ocToro reprneca 1 a (Anti-HSV-
HTUTENa KN gG K BUpyCy NpOCTOro repn TmMna (Anti 104 pa. 810
11gG)
A ena Knacca IgG Kk supyc ocToro repneca 2 a (Anti-HSV-
HTUTEeNa Kn gG K BUpycy NpocToro repn TMna (Anti 104 pa 660
2 1gG)
AHTUTeNa Knacca IgM K Bupycy npocrtoro repneca 1 u 2 Tunos (Anti-
04 p.n. 590
HSV-1, 2 IgM) A0S P-A
AsuaHocTb Anti-HSV 1gG 00 6 p.4. 800
lepnecsupyc 1 u 2 Tunos, onpeaenenune AHK B Bbinote (HSV-1, 2
1k.4. 285
DNA, Exudate)*
lepnecsupyc 1 1 2 Tunos, onpeaeneHne JHK B cockobe
3NUTENNANbHBIX KNETOK KOHbIOHKTMBLI (HSV-1, 2 DNA, Scrape of 1k.4. 330
Conjunctiva Epithelial Cells )*
lepnecsupyc 1 n 2 Tunos, onpeaenenne JHK B cockobe
anuTeNnanbHbIX KNeTok Koxu (HSV-1, 2 DNA, Scrape of Skin 1k.4. 330
Epithelial Cells)*
lepnecsupyc 1 n 2 Tunos, onpeaenerune HK B BEHO3HOM KpOBMU
1k.4 430
(HSV-1, 2 DNA, Blood)*
I 1n2 HK HSV-1, 2
epnecs.mpyc n 2 Tunos, onpegenerue JHK B moye ( , 1k, 330
DNA, Urine)*
lepnecsupyc 1 1 2 Tunos, onpeaeneHme AHK B cockobe
anNuUTeNnanbHbIX KNETOK camsnctoi Hoca (HSV-1, 2 DNA, Scrape of 1k.4. 330
Nasal Epithelial Cells)*
lepnecsupyc 1 n 2 Tunos, onpeaeneHne JHK B cockobe
anNuTeNnaNbHbIX KNeTok poTornoTku (HSV-1, 2 DNA, Scrape of 1k.4. 330

Faucial Epithelial Cells)*




lepnecsupyc 1 n 2 Tunos, onpegeneHue [1HK B cbiIBOPOTKE KPOBMU
(HSV-1, 2 DNA, Serum)*

1k.4.

450

lepnecsupyc 1 n 2 Tunos, onpegenexHve OHK B catoHe (HSV-1, 2
DNA, Saliva)*

330

lepnecsupyc 1 n 2 Tunos, onpeaenenue AHK B cnmHHOMO3roBom
®uakoctun (HSV-1, 2 DNA, Cerebrospinal Fluid)*

1k.4.

300

lepnecsupyc 1 n 2 Tunos, onpegeneHune JHK B cekpeTte npocTaThl,
aakynate (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

1k.4.

330

lepnecsupyc 1 1 2 Tunos, onpeaeneHue JHK B cockobe
aNUTeNNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (HSV-1, 2 DNA,
Scrape of Urogenital Epithelial Cells)*

no4p.a.

320

lepnecsupyc 1 n 2 Tunos, onpegeneHue [HK B BbinoTe,
TunuposaHue (HSV-1, 2 DNA, Exudate, Typing)*

1k.4.

475

lepnecsupyc 1 n 2 Tunos, onpeaenenue AHK B cockobe
3MUTENNAJbHBIX KNETOK KOHBIOHKTMBLI, TUNMpoBaHue (HSV-1, 2
DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*

475

lepnecsupyc 1 u 2 Tunos, onpeaeneHne JHK B cockobe
3NUTeNNaNbHbIX KNETOK KOXM, TunnposaHue (HSV-1, 2 DNA, Scrape
of Skin Epithelial Cells, Typing)*

475

lepnecsupyc 1 n 2 Tunos, onpeaeneHne JHK B BEHO3HO KpoBMY,
TunuposaHue (HSV-1, 2 DNA, Blood, Typing)*

680

lepnecsupyc 1 n 2 Tunos, onpegeneHune HK B moue,
TunuposaHue (HSV-1, 2 DNA, Urine, Typing)*

1k.4.

475

lepnecsupyc 1 n 2 Tunos, onpeaenenue AHK B cockobe
aNUTENNANbHBIX KNETOK CIM3UCTOM Hoca, TunuposaHue (HSV-1, 2
DNA, Scrape of Nasal Epithelial Cells, Typing)*

1k.4.

475

lepnecsupyc 1 u 2 Tunos, onpeaeneHne JHK B cockobe
aNUTeNNaNbHbIX KNETOK POTOMNOTKM, TUNnpoBaHme (HSV-1, 2 DNA,
Scrape of Faucial Epithelial Cells, Typing)*

1k.4.

475

lepnecsupyc 1 n 2 Tunos, onpegenenue [JHK B cbiIBOpOTKe KPOBMU,
TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)*

1k.4.

680

lepnecsupyc 1 n 2 Tunos, onpegeneHune [HK B catoHe,
TunupoBaHue (HSV-1, 2 DNA, Saliva, Typing)*

475

lepnecsupyc 1 n 2 Tunos, onpegenenme JHK B cCNMHHOMO3roBoiA
®uakoctu, TunuposaHue (HSV-1, 2 DNA, Cerebrospinal Fluid,

Typing)*

475

lepnecsupyc 1 n 2 Tunos, onpegenexHune JHK B cekpeTte npocTaThl,
aAkynATe, TunuposaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen,

Typing)*

475

lepnecsupyc 1 n 2 Tunos, onpeaenenue JHK B cockobe
3MUTENINAJIbHBIX KIETOK YPOTreHUTaNbHOro TPaKTa, TUNMpOBaHue
(HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*

bo 4 p.4.

475

10.18. l'epnec-Bupyc yenoBeka 6 Tuna

KN - koadpprLUMEHT NO3UTUBHOCTU

AHTUTena Knacca IgG K repnecsupycy yenoseka 6 Tuna (Anti-HHV-6
1gG)

no 8 K.A.

730

lepnecsupyc 6 Tna, onpeaenenune AHK B Bbinote (HHV-6 DNA,
Exudate)*

1k.A.

285




lepnecsupyc 6 Tuna, onpeaenenune AIHK B BeHo3Ho Kposu (HHV-6

1k.4. 430
DNA, Blood)* KA
lepnecsupyc 6 Tnna, onpeaenerdune AHK 8 moue (HHV-6 DNA,
) 1k.4. 320
Urine)*
lepnecsupyc 6 Tna, onpegenenue HK B cockobe
3aNUTEeNNaNbHbIX KNeToK cansnctoit Hoca (HHV-6 DNA, Scrape of 1k.4. 320
Nasal Epithelial Cells)*
lepnecsupyc 6 Tnna, onpegenexHne AHK B cockobe
3NUTeNUaNbHbIX KNeTok poTornoTku (HHV-6 DNA, Scrape of Faucial 1k.4. 310
Epithelial Cells)*
lepnecsupyc 6 Tnna, onpeaenexHne AHK B cbiBopoTke Kposu (HHV-
1k.4. 440
6 DNA, Serum)*
lepnecsupyc 6 Tnna, onpeaenerune AHK B catoHe (HHV-6 DNA,
] 1k.4. 310
Saliva)*
lepnecsupyc 6 Tna, onpegenenue AHK B cnMmHHOMO3roBow 1k 320
wuakoctm (HHV-6 DNA, Cerebrospinal Fluid)* A
lepnecsupyc 6 Tuna, onpegeneHue HK B cekpeTte npocrtarthl, 1k 320
sakynate (HHV-6 DNA, Prostatic Fluid, Semen)* i
lepnecsupyc 6 Tna, onpegenenue AHK B cockobe
3NUTENNANbHbIX KNETOK yporeHuTanbHoro Tpakta (HHV-6 DNA, no4p.a. 320
Scrape of Urogenital Epithelial Cells)*
AHTUTENA K K BUPYCY repneca Yyesnoseka 6 tmna, IgM 00 6 p.4. 990
10.19. l'epnec-Bupyc 4yenoseka 8 Tuna
K - koadhchnumeHT no3uTMBHOCTH
AHTUTena Knacca IgG K repnecsupycy yenoseka 8 tTuna (Anti-HHV-8
£o 5 p.a. 910
1gG)
10.20. N'oHOpes (TOHOKOKK)
FOHOKOKK, onpegenerHune AHK B cockobe anutenmanbHbIX KNETOK
KOoHbloHKTUBbI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva 1k.A4. 320
Epithelial Cells )*
FOHOKOKK, onpeaeneHne JHK B moue (Neisseria gonorrhoeae,
. 1k.4. 320
DNA, Urine)*
FOHOKOKK, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK
caunsunctont npamont Kuwku (Neisseria gonorrhoeae, DNA, Scrape of 1Kk.4 320
Rectal Epithelial Cells)*
FOHOKOKK, onpegenerHune AHK B cockobe anutenmanbHbIX KNETOK
potornoTtku (Neisseria gonorrhoeae, DNA, Scrape of Faucial 1k.4. 310
Epithelial Cells)*
FOHOKOKK, onpegenerHne AHK B cCMHOBMaNbHOM *KNAKOCTU 1k 540
(Neisseria gonorrhoeae, DNA, Synovial Fluid)* A
FoOHOKOKK, onpeaenenne JHK B cekpeTe npocTtaThl, 3a9KynaTe 1k 320
(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)* i
FOHOKOKK, onpegenerHune AHK B cockobe anutenmanbHbIX KNETOK
yporeHuTanbHoro TpakTa (Neisseria gonorrhoeae, DNA, Scrape of no4p.a. 310

Urogenital Epithelial Cells)*




Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopes),
onpefefieHne YyBCTBUTENIbHOCTU K aHTUMUKPOBHbIM npenaparam
(GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

[0 5 K.A4.

910

10.21. F'punn

Bupyc rpunna A/HIN1, kauectBeHHOe onpeaeneHune PHK (Influenza
virus A/H1N1,quality,RNA).

00 2 K.A.

2120

Bupyc rpunna A/B, kauectseHHoe onpegeneHune PHK (Influenza
virus A/B, quality, RNA)

4o 2 p.4.

1920

Bupyc rpmunna A/H3N2 (rOHKOHICKWiA rpunn), KayecTseHHoe
onpegenenune PHK (Influenza virus A/H3N2, quality, RNA)

00 2 K.A.

1060

Bupycol rpunna A/HIN1, H3N2 (CBMHOWM rpunm, roHKOHICKUIA
rpvnn) kauectseHHoe onpegeneHmne PHK (Influenza virus A/HIN1,
H3N2 quality,RNA).

4o 2 K.A.

2135

OnddepeHumnanoHaa gmuarHoctmka OPBU

40 2 K.A.

5005

10.22. lemoneko3 (knew, AemMoaeKc)

NccnepoBaHue Ha Hannume Kneuwa aemogekc (Demodex
folliculorum, Demodex brevis)

460

10.23. luseHTepusa amebHas, amebuas

K - koadocbnumeHT no3mTnBHOCTH

AHTUTeNna Knacca IgG K aHTMreHam AmMseHTepuitHo amebbl (Anti-
Entamoeba histolytica IgG)

40 6 K.A.

910

10.24. iuzeHTepusa GakTepuanbHas, Wurennes, Warensbl

PMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

[0 4 Kk.Aa.

535

PMTA c Shigella flexneri 6 (Shigella flexneri 6, IHA)

no 4 k.a.

535

PMrA c Shigella sonnei (Shigella sonnei, IHA)

[0 4 Kk.Aa.

535

MoceB Ha NaTOreHHYo U YCA0BHO-NATOreHHY0 MUKpodaopy
KmwedHuKa (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora, Bacteria Identification)

40 5K.A.

1440

MoceB Ha NAaTOreHHY U YCI0BHO-NATOreHHY0 MUKpodopy
KULLIEYHMKA C onpeaeneHnem 4yBCTBUTEIbHOCTM K
aHTUMUKPOBHbIM NpenapaTam (Stool Culture, Pathogenic Intestinal
and Conditionally Pathogenic Microflora. Bacteria Identification
and Antibiotic Susceptibility Testing)

40 7 K.A.

1670

MoceB Ha NATOreHHYO U YCIOBHO-NATOrEHHY0 MUKPOdOPY
KMLIEYHMKa C onpeaeneHnem 4yBCTBUTEIbHOCTM K
aHTUMMKPOBHbBIM Npenapatam U 6akTeprodaram (Stool Culture
with Bacteria Identification and Antibiotic+Bacteriophage
Susceptibility Testing)

4o 7 K.4.

1770

10.25. Audprepus (andTepuinHaa nanoyka)

AHTUTena Knacca IgG K audrepuitHomy aHaToKcuHy (Anti-
Diphtheria Toxoid IgG)

005 p.4.

1010

Moces Ha andTtepuio (Corynebacterium diphtheriae Culture)

4o 5k.a.

990

10.26. MepcrHuUm (MepcrMHMUO3, NCEBOOTYOEpKynes)




K - koadpcbnumeHT no3mTnBHOCTH

Moces Kana Ha nepcuHmum (Yersinia enterocolitica, nepcuHmos,
onpeaeneHune YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM NpenapaTtam

013 p.Aa. 1330
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and A P-A
Antibiotic Susceptibility Testing)
PMTA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis
P ( P 4o 4 K.a. 570
IHA)
PMTA c Yersinia enterocolitica cepotnna 0:3 (Yersinia 04K 535
enterocolitica 0:3, IHA) A A
PMTA c Yersinia enterocolitica cepotmna 0:9 (Yersinia enterocolitica
4o 4 K.a. 535
0:9, IHA)
AHTUTena Knacca IgA K aHTureHam Yersinia Enterocolitica n Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia 00 6 K.4. 520
Pseudotuberculosis, IgA)
AHTUTena Knacca IgG K aHTureHam Yersinia Enterocolitica n Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia [0 6 K.A. 520
Pseudotuberculosis, IgG)
AHTUTena Knacca IgA K aHTureHam Yersinia enterocolitica (Anti-
. . 40 6 K.A. 590
Yersinia enterocolitica IgA)
AHTUTena Knacca IgG K aHTureHam Yersinia enterocolitica (Anti-
. . 40 6 K.A. 590
Yersinia enterocolitica 1gG)
AHTUTeNa Knacca IgM K aHTureHam Yersinia enterocolitica u
. . no 7 p.A. 1490
Yersinia pseudotuberculosis
10.27. Kamnuno6aktepuo3s, kamnunobaktep
Moces Kana Ha Kamnunobaktep (Campylobacter spp.
P Py . p‘ph) . [0 6 p.4. 1505
(Campylobacter spp., Stool Culture. Bacterial Identification)
10.28. Kanaupos, kaHampa
KM - koadhcpnLmeHT no3uTMBHOCTH
AHTUTena Knacca IgG Kk Candida albicans (Anti-Candida albicans IgG
: g ( 8 | no6p.a | 850
Mnecexb Candida albicans, 1gG (M5) (M5 Candida albicans, 1gG ) 0o 4 p.a. 660
Kangupa, onpenenerue IHK 8 BbinoTe (Candida albicans, DNA,
ANA3, ONbeA A ( 1K.A, 300
Exudate)*
Kanguaa, onpeaeneHve AHK B cockobe anuTennanbHbIX KNETOK
Koxu (Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 1k.4. 320
Kanampa, onpegenerHve OHK B moue (Candida albicans, DNA,
. 1k.4. 310
Urine)*
Kanguaa, onpegeneHne [HK B cockobe annTennanbHbIX KNETOK
camnsuctort npamont Kuwku (Candida albicans, DNA, Scrape of Rectal 1k.4 300
Epithelial Cells)*
Kanguaa, onpeaeneHve HK B cockobe anuTennanbHbIX KIETOK
poTtornoTtku (Candida albicans, DNA, Scrape of Faucial Epithelial 1k.4. 310
Cells)*
Kanampa, onpegeneHne OHK B catoHe (Candida albicans, DNA,
. 1k.4. 320
Saliva)*
KaHgupa, onpepeneHve AHK B cekpeTe npocTaTthbl, 9aKyAATe
Ang, peA; A p p y 1k 320

(Candida albicans, DNA, Prostatic Fluid, Semen)*




Kanguaa, onpegenerHne [HK B cockobe annTennanbHbIX KNETOK
yporeHutanbHoro TpakTa (Candida albicans, DNA, Scrape of
Urogenital Epithelial Cells)*

no4p.a.

310

KaHgmnaos, CKpMHUHT 1 TunmupoBsaHue (Candidiasis, Screening and
Typing)

005 p.a.

910

KaHgunaos, ckpuHuHr (Candidiasis, Screening )

405 p.a.

400

Kanauaos, TunuposaHue (Candidiasis, Typing)

£o 5 p.a.

790

MoceB Ha gporkkenogobHble rpnbsbl (pogos Candida,
Cryptococcus) c onpeaeneHnem 4yBCTBUTEIbHOCTU K
aHTMMMKOTMYECKMM npenapaTtam (Yeast Culture. Identification and
Antimycotic Susceptibility testing)

40 6 K.A.

960

MpnbKoBble UHDEKLMM - BbIABIEHUE M TUNMPOBaHUe Bo3byauTenei
MKnKo30B pogos Candida, Malassezia, Saccharomyces u
Debaryomyces

00 6 p.4.

2690

MoceB Ha apoxkenogobHble rpubsl (poaos Candida,
Cryptococcus) c onpezesieHnem YyBCTBUTEIbHOCTH K
pacWwmpeHHOMY CNEKTPY aHTUMMUKOTMYECKUX NpenapaTos (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

40 7 K.A.

1990

OnpegeneHne maHHaHoBoro aHTureHa Candida B kposwu (Platelia
Candida Ag)

00 6 p.4.

4390

OnpegeneHne aHTMMaHHaHOBbIX aHTUTeN Candida B Kposu (Platelia
Candida Ab)

00 6 p.4.

4390

10.29. KneweBou aHUedanuT, BUpyC KreweBoro aHuedanura

* Heo6Xxo0AUM 3aKa3 AOMNOSTHUTENbHbIX TECTOB

AHTUTena Knacca IgG K Bupycy Kneuesoro sHuedanmta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgG)

00 6 p.4.

630




AHTUTENa Knacca IgM K Bupycy Knewesoro sHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgM)

[0 6 p.4.

780

JNlabopaTtopHoe nccnegoBaHme Knewa aaa sbiasneHua PHK/OHK
BO3byauTenen MHbEKUMN, NepeaatoLmnxca MKCOA0BbIMUN KNeLLamu:
KNELWEBOM SHUEDANNT, BOPPE/INO3 (EOJIE3Hb JIAVMA),
AHAMNJIA3MO3, 9PJ/INXMNO3 (Detection of pathogen DNA/RNA in
ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferis. |,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensisé
(RNA/DNA), PCR)

4o 4 K.a.

3730

UccnepoBaHue Knewa Ha AHK Anaplasma phagocytophilu*

00 3 K.A4.

490

NlabopaTtopHoe uccnegoBaHue Knewa ana sbiasneHmsa PHK Bupyca
KneweBoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA)

00 4 Kk.Aa.

875

UccneposaHme Knelwa Ha JHK Borrelia miyamotoi metogom MLUP
(Study of Tick: Borrelia miyamotoi DNA, PCR)

00 3 K.A4.

490

NccnepoBaHue Knewwa: CKPMHUHT (nabopaTtopHoe uccnegoBaHme
Knewa ans sbiasneHuns PHK/OHK Bo3byautenein nHbekumi,
nepeaarowmxca Mkcogosbimu Knewamm: PHK Tick-borne
encephalitis Virus (TBEV), AHK Borrelia burgdorferi s. I.) (Study of
Tick: Screening)

no4p.a.

1630

NabopaTopHoe nccnegoBaHue Kneua ana sbissneHma PHK/OHK
BO3byauTenei MHGEKUUIA, NnepeaaBaeMblX MKCOA40BbIMM KNeLLaMu:
KneuleBoro sHuedanurta, 6oppennosa (6onesHu lanma),
aHanna3mo3a, 3p/IMXMo3a

no4p.a.

2690

UccneposaHue Kneuwa Ha Ehrlichia muris, Ehrlichia*

no 3 K.A.

490

NabopaTtopHoe nccnegosBaHme Knewa aaa sbiasneHua PHK/AHK
BO3byguTeneit MHGEKUN, Nnepeaatomxca MKCOL40BbIMM KNeLLamu:
KNELLEBOW SHLEEDANNUT, BOPPE/IMO3 (BOJIE3HB JTAVMA),
AHANNA3MO3, 3P/INXNO3, PUKKETCMNO3 (Detection of pathogen
DNA/RNA in ticks: Tick-borne encephalitis Virus (TBEV), Borrelia
burgdorferi s. |., Borrelia miamotoi, Anaplasma phagocytophillum,
Ehrlichia muris, Rickettsia heilongjiangensis, Rickettsia sibirica, PCR)

no 3 K.A.

3590

10.30. Knoctpuanos, nceBAOMeM6paHO3HbIN KONUT

Moces Ha KnocTpuamm (Clostridium difficile, nceeaomembpaHo3HbIN
konuT) (Clostridium difficile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

no7p.4.

1515

PasgenbHoe onpeaeneHne TokcmHa A 1 TokcuHa B Clostridium
difficile B Kane, aHTureHHsbli Tect (Toxin A and B Clostridium
difficile. One step rapid immunochromotographic assay)

4o 2 K.A.

1480

10.31. Kokniow

KN - koadpprLUMEHT NO3UTUBHOCTU

AHTUTena Knacca IgA k Bordetella pertussis (Anti-Bordetella
pertussis IgA )

005 p.4.

980

AHTUTena Knacca IgG K Bordetella pertussis (Anti-Bordetella
pertussis 1gG)

005 p.4.

950

AHTUTena Knacca IgM Kk Bordetella pertussis (Anti-Bordetella
pertussis IgM)

005 p.A4.

1080




MoceB oTaenAemMoro poTornoTku Ha bopaetennsl (Bordetella
pertussis/parapertussis, Kokntouw/napakokatow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

00 6 p.4.

1590

OnddepeHumposaHHoe BoiasneHue JHK Bordetella species:
Bordetella pertussis (Bo36yauTenb Kokntowa) u Bordetella
bronchiseptica (Bo36yauTenb 6poHxocenTuKosa) B cockobe
3NUTENNANbHBIX KNETOK CIM3UCTON POTOFIOTKM M/UAN HOCOFNOTKM
(Differentiated detection of DNA Bordetella spp.: Bordetella
pertussis (pertussis pathogen) and Bordetella bronchiseptica
(bronchosepticosis pathogen) in a scraping of the oropharynx and
or nasopharynx)

00 3 p.4.

510

OnpefeneHune aHTUTEN K BO3BYAUTE/IO KOK/OLWWA M NapaKoKoLwWwa

0o 6 p.4.

1490

10.32. KopoHaBupycHas nHdeKkuuns

AHTUTeNa K KopoHasupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM)

[0 5 p.4.

820

AHTUTENa K cnankosomy (S) 6enky SARS-CoV-2, IgG, KauecTBeHHoe
onpeagenenune. OueHka nmmyHuteta 0O u NMOC/IE BaKumMHaLnm
(anti-SARS-CoV-2 S (spike) protein antibody, 1gG, qualitative.
Assessment of immunity before and after vaccination)

4o 7 K.4.

1010

AHTuTena K SARS CoV-2 (S-6enky, Bkntoyas RBD), I1gG,
KOJINYECTBEHHbIN

£o 5 p.a.

1100

AHTUTENa, KonyecTBeHHbIe, K cnaiikosomy (S) 6enky (RBD) SARS-
CoV-2, 1gG (Anti-SARS-CoV-2, spike (S) protein (RBD), IgG,
guantitative).

1k.4.

1390

AHTUTENA, KOINYECTBEHHbIE, K cnaikosBomy (S) 6enky (RBD) SARS-
CoV-2, 1gG (c Bblgaueit cneumanbHoro bnaHKka pesynbraTta a4na
Bble3atowmx B M3pannb) Anti-SARS-CoV-2, spike (S) protein, IgG,
guantitative (special result form for those traveling to Israel).

1k.4.

1565

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (KauecTBeHHOe
onpegenenune) n IgG (konnyectseHHoe onpegeneHue) (Anti-SARS-
CoV-2, IgM/1gG)

bo 4 p.4.

2090

AHTUTENa K KopoHasupycy SARS-CoV-2, IgM (KauecTBeHHOe
onpeaenexHune) u IgG (KonmyectseHHoe onpegeneHune) (Anti-SARS-
CoV-2, 1IgM/1gG)

4o 5 p.a.

2090

KopoHasupyc SARS-CoV-2, onpepeneHne PHK B maske co
C/IM3UCTOM HOCONOTKK U poTornoTku (Coronavirus SARS-CoV-2
RNA detection in nasopharyngeal and oropharyngeal smear)

1280

KopoHasupyc SARS-CoV-2, onpegeneHune PHK, Kau., B ma3ke co
C/IN3NCTOMN HOCOFNOTKKN U/unm potornoTtku (Coronavirus SARS-CoV-
2 RNA detection, qualitative, in nasopharyngeal and/or
oropharyngeal smear)

1840




JKcnpecc-TecT ANA BbiABAEHUA aHTMreHa BUpyca rpmnna tunos A/B
M aHTUreHa KopoHasupyca SARS-CoV-2 metogom
MMMYHOXpOMaTorpaduyeckoro aHaan3a B MasKe U3 poTo- Uau

HOCOTNOTKK, KauyecTBeHHbIN (Influenza A/B, SARS-CoV-2 antigen 1A, 890
express test, nasopharyngeal or oropharyngeal smear, qualitative)
AHTUreH Bupyca SARS-COV-2 (COVID-19) (SARS-CoV-2 antigen) 1k.4. 296
AHTureH Bupyca rpmnna tuna A (Influenza A antigen) 1k.4. 296
AHTUreH Bupyca rpunna tuna B (Influenza B antigen) 1k.4. 296
10.33. Kopb
AHTUTena Knacca IgG K Bupycy kopu (Anti-Measles 1gG) 0o 4 p.a. 800
10.34. KpacHyxa
AHTUTEeNa Knacca IgG K Bupycy kKpacHyxu (Anti-Rubella 1gG) 1k.4. 480
AHTUTeNa Knacca IgM Kk Bupycy KpacHyxu (Anti-Rubella IgM) 1k.4. 660
AHTUTEeNa Knacca IgG K aHTUreHam BUpPYCa KPaCHyXu, BbiABAAEMbIE
MeToA0M UMMYyHOB10TTUHTa (Anti-Rubella 1gG, Immunoblot ) 0o 7 p.a. 6 015
AsugHocTb Anti-Rubella 1gG 0o 6 p.a. 1280
OnpepeneHune PHK (Rubella virus, RNA) B cbiBOpOTKE KpPOBMU 1k.4. 770
10.35. Kpuntocnopuanos, BogsH1UCTasa auapes (Kpyntocnopuavm napBym)
Kpuntocnopugum napsym (Cryptosporidium parvum), anapeiHoiii
CMHAPOM, aHTUreHHbIN TecT (Cryptosporidium parvum. One Step [0 2 K.A. 1040
Rapid Immunochromotographic Assay)
10.36. JlakTo6akTepun, nakro6auunnbl
JNlakTobakTepuun, onpegenenme AHK B cockobe anutenmanbHbIX
KNEeTOK yporeHuTanbHoro TpakTa (Lactobacillus spp., DNA, Scrape of| a0 5 p.A. 410
Urogenital Epithelial Cells)*
10.37. Jlucrepmos, nucrepuun
QE:eS::;;)*npep,eneHme [OHK B moue (Listeria monocytogenes, 106 p.a 430
Nuctepun, onpegenenune HK B cockobe anuTenmanbHbix KNeTOK
cAunsnctoit Hoca (Listeria monocytogenes, DNA, Scrape of Nasal 0o 6 p.a. 260
Epithelial Cells)*
Nuctepuun, onpeagenenune AHK B nnasme Kposwu (Listeria 106 p.a. 430
monocytogenes, DNA, Plasma)*
Nuctepun, onpegenenune AHK B cockobe anuTennanbHbIX KNeTOK
poTtornoTku (Listeria monocytogenes, DNA, Scrape of Faucial 00 6 p.4. 360
Epithelial Cells)*
Jluctepumn, onpegeneHune LI,H‘K B cm‘Hosmaanom »uaKkocTu (Listeria 106 p.a 510
monocytogenes, DNA, Synovial Fluid)*
Nuctepun, onpeaenenune HK B CMTMHHOMO3rOBOM }KNAKOCTH
. . . . 00 6 p.4. 440
(Listeria monocytogenes, DNA, Cerebrospinal Fluid)*
Moces Ha nnctepun (Listeria monocytogenes) c onpegeneHnem
YYBCTBUTE/IbHOCTM K aHTUMMUKPOBOHbIM NpenapaTtam (Listeria
monocytogenes Culture. Bacteria ldentification and Antibiotic AO 3 KA. 805
Susceptibility testing)
10.38. llam6numos, namonuu
K - koadppMUNEHT NO3UTUBHOCTHN
AHTUTena Knaccos IgM, IgG, IgA K aHTUreHam nambanin, cymmapHo 105 KA. 240

(Anti-Giardia lamblia IgM, 1gG, IgA, Total)




Nambnuum (Giardia liamblia), guapeliHbll cMHAPOM, aHTUIEeHHbIN
TecT (Giardia liamblia. One Step Rapid Immunochromotographic
Assay)

40 2 K.A.

1060

10.39. MEHUHIUT, MEHUHIOKOKK

MoceB Ha MEHMHIOKOKKM, onpeefieHne YyBCTBUTEIbHOCTU K
aHTUMUKPOBHbIM NpenapaTam (Neisseria meningitidis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

4o 5k.a.

900

HenpounHdekuum. Boissnenne AHK n anddeperuymayma N.
meningitidis, H. influenzae, S. Pneumoniae

no4p.a.

2390

10.40. Muko3bl (napa3utapHbie rpubbl — AepmaToduTbI)

MuKpocKkonnyeckoe uccneoBaHue Ha NaToreHHble rpubbl
(Microscopic examination for pathogenic fungi)

4o 3 p.4.

995

MuKpocKonuyeckoe uccnefoBaHne U NOCEB Ha MNaTOreHHbIe rpubbl
(Microscopic examination and Culture for pathogenic fungi)

0o 24 p.a.

1895

MNMoceB Ha NnaToreHHble rpmbbl

0o 24 p.a.

1895

OepmaTtoduTsl (Trichophyton, Epidermophyton, Microsporum),
onpeaeneHune JHK B 06pasuax Koxu, BOAOC, HOTTeM

no 7 p.Aa.

1160

10.41. Mukonna3smeHHas MHEKLUA, MUKOMNasMo3

K - koadocbnumeHT no3mTnBHOCTH

Mukonnasma (Mycoplasma hominis), onpegenenue AHK B moue
(Mycoplasma hominis, DNA, Urine)*

310

Mwukonnasma (Mycoplasma hominis), onpeagenenune AHK B cekpete
npocrarthbl, 3akynate (Mycoplasma hominis, DNA, Prostatic Fluid,
Semen)*

1k.4.

310

Mwukonnasma (Mycoplasma hominis), onpeaeneHue OHK B cockobe
aNUTENUAbHBIX KNETOK YporeHuTanbHoro TpakTa (Mycoplasma
hominis, DNA, Scrape of Urogenital Epithelial Cells)*

bo 4 p.4.

310

Mwukonnasma (Mycoplasma genitalium), onpeaenexHve AHK B moue
(Mycoplasma genitalium, DNA, Urine)*

1k.4.

310

Mukonnasma (Mycoplasma genitalium), onpeaenenve JHK B
cekpeTe npocTaTbl, aakyasaTe (Mycoplasma genitalium, DNA,
Prostatic Fluid, Semen)*

310

Mukonnasma (Mycoplasma genitalium), onpegeneHne JHK B
cockobe anuTennanbHbIX KNETOK YPOreHMTaIbHOro TPaKTa
(Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial
Cells)*

no4p.a.

310

Mwukonnasma (Mycoplasma pneumoniae), onpegenenue AHK B
mokpoTe (Mycoplasma pneumoniae, DNA, Sputum)*

00 3 p.4.

630

Mwukonnasma (Mycoplasma pneumoniae), onpeaenenune HK B
nnasme Kposu (Mycoplasma pneumoniae, DNA, Plasma)*

4o 3 p.4.

420

Mwukonnasma (Mycoplasma pneumoniae), onpeaenenune AHK B
cockobe anuTennanbHbIX KNeTok potornoTkn (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

00 3 p.4.

420

Mukonnasma (Mycoplasma pneumoniae), onpeagenenue AHK B
cnoHe (Mycoplasma pneumoniae, DNA, Saliva)*

£o 4 p.4.

420

AHTUTena Knaccos IgM n IgG Kk Mycoplasma hominis (Anti-
Mycoplasma hominis IgM, 1gG)

005 p.A4.

1070




AHTUTena Knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM)

[o 5 p.a.

490

AHTUTena Knacca IgG K Mycoplasma hominis (Anti-Mycoplasma
hominis IgG)

[o 5 p.a.

570

AHTUTena Knacca IgA K Mycoplasma hominis (Anti-Mycoplasma
hominis IgA)

[0 6 p.4.

750

AHTUTEeNa Knaccos IgM un 1gG Kk Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM, 1gG)

[o 5 p.a.

1250

AHTUTena Knacca IgM k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM)

[o 5 p.a.

610

AHTUTena Knacca IgG kK Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgG)

£o 5 p.a.

590

AHTUTena Knacca IgA Kk Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgA)

£o 5 p.a.

690

10.42. MMkpo61oLIeHO3 YPOreHUTanbLHOro TpakTa

NlakTobaKkTepun, onpegeneHune JHK B cockobe anutennanbHbIX
KNEeTOK yporeHutanbHoro TpakTa (Lactobacillus spp., DNA, Scrape of
Urogenital Epithelial Cells)*

£o 5 p.a.

410

BakTepouapl, onpegeneHme AHK B cockobe anutenmanbHbIX
KNEeTOK yporeHnTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of
Urogenital Epithelial Cells)*

[0 5 p.4.

580

MobunyHkyc, onpeaenenne HK B cockobe anutennanbHbix
KNEeTOK yporeHutanbHoro Tpakrta (Mobiluncus curtisii, DNA, Scrape
of Urogenital Epithelial Cells)

no4p.a.

330

CKPUHUHT MUKPODIOPbI yPOreHUTanbHOro TpakTa. Pemodnop
CKkpuH. (UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR
Panel Femoflor Screen))

00 6 p.4.

2240

BbissneHne Bo3byautenein UMMM (7 + KBM), cockob
aNuTeNMaNbHbIX KNETOK yporeHuTanbHoro TpakTa (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Scrape of
Urogenital Epithelial Cells)*

4o 5 p.a.

1555

WccneposaHue 6moLeHo3a yporeHuTanbHoro Tpakta. demodnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))

00 6 p.4.

1880

UccnepoBaHue 6UoLLeHO3a yporeHUTanbHOro Tpakta. Pemodiop
16. (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor
16))

00 6 p.4.

3080

MHBNOD/IOP - KomnneKkcHoe uccneaoBaHme MUKpPodaopbl
yporeHutanbHoro TpakTa (INBIOFLOR — Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

4o 5 p.a.

3460

BbiaBneHue Bo3byautenei UMMM (4 + KBM): onpeaenenune AHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, AIHK yenoseka (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia
trachomatis DNA, Neisseria gonorrhoeae DNA, Trichomonas
vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

b0 5p.4.

1070

BakTepuanbHbIi BarmHo3 (Bacterial Vaginosis, BV)

005 p.A4.

1750




MHBUOD/IOP - ycnoBHO-NAaTOreHHble MMKOMIa3Mbl Ye10BEKa
(yporeHutanbHbili ckpuHuHr) (INBIOFLOR - Mycoplasma,
Urogenital Screening)

005 p.a.

535

YcnoBHO-NaToreHHble MMKOMNIa3Mbl, MOHUTOPUHT 3QPEKTUBHOCTH
neyeHun (Ureaplasma urealyticum) (Ureaplasma urealyticum,
Effectiveness Monitoring of Treatments)

[o 5 p.a.

400

YcnoBHO-NaToreHHble MMKOMNIa3Mbl, MOHUTOPUHT 3QPEKTUBHOCTH
neyeHun (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness
Monitoring of Treatments)

[o 5 p.a.

400

YCcN0OBHO-NaTOreHHble MUKOM/IA3Mbl, MOHUTOPUHT 3P PEeKTUBHOCTH
neyeHus (Mycoplasma hominis) (Mycoplasma hominis,
Effectiveness Monitoring of Treatments)

[0 5 p.4.

400

AHapodnop, nccnegoBaHne MUKPopaopbl YPOreHUTaIbHOro
TPaKTa MY}KUYMH B COCKODE anuUTeIManbHbIX KNETOK
yporeHutanbHoro Tpakta (Androflor®REAL-TIME PCR Detection Kit,
the study of men’s urogenital tract microbiocenosis in the epithelial
scrapes from the balanus, urethra)

00 6 p.4.

3200

AHapodnop CKpuH, uccnenoBaHne MUKPodaopbl YPOreHUTanbHOro
TPaKTa MYy*KYMH B COCKOBE aNUTENNANbHBIX K/IETOK
yporeHutanbHoro TpakTta (Androflor® Screen REAL-TIME PCR
Detection Kit, the study of men’s urogenital tract microbiocenosis
in the epithelial scrapes from the balanus, urethra)

0o 6 p.4.

2380

AHgpodnop, uccnegoBaHme MUKpPodIopbl YPOreHUTaIbHOro
TPaKTa MYXXUYMH B 3AKyATE

[0 6 p.4.

3190

AHapodnop, nccnenoBaHne MUKPopa0pbl YPOreHUTaIbHOTro
TPaKTa MY)KYMH B CEKPETE NPeaCcTaTe/IbHOM »Keesbl

00 6 p.4.

3140

AHapodnop CKpUH, ccnefoBaHne MUKPOGIOPbI YPOreHUTaIbHOTo
TPaKTa MY)KYMH B 3AKYNATE

00 6 p.4.

2560

AHapodnop CKpWH, uccnesoBaHne MUKPOGAOPbI YPOTreHUTaAbHOrO
TPaKTa MY}KUYMH B CEKpeTe NpeacTaTeNbHOW Kenesbl

00 6 p.4.

2130

HeuHBasusHaa gmarHoctuka UMMM no moye

4o 2 p.4.

1955

MHBNO®JTOP-3KCMNEPT. PacwmnpeHHoe nccnegoBaHme
MUKPOdNOPbI yPOreHUTaIbHOro TpaKTa.

005 p.A4.

2195

NHBnodnop CKpuH. CKPUHUHIOBOE MCCeA0BaHNE MUKPO(IOPSI
ypOoreHuUTanbHOro TpakTa

b0 5p.4.

1870

NHBrnodpnop Makcu

005 p.4.

4320

Buodnop

4o 5 p.4.

1435

CKPUMHUHT MUKPOdIOPbI YpOoreHUTanbHoro Tpakta. Pemodnop
CKpuH. (UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR
Panel Femoflor Screen))

4o 5 p.a.

1217

10.43. MobunyHkyc

MobunyHkyc, onpeaeneHme HK B cockobe anuTenmnanbHbix
KNeToK yporeHutanbHoro TpakTta (Mobiluncus curtisii, DNA, Scrape
of Urogenital Epithelial Cells)

no4p.a.

330




10.44. OnucTopxo3 (KowaybsA ABYYCTKa)

KN - koadppMUMEHT NO3UTUBHOCTU

AHTUTeNna Knacca IgG K aHTMreHam onuctopxuca (Anti-Opisthorchis
felineus IgQG)

[0 5 K.Aa.

1060

10.45. OcTpble KuweyHble MH(eKunmn

JHTepoBupychl, onpegeneHune PHK B kane (Enterovirus, RNA, Fecal)

405 p.a.

630

HOPOBWPYC (Norwalk virus) - anapeiHbii CMHAPOM, BbiABNEHUE
Hoposupyca reHorpynn | 1 Il B Kane, UmmyHoxpomatorpadus
(Norwalk virus Gl , GllI, One step rapid immunochromotographic
assay, antigen, stool)

00 2 K.A.

1675

Enterovirus (kau.), PHK

[0 5 p.4.

890

10.46. NapsoBupyc B19

Mapsosupyc B19, onpegenerune AHK

4o 3 p.4.

920

Mapsosupyc B19, onpegenenme JHK

4o 3 p.4.

530

Mapsosupyc B19, onpegenerune AHK

40 3 p.4.

910

AHTUTeNa K napsosupycy B19,IgG

00 9 K.A4.

950

AHTUTENa K napsosupycy B19,IgM

4o 9 K.A.

1010

10.47. NapoTUT annaeMUYecKumn

K - koadhchnumeHT no3uTMBHOCTH

AHTUTena Knacca IgG K Bupycy anuaemuyeckoro napotuta (Anti-
Mumps IgG)

no4p.a.

900

AHTUTeNa Knacca IgM K BMpycy anuaemmnyeckoro napotuTa (Anti-
Mumps IgM)

[0 6 p.4.

900

10.48. MNpoTo3oMHbIe MH(eKuUn

CKpMHUHIOBOE UCC/e0BaHME Ha BbiaBeHMe BO3byauTenei
KMLIEYHbIX Napa3nTo30B (1ambanosa, ameburasa, 61acTOUMCTHOM
MHBA3MW, KpMNTOCNOpPUAMO3a, M3ocnoposa) metogom MLUP, Tect-
cuctema MpoTo-ckpuH (Screening of intestinal parasitoses. PROTO-
screen assay)

005 p.4.

2680

10.49. PecnupatopHo-cMHUUTUaNbHasi MH(EKUUA (pecnmpaTopHo-

AHTUTeNa Knacca IgG K pecnMpaTopHO-CUHUUTMANbHOMY BUPYCY
(Anti-Respiratory Syncytial Virus (RSV) IgG)

00 6 p.4.

970

AHTUTeNa Knacca IgM K pecnnpaTopHO-CUHLUTUANBHOMY BUPYCY
(Anti-Respiratory Syncytial Virus (RSV) IgM)

00 6 p.4.

1030

OnpegeneHune Bo3byguTenen oCTpbIX PECNMPATOPHbIX BUPYCHbBIX
nHobeKunit yenoseka (OPBU): PHK pecnmpaTopHO-CMHUNTUANBHOTO
Bupyca (human Respiratory Syncytial virus, hRSv),
meTanHeBmoBupyca (human Metapneumovirus, hMpv), Bupycos
naparpunna 1, 2, 3 n 4-ro tunos (human Parainfluenza virus 1-4,
hPiv), kopoHasupycos (human Coronavirus, hCov), puHoBuMpycoB
(human Rhinovirus, hRv), HK ageHoBupycos rpynn B, Cun E
(human Adenovirus B, C, E, hAdv) u 6okaBupyca (human Bocavirus,
hBov) B cockobe anuTeiManbHbIX KNETOK POTOMIOTKU U HOCOT/IOTKM

2900

10.50. PukkeTcunos, Tud CbiNnHOW (PUKKETCUM)

PMTA ¢ cbinHOTUHO3HbIM ANAFHOCTUKYMOM PUKKeTCcMi MpoBayeka
(Rickettsia prowazekii, IHA)

00 6 p.4.

540

10.51. PoTtaBupycHas nHdekuus (potaBupyc)




Potasupyc (Rotavirus), anapeiHblit CUHAPOM, aHTUTEHHbIN TecT

(Rotavirus Direct Detection by Latex Agglutination) AO 2 KA. 820
10.52. CanbmoHennbl (T GproliHon, napaTud, canbmoHennes)
AHTuTena K Salmonella typhi, PMIA (Salmonella typhi Antibodies, n04 K, 630
IHA)
PMTA c Salmonella gr.A (Salmonella gr.A, IHA) 0o 4 k.. 510
PMrA c Salmonella gr.B (Salmonella gr.B, IHA) 0o 4 k.4, 510
PMTA c Salmonella gr.C (Salmonella gr.C, IHA) 0o 4 k.. 510
PMTA c Salmonella gr.D (Salmonella gr.D, IHA) 0o 4 k.4, 510
AHTuTena K Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA) n04 K, 510
PMTA c Salmonella O-komnnekc (Salmonella O-antigens, IHA) no 4 k.a. 510
MoceB Ha naToreHHyto KuieyHyto paopy (Stool Culture (Salmonella
. . e 40 7 K.A. 850
spp., Shigella spp.). Bacteria Identification)
MoceB Ha NaTOreHHylo KuweyHyto Gaopy, onpegeneHme
YYBCTBUTENBHOCTU K aHTUMUKPOBHbIM NpenapaTtam (Stool Culture
. . I 4o 8 K.A. 1340
(Salmonella spp., Shigella spp.). Bacteria Identification and
Antibiotic Susceptibility Testing)
MoceB Ha NaTOreHHylo KuweyHyto Gaopy, onpegeneHme
YYBCTBUTE/IbHOCTU K aHTUMUKPOBHbIM Npenapartam u
6akTepmodaram (Stool Culture, Salmonella spp., Shigella spp. no 8 K.4. 1640
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)
10.53. Cudomnuc
Cudunnuc RPR — aHTMKapguonunuHosblit TecT (Syphilis RPR (Rapid 1ka, 310
Plasma Reagins), Anticardiolipin Test)
AHTUTena Knaccos IgM u IgG Kk Treponema pallidum, cymmapHo 1k, 480
(Anti-Treponema pallidum IgM, IgG, Total)
AHT}/lTena Knacca IgM K Treponema pallidum (Anti-Treponema 106 pa. 1000
pallidum IgM )
AHTUTEeNa Knacca IgM K Treponema pallidum, Bbissnsemble
METOA0M UMMYHOBO0TTUHTA (Anti-Treponema pallidum IgM, 0o 7 p.a. 2 350
Immunoblot )
AHTUTENa Knacca 1gG K Treponema pallidum, BbisiBnsemble
MeTOA0M UMMYHOBOTTUHTA (Anti-Treponema pallidum IgG, 0o 7 p.a. 2 350
Immunoblot )
bnegHan TpenoHema, onpegenerHne [HK B cockobe
3NUTENNANbHBIX KNETOK KOHBIOHKTMBLI (Treponema pallidum, DNA, 1k.4. 285
Scrape of Conjunctiva Epithelial Cells )*
BnegHan TpenoHema, onpegeneHne AHK B cockobe
3NUTENNANbHBIX KNEeTOK KoK (Treponema pallidum, DNA, Scrape 1k.A4. 370
of Skin Epithelial Cells)*
bneaHas TpenoHema, onpegeneHume AHK B moue (Treponema
. . 1k.A4. 310
pallidum, DNA, Urine)*
bnepgHaa TpenoHema, onpeaenenne JHK B otgenaemom 1k 300
(Treponema pallidum, DNA, Secretion)*
BbnegHan TpenoHema, onpegeneHne HK B cockobe
anNMTeNUaNbHbIX KNETOK poTorioTku (Treponema pallidum, DNA, 1k.4. 310

Scrape of Faucial Epithelial Cells)*




bnegHasa TpenoHema, onpegeneHue JHK B cbiBOPOTKE KPOBMU
(Treponema pallidum, DNA, Serum)*

1k.4.

450

BneaHana TpenoHema, onpeaenerune JHK B cnMHHOMO3roBom
®uakoctu (Treponema pallidum, DNA, Cerebrospinal Fluid)*

285

bnepHaa TpenoHema, onpeaeneHne JHK B cekpete npocTtaThl,
aakynaTe (Treponema pallidum, DNA, Prostatic Fluid, Semen)*

1k.4.

310

BneaHana TpenoHema, onpeaeneHune HK B cockobe
3MUTENNAJbHBIX KNETOK YporeHUTanbHoro TpakTa (Treponema
pallidum, DNA, Scrape of Urogenital Epithelial Cells)*

no4p.a.

310

10.54. CracounokokkoBas uHtekLms (cTadnIoKOKK 3051I0TUCTbIN)

MoceB Ha 30/10TUCTbIN CTadUNOKOKK (METULLUINIUH-PE3UCTEHTHbIN
30N10TUCTbIN cTadunoKokK, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus
aureus — MRSA) Culture. Bacteria Identification)

40 5K.A.

770

MoceB Ha 30/10TUCTbIN CTAaPUNOKOKK (METULLUNINH-PE3NUCTEHTHBIN
30/10TUCTbIN cTadunoKokK, MP3C) (Staphylococcus aureus),
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM Npenapatam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus
aureus — MRSA) Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

40 6 K.A.

1260

MoceB Ha 30/10TUCTbIN CTAaPUNOKOKK (METULLUNINH-PE3NUCTEHTHBIN
30/10TUCTbIN cTadunoKokK, MP3C) (Staphylococcus aureus),
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM Npenapatam
n 6aktepuodaram (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

00 6 K.A4.

1145

MoceB Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria ldentification)

40 4 K.A.

930

MoceB Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus),
onpeaesnieHne YyBCTBUTENbHOCTU K aHTUMMKPOBHbIM npenapaTtam
(Staphylococcus aureus Culture. Bacteria ldentification and
Antibiotic Susceptibility Testing)

4o 5k.4.

1050

MoceB Ha 30710TUCTbIN cTadUNOKOKK (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENbHOCTU K PACLUIMPEHHOMY CMEKTpY
aHTUMMKpPOBHBIX Npenapatos (Staphylococcus aureus Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

no7p.4.

1990




Moces Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus,
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM Npenapatam
n 6aktepuodaram (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

[0 5 K.A4.

1145

10.55. Cton6GHsaK

AHTUTeNa Knacca IgG K cTonbHAYHOMY aHAaTOKCMHY (Anti-Tetanus
toxoid IgG)

005 p.a.

1060

10.56. CTpenTokokkoBasi MH(eKUus (cTpenTokokku rpynn A u B)

CTpenToKOKK, onpeaeneHne AHK B mokpoTe (Streptococcus spp.,
DNA, Sputum)*

no4p.a.

850

CTpenToKOoKK, onpegeneHne AHK B nnasme Kposwu (Streptococcus
spp., DNA, Plasma)*

no4p.a.

690

CTpenToKOoKK, onpegeneHune AHK B cockobe anuTennanbHbix
KNEeTOK poTornoTku (Streptococcus spp., DNA, Scrape of Faucial
Epithelial Cells)*

no4p.a.

670

CTpenToKOKK, onpeaeneHne AHK B catoHe (Streptococcus spp.,
DNA, Saliva)*

no4p.a.

670

MoceB Ha 6eTa-reMoIMTUYECKMIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

4o 5k.4.

750

MoceB Ha 6eTa-reMoINTUYECKUIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpeaeneHue
YyBCTBUTENIbHOCTU K aHTUMUKPOBHbIM NpenapaTtam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

40 6 K.A.

1080

MNMoceB Ha 6eTa-reMoNNTUYECKUIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria Identification)

4o 5k.4.

900

MoceB Ha 6eTa-reMoIMTUYECKUIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpeaeneHnue
YyBCTBUTENIbHOCTU K aHTUMUKPOBHbIM NpenapaTtam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

40 6 K.A.

1140

MHeBMOKOKK, onpegeneHume AHK B nnasme Kposu (Streptococcus
pneumoniae, DNA)

4o 3 p.4.

480

MHeBMOKOKK, onpeaeneHme OHK B catoHe (Streptococcus
pneumoniae, DNA)

4o 3 p.4.

570

MHeBMOKOKK, onpegenerHne HK B cockobe anntennanbHbIx
KNEeTOK pOTOrnoTKM (Streptococcus pneumoniae)

4o 3 p.4.

480

MHeBMOKOKK, onpegeneHune AHK B mokpoTe (Streptococcus
pneumoniae, DNA)

4o 3 p.4.

480

CTpenToKOKK rpynnbl B, onpeaenenune AHK (Streptococcus
agalactiae DNA) B cockobe anuTennanbHbIX KNETOK KOXMU

00 3 p.4.

630

CTpenToKOKK rpynnbl B, onpeaenenune AHK (Streptococcus
agalactiae DNA) B moye

00 3 p.4.

630




CTpenToKOKK rpynnbl B, onpeaenenune AHK (Streptococcus

. 03p.o. 630
agalactiae DNA) B cockobe anuTennanbHbIX KNETOK POTOMOTKM Ao =p-A

CTpenToKOKK rpynnbl B, onpeaenenune AHK (Streptococcus
agalactiae DNA) B cockobe anuTennanbHbIX KNEeTOK 005 p.a. 630
YPOreHUTaNbHOIO TPAKTa

CTpenToKOKK rpynnbl B, onpeagenenune AHK (Streptococcus
agalactiae DNA) B cockobe anuTenmanbHbIX KNETOK CIM3UCTOM 0o 3 p.A. 680
NPAMOM KULLKK

10.57. CTtpoHrunonaos

AHTUTENa Knacca IgG K aHTMreHam cTpoHrnaonaosa (Anti-

6 K.A. 1170
Strongyloides stercoralis 1gG) AO D KA

10.58. T-numdoTpONHbLIN BUPYC

AHTUTena Knacca IgG K T-mmmdoTponHOMY BMpPYCYy YenoBeka Tuna 1

07ka | 920
1 2 Tnos (Anti-HTLV-1, 2 IgG ) AOTR-A

10.59. Tokcokapo3 (Tokcokapa)

K - koadhchnumeHT no3uTMBHOCTH

|AHTI/ITEI'Ia Knacca IgG K aHTMreHam Tokcokap (Anti-Toxocara IgG) 0o 5K.4. 600

10.60. Tokconna3mMo3s (Tokconnasma)

AHTUTena Knacca IgG Kk Toxoplasma gondii (Anti-Toxoplasma gondii

1k.4. 460
I8G) A
A ena Knacca IgM K Toxoplasma gondii (Anti-Toxoplasma gondii
HTUTENa KN gM Kk Toxop gondii (Anti-Toxop gondii 1ka 610
IgM)
AsungHocTb Anti-Toxopl gondii IgG 1k.4. 1370

ToKkconnasma, onpegeneHne AHK B BbinoTte (Toxoplasma gondii,

5p.4. 285
DNA, Exudate)* A0S P-A

Tokconnasma, onpegenerHve AHK B cbiBopoTKe Kpoeu (Toxoplasma

5p.4. 520
gondii, DNA, Serum)* 40 5 p.A4

Tokconnasma, onpegeneHve AHK B CTMHHOMO3roBOW KUAKOCTH

5p.4. 310
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)* AO>P-A

10.61. TpuxuHennes (TpuxuHenna)

K - koadocbnumeHT no3mTnBHOCTH

AHTUTEeNa Knacca IgG K aHTureHam TpuxuHenn (Anti-Trichinella 1gG
& P ( gG) 4o 5k.a. 620

10.62. TpuxoMoHMa3 (TpMxoMoHaga)

K - koadocbnumeHT no3mTnBHOCTH

AHTUTena Knacca IgG K Trichomonas vaginalis (Anti-Trichomonas

6 p.4. 800
vaginalis 1gG) AOBP-A

TpuxomoHaga, onpeaeneHme HK B moue (Trichomonas vaginalis,

1K.4. 310
DNA, Urine)* KA

TpuxomoHaga, onpeaeneHune [HK B cekpeTe NpocTaThbl, 3aKyAaTe

1k.4. 320
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* A

TpuxomoHaga, onpeaenerne JHK B cockobe anutennanbHbIx
KNEeTOK yporeHuTanbHoro Tpakta (Trichomonas vaginalis, DNA, no4p.a. 310
Scrape of Urogenital Epithelial Cells)*

10.63. TyGepkyne3 (MMkobakTepumn Ty6epkyrnesa)

K - koadpprLUMEHT NO3UTUBHOCTHN

AHTUTena Knaccos IgM, IgA, 1gG kK Mycobacterium tuberculosis,
cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) 00 6 K.4. 1730




Mwukobaktepun Tybepkynesa, onpegeneHme [JHK B BoinoTe
(Mycobacterium tuberculosis, DNA, Exudate)*

1k.4.

350

Mukobaktepun TybepKkynesa, onpeaeneHme JHK B moKkpoTe
(Mycobacterium tuberculosis, DNA, Sputum)*

1k.4.

590

MukobaKkTepumn Ty6epkynesa, onpegeneHme HK B
MeHCTpyanbHol Kposu (Mycobacterium tuberculosis, DNA,
Menstrual Blood)*

360

MuKobakTepumn Tybepkynesa, onpeaeneHne JHK B moye
(Mycobacterium tuberculosis, DNA, Urine)*

1k.4.

450

Mukobaktepun TybepKkynesa, onpeaenenume JHK B cbiBOpoTKE
Kposu (Mycobacterium tuberculosis, DNA, Serum)*

00 2 K.A.

530

MuKobakTepumn Tybepkynesa, onpeaeneHne HK B cMHOBUaNbHOM
®uakoctn (Mycobacterium tuberculosis, DNA, Synovial Fluid)*

540

MukobaKkTepun TybepKynesa, onpeaenexHve OHK B
CNMHHOMO3roBoM Xuakoctn (Mycobacterium tuberculosis, DNA,
Cerebrospinal Fluid)*

300

MuKkobakTepumn Tybepkynesa, onpeaeneHune AIHK B cekperte
npocrathbl, aaKynate (Mycobacterium tuberculosis, DNA, Prostatic
Fluid, Semen)*

360

Bpyuenna-lgM (Brucella, IgM)

40 9 K.A.

935

Bpyuenna-1gG (Brucella, IgG)

00 9 K.A4.

590

Bpyuenna-IgA (Brucella, I1gA)

40 9 K.A.

690

10.64. Ypeanna3mo3s (ypeanna3smbl)

K - koadhcpnumeHT no3uTMBHOCTH

AHTUTena Knacca IgG K Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgG)

00 6 p.4.

730

AHTUTena Knacca IgA K Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

00 6 p.4.

720

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960),
onpegenenune AHK B moue (Ureaplasma urealyticum (T-960), DNA,
Urine)*

300

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960),
onpegenenune OHK B cekpeTe npocTathl, 3akynate (Ureaplasma
urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

1k.4.

300

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960),
onpegenenune JHK B cockobe anuTenmanbHbIX KNeTOK
yporeHuTanbHoro TpakTta (Ureaplasma urealyticum (T-960), DNA,
Scrape of Urogenital Epithelial Cells)*

bo 4 p.4.

290

Ypeannasma (Ureaplasma parvum), onpegenexve AHK B moue
(Ureaplasma parvum, DNA, Urine)*

1k.4.

310

Ypeanna3sma (Ureaplasma parvum), onpegenexuve OHK B cekpete
npocTaThbl, 3aKkynsaTe (Ureaplasma parvum, DNA, Prostatic Fluid,
Semen)*

1kK.A4.

310

Ypeannasma (Ureaplasma parvum), onpeaenenue IHK B cockobe
3NUTENNANbHBIX KNETOK YporeHuTanbHoro TpakTa (Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

no4p.a.

290




Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),

onpeaenenne AHK B moue (Ureaplasma urealyticum + Ureaplasma 1k.4. 310
parvum, DNA, Urine)*
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenenune JHK B cekpeTte npoctathbl, 3akynate (Ureaplasma 1k 310
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* A
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenenune JHK B cockobe anuTenmanbHbIX KNETOK
) no4p.a. 320
yporeHutanbHoro TpakTta (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*
10.65. Xenuko6akTepHas nHdeKkuus (xennkodakrep)
K - koadocbnumeHT no3mTnBHOCTH
A 1gG K Helicobact lori (Anti-Helicobact lori
HTUTena Knacca lgG K Helicobacter pylori (Anti-Helicobacter pylori 102 KA, 570
1gG)
A IgM Kk Helicobact lori (Anti-Helicobact lori
HTUTena Knacca IgM K Helicobacter pylori (Anti-Helicobacter pylori 105 p.a, 860
IgM)
AHTUTeNna Knacca IgA K Helicobact lori (Anti-Helicobact lori
gA K Helicobacter pylori (Anti-Helicobacter pylori 105 p.a, 290
IgA)
AHTUTena Knacca IgG K Helicobacter pylori, BbisiBnsiembie meTogom
uMmyHobnoTTUHra (Anti-Helicobacter pylori IgG, Immunoblot) 0o 7 p.a. 3285
AHTuTena Knacca IgA k Helicobacter pylori, BbisBnsaembie meTogom
nMmmyHobnoTTMHra (Anti-Helicobacter pylori IgA, Immunoblot) 0o 7 p.a. 3285
1303HEL C-ypeasHbiit gbixaTenbHbit TecT (*C-YAT, 13C-Urea
vp A ( . A . 00 6 p.a. 3190
Breath test, UBT). BoinBneHue nHdekumnu Helicobacter pylori
Xenukobaktep nunopwu, onpeaeneHme JHK B buonTtarte camsmncrom
Xenyaka u/vnu aseHaguatnunepcTHoi Kuwku (Helicobacter pylori, of 205
DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR) AC > P-A.
CymmapHble aHTUTeNa K aHTureHy CagA Helicobacter pylori 00 3 K.A4. 390
10.66. XnamuaunHas nHdeKuus, xnammamos (xnammaum)
KM - koadhcpnLumeHT no3mTMBHOCTH
AHTUTena Knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
\ & 4 ( Y nodpa | 630
trachomatis IgA)
AHTUTena Knacca IgG k Chlamydia trachomatis (Anti-Chlamydia
\ g Y ( Y nodpa | 640
trachomatis 1gG)
AHTUTENa Knaccos IgA n IgG k Chlamydia trachomatis, pasaenbHo
. . & & . y PasA no4p.a. 1200
(Anti-Chlamydia trachomatis IgA, IgG)
AHTUTena Knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
. 8 4 ( 4 4o 5 p.a. 660
trachomatis IgM)
AHTUTena Knacca IgG K 6enky tennosoro woka (BTLW) Chlamydia
lacea’s y (BTL) Y po4p.na. | 1060
trachomatis (Anti-cHSP60 IgG)
Xnamugma (Chlamydia trachomatis), onpeaenenune HK B BbinoTe 1k 300
(Chlamydia trachomatis, DNA, Exudate)* i
Xnamuama (Chlamydia trachomatis), onpeaenenune JHK B cockobe
aNUTENUANbHBIX KNETOK KOHBbIOHKTMBLI (Chlamydia trachomatis, 1k.4. 320

DNA, Scrape of Conjunctiva Epithelial Cells )*




Xnammnausa (Chlamydia trachomatis), onpeaenexHme AHK B moue
(Chlamydia trachomatis, DNA, Urine)*

1k.4.

310

Xnammngusa (Chlamydia trachomatis), onpeaenexHmne HK B cockobe
3NUTENNANBbHBIX KNETOK CAN3UCTOM Npamoi Knwku (Chlamydia
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*

320

Xnamngua (Chlamydia trachomatis), onpeaenexHme JHK B cockobe
anuTennanbHbIX KneTok potornoTkM (Chlamydia trachomatis, DNA,
Scrape of Faucial Epithelial Cells)*

310

Xnamugmsa (Chlamydia trachomatis), onpeaenenne JHK B
cMHoBManbHoM Xuakoctu (Chlamydia trachomatis, DNA, Synovial
Fluid)*

540

Xnamngua (Chlamydia trachomatis), onpeaenexqne HK B
cnMHHomo3rosol Xuakoctm (Chlamydia trachomatis, DNA,
Cerebrospinal Fluid)*

300

Xnammngma (Chlamydia trachomatis), onpeaenexue AHK B cekpete
npoctathl, aaKkynate (Chlamydia trachomatis, DNA, Prostatic Fluid,
Semen)*

310

Xnamngusa (Chlamydia trachomatis), onpeaenexHme HK B cockobe
aNuUTeNNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (Chlamydia
trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

no4p.a.

350

AHTUTena Knacca IgA k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgA)

[0 5p.4.

750

AHTUTena Knacca IgM k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgM)

[0 5 p.4.

660

AHTUTena Knacca IgG Kk Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 1gG )

005 p.4.

660

Xnammngusa (Chlamydia pneumoniae), onpeaenexve JHK B moKpoTe
(Chlamydophila pneumoniae, DNA, Sputum)*

00 3 p.4.

690

Xnamugma (Chlamydia pneumoniae), onpeaenexHve OHK B nnasme
kposwu (Chlamydophila pneumoniae, DNA, Plasma)*

4o 3 p.4.

740

Xnamugmsa (Chlamydia pneumoniae), onpegenexHme AHK B cockobe
anuTennanbHbIX KNeTok poTtornoTku (Chlamydophila pneumoniae,
DNA, Scrape of Faucial Epithelial Cells)*

00 3 p.4.

690

Xnamngusa (Chlamydia pneumoniae), onpeaenenune HK B cntoHe
(Chlamydophila pneumoniae, DNA, Saliva)*

00 3 p.4.

690

AHTUTeNa Knacca IgG K rnaBHomy 6esiKy HapyKHOW MembpaHbl
MOMP n AHTuTena Knacca IgG Pgp3
(membpaHoaccoumnnpoBaHHbIN NaasmuaHbiin 6enok) Chlamydia
trachomatis

4o 5 p.a.

625

10.67. LiuTomeranoBupycHas UHeKLMsi: BUpYC repneca yenoBeka 5 Tuna

AHTUTena Knacca IgG K uutomeranosupycy (Anti-CMV 1gG)

1k.4.

480

AHTUTeNna Knacca IgM K uutomeranosmpycy (Anti-CMV IgM)

1kK.A4.

620

AsunaHocTb Anti-CMV 1gG

40 2 K.A.

1280

Umtomeranosupyc, onpeaeneHme JHK B sbinote (CMV DNA,
Exudate)*

1kK.A4.

285

Untomeranosupyc, onpeaeneHme HK B cockobe anutenmnanbHbix
KNeToK KoHbloHKTMBbI (CMV DNA, Scrape of Conjunctiva Epithelial
Cells )*

360




Untomeranosupyc, onpeaeneHmne AHK B cockobe anntenmnanbHbix

KneTok Koxu (CMV DNA, Scrape of Skin Epithelial Cells)* 1k.4. 350
LUuntomeranosupyc, onpeaenenume JHK B BeHo3HoM kKposu (CMV 1k, 430
DNA, Blood)*
Untomeranosupyc, onpeaeneHme JHK B moue (CMV DNA, Urine)* 1xa, 340
Untomeranosupyc, onpeaeneHme JHK B cockobe anutenmnanbHbix
KneTok cnmsuctoi Hoca (CMV DNA, Scrape of Nasal Epithelial 1k.4. 360
Cells)*
Untomeranosupyc, onpegeneHume JHK B cockobe anutennanbHbix
Knetok potornoTtku (CMV DNA, Scrape of Faucial Epithelial Cells)* 1K.4. 340
LuTomeranosupyc,kayectseHHoe onpeaeneHue AHK B cbiBOpoTKe 1k, 340
Kposu (CMV DNA, Serum)*
LLMTOMEFanOBMpyC, onpeaeneHune AHK B cntoHe (CMV DNA, 1k 340
Saliva)*
Uuntomeranosupyc, onpegenerme JHK B cnMHHOMO3roBoM 1k, 360
*)uakoctn (CMV DNA, Cerebrospinal Fluid)*
Uutomeranosupyc, onpeneneHve HK B cekpeTte npocTaThl, 1k, 360
aakynate (CMV DNA, Prostatic Fluid, Semen)*
UuTtomeranosupyc, onpegenerme AHK B cockobe anuTenmanbHbix
KNeToK yporeHuTanbHoro Tpakta (CMV DNA, Scrape of Urogenital no4p.a. 340
Epithelial Cells)*
LluTomeranosupyc, konmyecreeHHoe onpegenenme AHK
. 4o 3 p.A4. 480
(Cytomegalovirus, DNA) B cCbIBOPOTKE KPOBU
10.68. dHTepobuo3 (ocTpuULbI)
10.69. AnwrenHa-bapp BupycHasa uHdekums: BUpyc reprneca yenoseka 4

K - koadocbnumeHT no3mTnBHOCTH
Bupyc dnwTeiHa-bapp, onpeaeneHme HK B BbinoTe (EBV DNA,

1k.4. 285
Exudate)*
Bupyc dnwTelHa-bapp, onpeaeneHme JHK B BeHo3HO Kposu (EBV

1k.4. 430
DNA, Blood)*
BM_pyc dnwreliHa-bapp, onpeaeneHne AHK B moue (EBV DNA, 1k.a 340
Urine)*
Bupyc dnwreitHa-bapp, onpeaeneHme JHK B cockobe
3NUTENNANbHbIX KNeTOK cansuctoit Hoca (EBV DNA, Scrape of Nasal 1k.4. 330
Epithelial Cells)*
Bupyc dnwrenHa-bapp, onpeaenenne [HK B cockobe
anuTeNnnanbHbIX KNeTok potornoTku (EBV DNA, Scrape of Faucial 1k.4 330
Epithelial Cells)*
Bupyc dnwTeiiHa-bapp, KavyecTtBeHHoe onpeaeneHne AHK B 1k 440
cbiBOpOTKe Kposu (EBV DNA, Serum)*
Bwpyc dnwreliHa-bapp, onpeaeneHne AHK B catoHe (EBV DNA, 1k 320
Saliva)*
Bupyc InwTeliHa-bapp, onpeaenerune JHK B cnMHHOMO3roBom 1k 340
*)uakoctu (EBV DNA, Cerebrospinal Fluid)*
Bupyc dnwTtenHa-bapp, onpeaeneHne HK B cekpeTte npocrtaTol, 1k 340

aakynate (EBV DNA, Prostatic Fluid, Semen)*




Bupyc 3nwreiHa-bapp, onpeaenenme JHK B cockobe
3NUTENNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (EBV DNA, Scrape
of Urogenital Epithelial Cells)*

no4p.a.

340

AHTUTeNna Knacca IgM K KancugHomy aHTUTreHy BUpyca INWTenHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM )

no4p.a.

620

AHTUTENa Knacca IgG K HyK/ieapHOMY aHTUTeHy BMpYyca INwTenHa-
Bapp (B3B6 NA IgG, Epstein-Barr Virus Nuclear Antigen IgG, EBNA

1gG)

£o 4 p.4.

660

AHTUTena Knacca IgG K paHHemy aHTUreHy Bupyca dnwTenHa-bapp
(Anti-EBV Early Antigen (EA) IgG )

£o 4 p.4.

730

AHTUTeNa Knacca IgG K KancngHoMy aHTUreHy BUpYyca dnwTeiiHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgG )

no4p.a.

750

Bupyc InwrteliHa-bapp, KoandectseHHoe onpeaeneHne AHK B
cbiBOpOTKe Kposu (EBV DNA, Serum)*

1k.4.

450

OnpegeneHne MHAEKCA aBUAHOCTU MMMYHOTN06yN1MHOB Knacca G K
KancuaHbiMm aHTureHam VCA Bupyca InwteiiHa-bapp B CbiIBOPOTKE
KpOBM.

40 9 K.A.

1010

10.70. DXMHOKOKKO3 (3IXMHOKOKKM)

K - koadocbnumeHT no3mTnBHOCTH

AHTUTeNa Knacca IgG K aHTMreHam axMHoOKOKKa (Anti-Echinococcus
1gG)

4o 5k.4.

1050

10.71. dwepuxmos (K1LeyHas nanoyka, 3lepuxmsi)

UccnepoBaHuMe Ha Kuile4yHyo nanodky (Escherichia coli 0157:H7,
SLEepPUXM03), AUaperHbli CUHAPOM, aHTUreHHbI TecT (Escherichia
coli 0157:H7. One Step Rapid Immunochromotographic Assay)

4o 2 K.A.

2120

MoceB Ha KuweyHyto nanouky (Escherichia coli 0157:H7,
3lIepuxmo3), onpeseseHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbIM
npenapatam (Escherichia coli 0157:H7 Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

40 6 K.A.

1085

MoceB Ha Kuwe4Hyto nanoyky (Escherichia coli 0157:H7,
3llepuxmos), onpeaeneHune YyBCTBUTENbHOCTM K aHTUMUKPOBHbIM
npenapatam u 6aktepuodaram (Escherichia coli 0157:H7 Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)

40 6 K.A.

1300

10.72. CKpUHUHIOBbIe uccrnenoBaHUs MUKPOdIIopbl

bakPe3ucra. BoiaBneHMe reHOB Pe3UCTEHTHOCTU K
rMMKONENTUAHbIM U 6eTa-laKTaMHbIM aHTUBUOTUKAM y BaKkTepuii

no7p.4.

2490

BakCKkpuHYTIM. BbiAaBneHme ycnoBHO-NATOreHHbIX
MWKpPOOpPraHM3amoB metogom lMLUP B pexkMme peanbHOro BpemeHu.

00 6 p.4.

6 390

10.73. CuHApPOM U36LITOYHOro 6akTepManbHOro pocra

BoA0OpPOLHO-METaHOBbIV AbIXaTebHbI TECT C NAKTY/1I030M,
AVarHOCTMKa CMHAPOMA M36bITOYHOTO HaKTEPMANbHOMO pocTa
(CUBP) (Hydrogen/Methane Breath Test with lactulose, assessment
of SIBO)

bo 4 p.4.

3190

10.74. dpnuxuo3s




dpaunxus, onpeaenerne AHK B uenbHoli Kposu (Ehrlichia

. o05p.A. 630
chaffeensis, DNA) 0> P-A
10.75. XaHTtaBupycHas undekuus (F1MncC)
AHTuTena IgG K xaHtasmpycam (I/1NC) 0o 8 p.a. 990
10.76. MHeBMOLMUCTO3, NHEBMOLUCTLI
Pneumocystis jirovecii (carinii) AHK (kau)
no4p.a. 990
10.77. KpMnKOKOKKO3, KPMNTOKOKKMN
BbissneHne AHK Cryptococcus neoformans no4p.a. 990
10.78. UccnegoBaHUs UKCOAOBbLIX Kilellen C XKUBOTHbIX
AHannasma (Anaplasma platys, Anaplasma phagocytophilum)(kneuwy, 1000
C *KMBOTHOrO)
Babesua (Babesia spp.)(Knewy ¢ })kMBOTHOrO) - 1000
Boppenus (Borrelia burgdorferi sensu lato)(knewy ¢ }XMBOTHOrO) - 1000
Apaunxus (Ehrlichia canis)(knewy, c }kMBOTHOrO) - 1000
UccnepoBaHue Kaewa ¢ *KMBoTHOro (aHannasma (Anaplasma
phagocytophilum, Anaplasma platys), 6abesus (Babesia spp.),
apauxus (Ehrlichia canis), 6oppenun (Borrelia burgdorferi sensu ) 3800
lato))
10.79. llernoHennes
Legionella pneumophila (kau.) AHK, cockob anuTenmanbHbIX KNeTOK
& vp P ( JA no4p.a. 690
CNU3MNCTOM HoCa
Legionella pneumophila (Kau.) AHK, cockob anuTenmanbHbIX KNeToK
& vp P ( JA no4p.a. 690
CNU3UCTOMN POTOr/IOTKMU
Legionella pneumophila (kau.) HK, MOKpoTa 1 NpombiBHble BOAbI
g p phila (kau.) 4 p p A 104 pa, 690
6poHxoB
11. MUKPOBUOJIOMMYECKUE UCCNEQOBAHUS: HECMELM®UYECKUE
*B cny4asax obHapyxeHus HOpManbHOM, CONyTCTBYHOLEN, YCITOBHO-NATOreHHOMN
11.1. Mukpobuonoruyeckue uccnenoBaHus: Hecneuudunyeckme
*[ns TecToB, MOMeYeHHbIX *, Heo6xoanma npobonoarotoska (MUK).
UccnepoBaHue Ha bBMoLEHO3 Blaraamuwa, onpeaeneHue
YYBCTBUTENBHOCTU K aHTUMMUKPOBHbBIM M aHTUMUKOTUYECKUM
npenapatam (C MMKPOCKoNnen HaTUBHOMo Npenapara,
penap ( P penap 4o 5k.a. 1810

oKpauweHHoro no Mpamy) (Vaginal Biocenosis: Bacteriophage and
Antimycotic Susceptibility Testing (Gram Stain, Bacterioscopic
Examination of Smear))*




MuKpocKonuyeckoe (bakTepnockonmMyeckoe) uccneaoBaHme
Ma3Ka, oKkpalueHHoro no Mpamy (Gram Stain. Bacterioscopic
Examination of Smear)

4o 3 K.A.

530

Moces Ha MMKOMNA3Mbl, onpesesieHne YyBCTBUTEIbHOCTU K
aHTMMMKPOBHbLIM Npenapatam (Mycoplasma hominis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

40 6 K.A.

960

MoceB Ha ypeannasmbl, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMUKPOBHbIM NpenapaTam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

00 6 K.A4.

960

MoceB Ha MMKOMMA3My M ypeaniasmbl, onpeaeneHue
YYBCTBUTE/NIbHOCTU K aHTUMUKPOBHbIM Npenapatam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

40 6 K.A.

1645

MoceB Ha aHaspobHyto MUKpodopy, onpeseneHme
YYBCTBUTE/NIbHOCTU K aHTUMUKPOBHbIM NpenapaTtam (Anaerobic
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

£o 10 k.a.

1540

MNMoceB paHEBOro OTAENAEMOro U TKaHel Ha MUKpodopy,
onpeaenieHne 4yBCTBUTENbHOCTU K aHTUMMKPOBHbIM npenapaTtam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

0o 7 K.Ao.

1490

MoceB paHeBOro OTAENAEMOro U TKaHel Ha MUKpodaopy,
onpegesieHne YyBCTBUTENbHOCTU K PACLUIMPEHHOMY CMEKTPY

AHTUMMKPOBHbIX NpenapaTtos (Wound/Pus/Aspirate/Tissue Culture.

Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

bo 8 p.4.

1380

MoceB paHeBOro OTAENAEMOro U TKaHeil Ha MUKpodopy,
onpeaeneHune YyBCTBUTENbHOCTU K aHTUMMKPODBHbLIM npenapaTtam
n 6aktepmodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

4o 7 K.4.

1380

MoceBs rpyaHoro monoKa Ha Mukpodnopy (Breast Milk Culture.
Bacteria Identification)

4o 5kK.a.

850




MoceB rpyaHOro monoka Ha Mukpodbopy, onpeaeneHue
YYBCTBUTENIbHOCTU K aHTUMUKPOBHbIM npenapaTtam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)*

40 6 K.A.

1070

Moces rpyaHOro Mosioka Ha MUKpodiopy, onpeaeneHne
YYBCTBUTENIbHOCTU K pPaclUMPEHHOMY CMEeKTPY aHTUMMKPOOHbIX
npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

no7p.4.

1990

MoceB rpyaHOro MosioKa Ha MUKpodopy, onpeaeneHune
YYBCTBUTE/IbHOCTU K aHTUMUKPOBHbIM Npenapatam u
6akTtepuodaram (Breast Milk Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

40 6 K.A.

1390

Moces enum Ha MUKpodIopy, onpeaesieHne YyBCTBUTENIbHOCTU K
aHTUMMKPOBHbIM NpenapaTtam (Bile Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

40 6 K.A.

1160

Moces enum Ha MUKpodIopy, onpeaesieHne YyBCTBUTENIbHOCTU K
paclWMpeHHOMY CNEeKTPY aHTUMUKPOBHbIX NpenapaTos (Bile
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

no 7 p.Aa.

1990

MoceB oTAENAEMOTO BEPXHUX AbIXaTesIbHbIX MyTel Ha
MUKpPOdopPY, onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOBHbIM
npenapaTtam (ogHa nokanusaums) (Upper Respiratory Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

00 6 K.A4.

1480

MoceB 0TAENAEMOTrO BEPXHUX AblXaTebHbIX MNyTel Ha

MUKpodaopy, onpeaeneHue Y4yBCTBUTENbHOCTU K pacliMPeHHOMY
CNeKTpy aHTMMMKPOBHbLIX NpenapaToB (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

bo 7 p.A.

1380

MoceB oTAENAEMOr0 BEPXHUX AblXaTebHbIX NyTel Ha
MUKpPOdNOpPY, onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOBHbIM
npenapatam u 6akTepnodaram (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)*

40 6 K.A.

1550

MoceB moun Ha MUKpodaopy, onpeaeneHme YyBCTBUTENbHOCTU K
aHTMMMKPOBHbIM Npenapatam (Urine Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

40 6 K.A.

1170

MoceB moun Ha mMKpodnopy, onpeaeneHne YyBCTBUTEIbHOCTM K
paclMpeHHOMY CNEKTPY aHTUMUKPOBHbIX NpenapaTos (Urine
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

no 7 p.A.

2120

MoceB moun Ha mUKpodnopy, onpeseneHme YyBCTBUTE/IbHOCTM K
aHTMMMKPOBHbLIM NpenapaTtam u baktepuodaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

[0 6 K.A.

1520

MoceB oTAENAEMOTO 133 Ha MUKpodopy, onpeseneHune
YYBCTBUTE/IbHOCTM K aHTUMMKPOBGHbIM npenapaTam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

[0 6 K.A.

1560




Moces oTAeNAeMOrO r1a3 Ha MUKpodiopy, onpeseneHue
YYBCTBUTENIbHOCTU K pPaclUMPEHHOMY CMEeKTPY aHTUMMKPOOHbIX
npenapatos (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

no7p.4.

1380

Moces oTaensemoro rnas Ha mukpodopy, onpeseneHue
YYBCTBUTE/IbHOCTU K aHTUMUKPOBHbIM Npenapatam u
6akTtepmodaram (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

40 6 K.A.

1730

Moces Ha MMKpodIOpYy OTAENAEMOrO NOJIOBbIX OPraHOB,
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM Npenapatam
(Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

40 6 K.A.

1480

MoceB oTAENAEMOrO NOJIOBbIX OPraHOB Ha MUKpodaopy,
onpepeneHne 4YyBCTBUTENbHOCTU K PaCLUMPEHHOMY CNEKTPY
aHTUMUKPOBHbIX NpenapaTtoB (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

no 7 p.4.

2120

MoceB oTAENAEMOr0 NOM0BbLIX OPraHoOB Ha MUKpPOdAOpPY,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM NpenapaTam
n 6aktepuocdaram (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

40 6 K.A.

1710

Moces oTaensemoro ywei Ha Mukpodaopy, onpeaeneHue
YYBCTBUTENIbHOCTU K aHTUMUKPOBHbIM Npenapatam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

40 6 K.A.

1570

Moces oTaensemoro yuei Ha MuKkpodiopy, onpeseneHune
YYBCTBUTE/IBHOCTM K PACLUMPEHHOMY CNEKTPY aHTUMMUKPOOHbIX
npenapatos (Ear Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Ttesting)*

no 7 p.A.

1990

Moces oTaensemoro yuei Ha MuKkpodopy, onpeaeneHune
YYBCTBUTE/IBHOCTU K aHTUMUKPOBOHbIM Npenapatam u
6akTtepuodaram (Ear Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

40 6 K.A.

1810

MoceB NYHKLUMOHHOIO MaTepurasna Ha MUKpodopy, onpeaeneHune
YYBCTBUTE/NIbHOCTU K aHTUMUKPOBHbIM NpenapaTtam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

40 6 K.A.

995

MoceB NyHKLMOHHOrO MaTepuana Ha MUKpodaopy, onpeaeneHune
YYBCTBUTENBHOCTU K PaclUMPEHHOMY CNEKTPY aHTUMMKPOOHbIX
npenapatos (Punctate Fluid Culture. Bacteria Identification,
Antibiotic Susceptibility, Enlarged Testing)*

4o 7 K.4.

1990

ApeHosupyc (Adenovirus), guapeinHbll CUHAPOM, aHTUTEeHHbIN TecT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

4o 2 K.A.

1120

Xenukobaktep nunopwu (Helicobacter pylori), aHTUreHHbI Tect
(Helicobacter pylori. One Step Rapid Immunochromotographic
Assay)

40 2 K.A.

1170




Kamnunobakrep, ANapenHblii CUHAPOM, BbiiBEHWE aHTUIEHa B
Kane, ummyHoxpomaTtorpadus (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

40 2 K.A.

1260

loHOpes, BbIABNEHUE aHTUrEeHa, UMMYyHoxpomaTorpadus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

00 2 K.A.

1035

AZeHoBUpPYC pecnupaTopHbIi, BbiABNEHWE aHTUIeHa B
pecnupaTopHOM TpaKTe, MMMYyHOXpomaTorpadus (Adenovirus,
respiratory infection, One step rapid immunochromotographic
assay, antigen)

00 2 K.A.

1055

JlernoHenna, BbiABAEHME aHTUTEHA B MOYe,
nMmmyHoxpomatorpadus (Legionella pneumophila, One step rapid
immunochromotographic assay, antigen, urinae)

00 2 K.A.

1745

MHEBMOKOKK, BblAB/IEHNE aHTUTEHA B MOYe,
nMmyHoxpomatorpadua (Streptococcus pneumoniae, One step
rapid immunochromotographic assay, antigen, urinae)

4o 2 K.A.

1745

JHTEepPOBUPYC, BbIAB/IEHWE aHTUTEHA B Kae,
nMmMyHoxpomaTorpadus (Enterovirus, One step rapid
immunochromotographic assay, antigen, stool)

00 2 K.A.

1315

PecnnpaTopHO-CUHUMTUANbHBIN BUpYC (PC-uHdeKuus), BbiIsBAeHNE
aHTUreHa, UMMmyHoxpomaTorpadua (Respiratory Syncytial Virus,
RSV, One step rapid immunochromotographic assay, antigen)

4o 2 K.A.

1120

YcKOpeHHOoe uccnefoBaHne MoYM Ha MUKPOdIopY €
onpezesieHNeM YyBCTBUTEIbHOCTU K aHTUMMKPODOHbIM Npenapatam
n 6aktepuodaram (Fast urine culture, antibiotic & bacteriophage
susceptibility testing)

no 4 k.a.

1805

YcKOpeHHoe uccnefoBaHne MoYM Ha MUKPOdIopY €
onpeaeneHnem YyBCTBUTENbHOCTU K aHTUMWKPOBHbIM NpenapaTtam
(Fast urine culture & AST)

no 4 k.a.

1675

MoceB OTAENAEMOro HUMKHUX AblXaTeNbHbIX NyTe Ha MUKpodaopy
C onpegeneHnem YyBCTBUTE/IbHOCTM K paclUMPEHHOMY CNEeKTPY
AHTUMMKPOBHbIX NPENaPaTOB U MUHUMAIbHbIX MHTMOMPYLLMX
KOHUEHTpaummn

0o 7 K.Ao.

1390

MoceB oTAENAEMOro NoJI0BbIX OPraHoOB Ha MUKPOAopY C
onpeaeneHnem 4yBCTBUTEIbHOCTU K PacLUMPEHHOMY CNEKTpYy
AHTUMMKPOBHbIX NPENapPaToB U MUHMMANbHbIX MHTMOMPYOLLUX
KOHUEHTpaummn

0o 7 K.Ao.

1590

MoceB NYHKUMOHHOrO maTepuana Ha MUKpodaopy C
onpeaeneHMem Y4yBCTBUTENIbHOCTU K PacLUMPEHHOMY CNEKTPY
AHTUMUKPOBHbIX MPENapaToB U MUHMMANbHbIX MHTMOMPYOLLMX
KOHUEHTpauummn

40 8 K.A.

1190

MoceB oTAENAEMOTO paHbl Ha MUKPOdIopYy C onpeaeneHuem
YYBCTBUTE/IbHOCTM K PacLUMPEHHOMY CNEKTPY aHTUMMKPOBHbIX
npenapaToB U MUHUMA/bHbIX UHIMBMPYIOLLMX KOHLLEHTPaL M

no 8 K.A.

1490




MNMoceB oTAENAEMOro BEPXHUX AblXaTebHbI NyTen Ha MUKpodopy
C onpegeneHnem YyBCTBUTE/IbHOCTM K PacLUMPEHHOMY CNEKTPY
AHTUMUKPOBHbIX MPENapPaToB U MUHMMANbHbIX MHTMOMPYOLLNX
KOHLLEHTPaLNi

40 7 K.A.

1590

MoceB Mmoun Ha MUKpodopy C onpeaeneHnem YyBCTBUTENbHOCTH
K pacliMpeHHOMY CMEeKTPY aHTUMMUKPOOHbIX NPenapaTos M
MMWHUMANbHbIX UHTMOUPYHOLLMX KOHLLEHTPALUMA

40 7 K.A.

1490

MoceB 0TAENAEMOTO M3 YXa Ha MUKPOQIOPY C onpeaeneHuem
YYBCTBUTE/IbHOCTM K PaCLUMPEHHOMY CNEKTPY aHTUMMKPOBHbIX
npenapaTtoB U MUHUMaNbHbIX UHIUBUPYIOLLMX KOHLLEHTPaL M

no 7 K.Ao.

1490

MoceB xenun Ha MUKpodIopy C onpeaeneHUeM YyBCTBUTE/IbHOCTU
K pacliMpeHHOMY CMeKTPY aHTUMMUKPOBHbIX NPenapaTos M
MWHUMaNbHbIX UHTMBUPYIOLLMX KOHLLEHTPaLUWiA

4o 8 K.A.

1590

AHanuns mmkpobmoTbl no Ocmnnosy

[0 5 p.A4.

4990

BakTepuosnormyeckoe nccienosaHMe MMKpobroL.eHo3a
KULIEeYHMKa (aMcbakTepmnos) c onpeseneHnem 4yBCTBUTEIbHOCTU K
b6akTepuodaram

no 7 p.A.

1990

BaKkTepuonornyeckoe ucciegosaHme MnMKkpobuoLeHosa
KMLWEeYHMKa (ancbakrtepmos)

no 7 p.Aa.

1700

12. AMMYHOJOM’MYECKUE UCCNEQOBAHUA

* HeoOX0AMM 3aKa3 [OMNOJIHUTENbHbLIX TECTOB

12.1. KomnnekcHble UMMYHOJIOrnieckue mccrnenoBaHus

MmmyHonoruyeckoe obcnenosaHue pacmperHHoe (Immunological
Survey Extended)

009 p.4.

7 200

MmmyHonormyeckoe obcnegoBaHune cKpnHuHrosoe (Immunological
Survey, Screening)

bo 4 p.4.

4045

darounTapHan akTMBHOCTb nekouuTos (Phagocytic Activity of
Leucocytes)

4o 3 p.4.

1080

deHoTMNMpoBaHue AMMdouUnTOB (OCHOBHbIE cybnonynsaumm) —
CD3, CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3,
CD4, CDS§, CD19, CD16, CD56)

00 3 p.4.

3710

CD4+ T-numooumTol, % 1 abcontoTHoe Konndectso (T-xennepoi,
CD4+ T-cells, Percent and Absolute)

1kK.A4.

1940

B-numdouuTsl, % 1 abcontoTHoe Konnvectso (CD19+ numdouuTsl,
B-cells, Percent and Absolute)

1k.A.

2120




AKTUBMpPOBaHHble iumooumTbl (CD3+HLA-DR+, CD3-HLA DR+)

03 p.4. 1770
(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* A0S P-A
CnocobHocTb imooumTos K akTuBaumm (Lymphocyte Activation
no To AuMbOLHT TvBauuy (Lymphocy n09p.a | 4045
Ability)
UunpKynmpytowme uMmyHHble KomnaeKebl (LUMK) obwme
. . £o5p.A4. 1270
(Circulating Immune Complexes (CIC) Total)
12.2. UmMyHOrno6ynuHeb! obue
NmmyHornobynmHbl Knacca A (Immunoglobulin A, 1gA) 1k.4. 310
NUmmyHornobynunHbl knacca M (Immunoglobulin M, IgM) 1k.4. 300
MmmyHornobyamHel Knacca G (Immunoglobulin G, 1gG) 1k.4. 300
NmmyHornobynunHbl Knacca E (obwuit IgE, ummyHornobynmH E 1k 520
o06wwit) (Immunoglobulin E Total, IgE Total) o
MmmyHornobynuubl G (nogknaccobl 1gG1, 1gG2, 1gG3, 1gG4) fo 8p.a. | 14455
12.3. Cneuundcpuyeckume 6enku
3 " " Eosi il Cationic P X
03MHOOUNbHBIN KaTUOHHBIN 6enok (Eosinophil Cationic Protein, 102 KA, 1050
ECP)
303MHOOUNbHDIN KaTUOHHBIN 6enok, ImmunoCAP® (Eosinophil
05 p.A. 2190
Cationic Protein, ImmunoCAP® ECP) Ao >p-A
K S100A8/A9 Calprotectin (SI00A8/A9
aNbNPOTEKTUH ( /A9) B Kposu (Calprotectin ( /A9)) 207 poa. 5 890
n 6 -
ccnefoBaHue ‘KOHLI,EHTpaLI,VIVI. npeanbbymmHa (TpaHCTUPETUHA 107 p.a 2290
TTR) (Prealbumin (Transthyretin - TTR))
n - 6
ccne,u,OB?HMe T(OH‘LI,EHTpaLI,‘VIVI peTuHON-CBA3bIBalOLWEro 6e10K 107 p.a 2290
(RBP) (Retinol binding protein (RBP))
12.4. KOMNOHEHTLI KOMMIeMeHTa
KomnoHeHTbl cuctembl KomnnemeHTa C3, C4 (Complement
1k.4. 840
components C3, C4)
C3 KomnoHeHT cuctembl KomniemeHTta (Complement Component
1k.4 450
C3)
C4 K C I tC t
OMMOHEHT cucTembl KomnaemeHTa (Complement Componen 1A 460
C4)
Cuctema KOMMNIEMEHTA: OLEHKA GYHKLMOHANbHOWM aKTUBHOCTU
. . bo7p.4. 1730
(CH50) (Functionality Test of Complement (CH50))
NHrnbutop Cl-actepasbl, akTMBHOCTbL (C1-Esterase Inhibitor, C1-
bo7p.4. 2530
INH)
NHrnbutop Cl-actepasbl, KoOHUeHTpauua (C1-Esterase Inhibitor,
8 p.a. 3245
concentration; C1-INH) Aocp.A
n H
ccnenoBaHue KOHUEHTpauumn daktopa H cuctembl KomnnemeHTa 107 p.a, 3 390
n C5
ccnepoBaHue KoHueHTpauun C5a (aHadmMnoToKCuHa) 107 p.a, 1890
KOMMOHEHTa CUCTEMbI KOMM/IEMEHTA
12.5. LUNTOKUHBI
NHTepneliknu-1B (MN-1B) (Interleukin 1 Beta, IL-1) 00 6 p.a. 2290
NHTepneliknu-6 (MN-6) (Interleukin 6, IL-6) 0o 5 p.a. 2430
NHTepneiiknu-8 (UN-8) (Interleukin 8, IL-8) 00 6 p.a. 2 360
NHTepneliknnu-10 (M1-10) (Interleukin 10, IL-10) 0o 6 p.a. 2 360
dakTop Hekposa onyxonun-a (PHO-a) (Tumor Necrosis Factor
05 p.A. 2390
Alpha, TNF-a, Cachectin) Ao > P-A
NHTepneliknH 18 (U1-18, Interleukin 18, IL-18) [o 7 p.a. 1890

13. AHTEP®EPOHOBBIW CTATYC




13.1. UHTepcbepoHOBhLIN cTaTyc

UccnepoBaHue nHtepdepoHoBoro cratyca (Study of Interferon

Status) no 10 k.a. 3730
13.2. UHTepchepoHOBLIM cTaTyc (4 noka3aTens) c onpeaerieHMemM
* TecTbl BbINONMHAIOTCA B KoMmnnekce ¢ Tectom Ne 1043
WHrapoH (Ingaron) no 10 k.4, 1810
PeadepoH (Reaferonum) no 10k.a. | 1600
13.3. UHTephepoHOBLIM cTaTyc (4 noka3aTens) c onpeaerieHMeM
* TecTbl BbINONMHAIOTCA B KoMmnnekce ¢ Tectom Ne 1043
AMUKCKH (Amixin) no 10 k.4, 1600
Karouen (Kagocel) no 10 k.4, 1810
Heosup (Neovir) no 10 k.4, 1810
UuknodpepoH (Cycloferonum) no 10 k.4, 1600
13.4. UHTephepoHOBLIM cTaTyc (4 Nnoka3aTens) c onpeaernieHMemM
* TecTbl BbINONMHAIOTCA B Komnriekce ¢ Tectom Ne 1043
lanasut (Galavit) no 10 k.4, 1600
M3onpuHo3uH (Isoprinosine) no 10 k.4, 1700
MmmyHan (Immunal) no 10 k.4, 1810
MmyHodaH (Imunofan) no 10 k.4, 1600
MmmyHomakKc (Immunomax) no 10 k.4, 1700
NmyHopuKc (Imunorix) no 10 k.4, 1810
Nukonug, (Licopid) no 10 k.4, 1600
MaHaeup (Panavir) no 10 k.4, 1700
MonnokengoHuin (Polyoxidonium) no 10 k.4, 1600
TakTneuH (Tactivinum) no 10 k.4, 1700
TumoreH (Thymogen) no 10 k.4, 1810
14. ANATHOCTUKA AYTOMMMYHHbIX 3AEONIEBAHUMN
14.1. CucrtemHble 3aboneBaHust CoeAUHUTENbHOM TKaHU
AHTI/IFI,EI,eprIe.aHTVITena (AF‘IA, a‘HTI/IHyKﬂeaprIe.aHTMTEHa), 104 pa 1210
cKpuHUHT (Anti-Nuclear Antibodies, ANA, Screening)
AHTUTeNa Knacca IgG K geycnupanbHoit HaTueHoW AHK (aHTu-
acOHK 1gG, aHTn-AHK) (Double-Stranded (Native) DNA IgG [o 4 p.a. 1030
Antibodies, Anti-dsDNA IgG)
AHTUHYKNeapHbin dakTop (ANA IIFT, HEp-2) 0o 9 p.a. 1410
AHTuTena K acHK B cbiBOpOTKE KPOBW, NOATBEPKAAOLWMIA TECT C
I/ICI'IOl1b3OUBaHMEM cybctpata Crithidia |UC‘I|Ia‘e,' |gG,'l\{\ET(E),D,O‘M 109 p.a, 1385
Henpamoi ummyHodntoopecueHumn (Crithidia luciliae indirect
fluorescent test (CLIFT))
AHTUTENa K ammooumntam, Knacca IgG bo 8 p.4. 1610
AHTUTeNa Knacca IgG K aKCTparMpyemomy HyK1eapHOMY aHTUTEHY
(9HA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein 0o 4 p.a. 1410
Antibodies, Anti-RNP)
MaHenb aHTUHYKNEapPHbIX aHTUTE NPU CKAepoLepPMUn
(pasgenbHoe onucaHue aHTUTEN K aHTUreHam Scl-70, CENP-A, CENP-
B, RP11, RP155, ¢pubpunnapuu, NOR9O, Th/To, PM-Sc100, PM-
Scl75, Ku, PDGFR, Ro-52), ummyHobn0T (Scleroderma (Systemic 0o 9 p.a. 4500

Sclerosis) Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11,
RP155, pubpunnapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,

PDGFR, Ro-52, Immunoblotting)




AHTUHYKeapHble aHTuTena (pasaensHo Sm, RNP/Sm, SS-A (60
K[a), SS-A (52 k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA,
Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy),

09 p.a. 4050
uMmyHo670T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), | ~° ~ P
SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome,
Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)
A |
HTUTena KnacFa gG K Hme.eoco'MaM (aHTMApepHbIe ‘aHTVITeﬂa), 1012 pa, 1440
cKpuHuHr (Anti-Nuclear Antibodies, ANA, 1gG, Screening)
C bonesHei coe e/1bHOM TKa AT K OHA,
KPUHUHT 601 1-| " coeguHUTENbHOM TKaHK (AT K 109 p.a, 5540
aHTUHYKNeapHbI pakTop (AHD))
CucTemHas KpacHana Bon4vaHKa, obcnenoBaHue (AT K HYK1leOCOMaMm,
AT K kKapanonunuHy, IgG; AT K kapauonunuuy, IgM; no 17 p.a. 4670
aHTUHYKNeapHbIi ¢pakTop (AHD))
OnddepeHumanbHaa anarHoctuka CKB 1 gpyrnx peBmaTuyeckux
3aboneBaHuit (AT K HyK1eoCcOMaM, aHTUHYKNeapHbI dbaKkTop 8o 12 p.a. 2540
(AHD))
MNpodunb «CucTemMHas KpacHaa Bon4YaHKa (CKB), MOHUTOPUHT
aKkTMBHOCTU (aHTU-ac-AHK IgG, C3, C4 KOMMNOHEHTHI
KomnnemeHTa)» (Systemic lupus erythematosus (SLE) profile, 1k.4. 1475
activity monitoring (anti-double-stranded DNA IgG, C3 and C4
complement components) )
AHTUTENA K UUTONNa3MaTUYeCcKUMm aHTureHam SS-A (Ro) ((SS-A
(52r0a)/ SS-A (60 ka), 1gG (Anti —SS-A, 1gG (Anti-SS-A-52 and anti-| a0 5 p.A. 1490
SS-A-60 autoantibodies))
AHTUTENA K K UUTONNa3MaTUYeckum aHTureHam SS-A (52ka), IgG
. . . £o5p.4. 1490
(Anti-SS-A-52 autoantibodies, 1gG)
A eHTpome ea ena CENT-B, 1gG (Anti-Centromere B
HTUL, |.4Tp M PHble aHTUTeN gG (Anti 205 p.a 1490
autoantibodies, IgG)
A ena K 3KCTpa emo epHomy a eHy Sm, IgG (Anti-
HTUTEN K‘ K T‘p rMpyemomy AgepHomMy aHTUreHY gG (Anti 205 p.a 1490
Sm autoantibodies, I1gG)
A ena K 3KCTpa e e a eHa RNP/Sm, IgG
HTV‘IT Na K 3KCTp FVIpY Mb‘IM A0epPHbIM aHTUTEH / g 205 p.a 1490
(Anti-RNP/Sm autoantibodies, I1gG)
A ena ctoHam (Histone), 1gG (Anti-Histone autoantibodies,
HTUTENa K rucToHam (Hi ), 1gG (Anti-Hi u ibodi 105 p.a. 1490
IgG)
A ena 0X0 AMA-M2), 1gG (Anti-AMA-M2
HTUT n Kl\.IWIT xoHApuAM ( ), 1gG (Anti 205 p.a 1770
autoantibodies, IgG)
A SS-A (60 , 1gG
HTV‘ITena K uMTOHﬂa3MaTV!quKMM aHTUreHam (60k4a), Ig 105 p.a. 1490
(Anti-SS-A-60 autoantibodies, 1gG)
A Jo-1, 1gG (Anti-Jo-1
HTVITen.a K L.I,VITOI'Iﬂa3M3TVIl-IeCKOMV aHTureHy Jo-1, IgG (Anti-Jo 205 p.a 1590
autoantibodies, IgG)
AHTUTENA K UMTONIa3mMaTUYeCKUM aHTureHam SS-B (La), 1gG (Anti- o5 1490
SS-B autoantibodies, 1gG) A0 > P-A.
A Scl-70, IgG (Anti-Scl-70 autoantibodies, IgG
HTUTENa K aHTUreHy Sc gG (Anti-Sc autoantibodies, I1gG) n0dpa, 1490
A 6 6 P (Rib-P), 1gG (Anti-Rib-P
HTVITen.a K F.)VI ocomanbHomy 6enky P (Rib-P), 1gG (Anti-Ri 205 p.a 1490
autoantibodies, IgG)
A RNP-70 (Anti-RNP-70 autoantibodi
HTUHYK/IeapHble aHTUTeNa (Anti autoantibodies) 105 p.a. 1480

14.2. AHTudochonunuaHbIA CUHOPOM




AHTUTena Knaccos IgM u IgG Kk pochonunmaam (Anti-Phospholipid

o5p.a. 960
Antibodies, APA, IgM, 1gG) 0> P-A
A ena knaccos IgG un IgM ocoa ce Anti-
HTUTEN ‘Kﬂ : gG n IgM K docdatnamncepuny (Anti 106 p.A. 1960
Phosphatidylserine, IgG, IgM)
A IgA, 1gM, IgG f
HTVI‘I"el'.Ia‘KﬂaCC.OB g gM, Ig KKapAMOﬂMHMHY CKPUHWUHT 105 pa. 1400
(Cardiolipin Antibodies IgA, IgM, 1gG, aCL, Screening)
A ena Knacca IgA K Ka o Anticardiolipin IgA, aCL IgA
HTUTENa Kn gA K KapamonunuHy (Anti iolipin Ig gA) 106 pa. 1170
A ena Knacca IgG K kapamo Anticardiolipin 1gG, aCL IgG
HTUTENa KN gG K Kapguonununy (Anti iolipin Ig gG) 105 pa. 1150
A ena Kknacca IgM k kapamo Anticardiolipin IgM, aCL
HTUTENa KN gM K KapauonunuHy (Anti iolipin Ig 105 pa. 1230
IgM)
AHTuTena Knaccos IgG, IgA, IgM K 6eTa-2-rnmkonpoTteunHy 1,
cymmapHo (Anti-B2-Glycoprotein 1 Antibodies, anti-2-GP1, IgG, 0o 5 p.a. 1170
IgA, IgM, Total)
AHTuTena Knaccos 1gG n IgM K pocdaTnanncepmH-
NPOTPOMOMHOBOMY KOMMNIEKCY, CyMMapHO (Anti-
poTP . . Y y y . p‘ ( . £o 10 p.a. 1455
Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG, IgM,
Total)
A 1gG V(A in V Antibodi AnV
HTUTEeNa Knacca IgG K aHHeKcunHy V (Annexin ntibodies, aAnV, 1012 p.a, 1430
1gG)
A IgM V(A in V Antibodi AnV
HTUTENa Knacca IgM K aHHeKcuHy V (Annexin ntibodies, aAnV, 1012 p.a, 1430
IgM)
MaHenb aHTUdochonnnuaHeix aHTuTeN, 1gG, IgM meTogom AOT-
MMMYHOQHa/IN3, KAaYeCTBEHHbIM TECT B CbIBOPOTKE KpoBu (Anti- 009 p.4. 10 580
Phospholipid Antibodies Panel)
AT K KapguonunuHy, 1gG, 1gM po10p.a. | 2140
JunarHocTnka BTOpUYHOro aHTudochonnnugHoro cuHapoma (AHO,
0o 14 p.a. 3410
AT K KapanonnnuHy, 1gG, IgM)
AHTUdOCHONMNNGHBIN CUHAPOM, Pa3BEPHYTOE CEPOIOrMYEecKoe
nccnegosaHune (AH®; AT K KapanoaunuHy, IgG, IgM; ATk 6eta-2- | apo14p.a. | 4615
rAMKoNpoTenHy 1)
AT K NpOTPOMBUHY, CKPUHUHT bo7p.4. 1145
AHTUTENA K 6eTa2rankonpoTtenHy IgG bo 7 p.4. 1440
AHTUTeNna K beTa2rankonpoTteunHy IgM bo7p.4. 1450
AHTUTENA K 6eTa2rankonpoTtenHy IgA no 7 p.4. 1260
AHTUTENA K dochaTnaNACEPUH-NPOTPOMBUHOBOMY KOMMEKCY,
docdatug, PUH-NPOTP y y n08pa | 1390
cymmapHble 1gG, IgM, IgA
AHTUdOCHONUNUAHBIN cMHAPOM, N1abopaTopHble KpUTEPUM
(Antiphospholipid syndrome, laboratory criteria)
b0 8 p.4. 6 745
14.3. UMMyHHbIe chakTopbl 6ecnnoaus
AHTUTENa aHTUCNEePMasibHbIE B CbIBOPOTKE KpoBu (Anti-
o05p.Aa. 1240
Spermatozoa Antibodies, ASA, Serum) Ao>P-A
14.4. PeBMaToOMAHbIN apTPUT, MOPaXXeHUsi CyCTaBOB
A
HTUTENa K UUKJANYECKOMY LUTPYANUHUPOBAHHOMY NenTuay 102 Ko, 1680

(ALLLLM) (Anti-Cyclic Citrullinated Peptide, anti-CCP)




AHTUTeNna Knacca IgG K KepaTuHy (AHTUKepaTUHOBbIE aHTUTEN],
AKA, AHTudunarrpuHosble aHTUTena, A®A) (Anti-Keratin
Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)

009 p.4.

2210

AHTUTeNa Knacca IgG K mogmundmnpoBaHHOMY
UUTPYNIMHUPOBAHHOMY BUMEHTMHY (aHTM-ML,B) (Anti-Mutated
Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified
Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 1gG)

0o 9 p.4.

1680

PeBmaTtounaHsbii dakTop, IgA (PP IgA; Rheumatoid Factor, RF, IgA)

[0 12 p.a.

1410

KpucTannbl B Maske CMHOBMANbHOM }KUAKOCTU (MOHOYpPAT HaTpKs,
nupodocdat Kanbuma) (Synovial Fluid Smear, Crystals)

[0 12 p.a.

1835

OnnromepHbIA MaTpPUKCHbIN 6enok xpauwa (Human Cartilage
Oligomeric Protein, COMP)

no 7 p.Aa.

2960

14.5. BacKynuTbl U NOpaXeHUs no4ek

AHTuTena Knacca IgG K 6a3anbHoit membpaHe Knybo4yKoB novyek
(aHTN-BMK) (Glomerular Basement Membrane Antibodies, Anti-
GBM, IgG)

00 10 p.a.

1760

AHTUTena Knacca IgG K ymtonnasme Heltpodunos (AHLA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, 1gG)

00 10 p.a.

1920

AHTUTENa Knaccos IgG, IgA, 1IgM K KneTkam cocygmcToro sHaoTennA
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG,
IgA, IgM, Total)

no 12 p.a.

1780

AHTUTENa K peuenTopy ¢ochonmnnasel A2 (Anti-Phospholipase A2
Receptor Antibody, PLA2R Antibodies), IgG

no 12 p.a.

2385

AHTUTena Knacca IgG K mnenonepokcuaase (aHTn-MPO)
(Myeloperoxidase Antibody, MPO)

009 p.4.

1340

AHTUTena Knacca IgG Kk Clg ¢paktopy KomnnemeHTa (Anti-
Complement 1q Antibodies, Anti-C1q, 1gG)

no 12 p.a.

1250

AHTUTeNa Knacca IgG K npoTtenHase-3 (aHTu-PR-3) (Anti-Proteinase-
3 Antibodies, PR-3-Antibodies, PR-3 ANCA, 1gG)

no 12 p.a.

1340

MaHeNb aHTUTEN K aHTUreHaM aHTUHENTPODUNbHBIX aHTUTEN
(naHenb aHTUreHos AHUA), IgG (Anti-Neutrophil Cytoplasmic
Antibodies, ANCA, IgG, Panel)

no 12 p.a.

4220

[varHocTMKa rpaHy1eMaTo3HbIX BaCKY/IUTOB (aHTUHYKAEapHbIiA
dakTop (AHD), AT K uutonnasme Hentpodunos (AHLUA/PANCA,
cANCA), 1gG)

409 p.4.

2 660

[narHoctuka 6bicTponporpeccupytolLero rnomepyioHedputa (AT K
6a3anbHoM membpaHe KnybouKoB noyek, AT K LiUTonasme
HelTpodunos (AHLIA/pANCA, cANCA), IgG)

009 p.4.

3130

[narHocTMKa ayTOMMMYHHOIO NOpPaXKeHMUA NoYeK
(aHTUHYKNeapHbIn pakTop (AHD), AT K 6a3anbHO membpaHe
knyboukos nouek, AT K uutonnasme Hetpodumnos (AHLUA/PANCA,
cANCA), 1gG)

009 p.4.

4400

14.6. AyTOMMMYHHbIe 3HOOKPUHONATUU: caxapHbiA AnabeT 1-ro Tuna

AHTUTeNa Knacca IgG K 6eTa-KneTkam noaskenyaoUHOM Kesesbl
(Anti-Islet Cell Antibodies, Islet Cell Autoantibodies, ICA)

[0 12 p.a.

1710

AHTUTeNa Knacca IgG K rnytamaTtgekapbokcunase (aHTU-GAD) (Anti-
GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD,

1gG)

no 12 p.a.

2040




AHTuTena K GAD (rnytamataekapbokcunase), 1gG, nnmksop (Anti-
GAD (glutamic acid decarboxylase), IgG, CSF)

0o 9 p.4.

2290

AHTUTena Knacca IgG K uHcynumny (Insulin Autoantibodies, 1AA, 1gG)

no 12 p.a.

820

AHTUTEeNa K TuposmHdocoaTase (IA-2) (Islet Antigen 2 Antibodies,
Anti-IA2 Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies)

[0 12 p.a.

2000

AHTUTENA K aHTUTEeHaM KNeToK NoayKenyaoduHon xenesbl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)

no 12 p.a.

1710

14.7. AyTOUMMYHHbIE 3HAOKPUHOMATUU: NOPAXKEHUE HAAMOYEYHUKOB,

AHTUTENa Knaccos IgA, 1IgM, 1gG K TKaHW ANYHUKA
(aHTOBapuManbHble aHTUTENa), cymmapHo (Anti-Ovarian
Antibodies, AOA, IgA, IgM, IgG, Total)

[0 12 p.a.

1630

AHTUTENa Knaccos IgA, 1IgM, IgG K cTeponanpoayumpyomm
KneTkam HagnodedyHuka (ACMK), cymmapHo (Anti-Steroidal Cell
Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG,
Total)

no 12 p.a.

1120

AHTUTENa Knaccos IgA, I1IgM, 1gG K cTeponanpoayumpyomm
KNeTKam anyka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies,
Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal
Cell Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

[0 12 p.a.

1960

AHTUTENA K CTepoMANpoAyLUNPYIOWNUM KAeTKaM penpoayKTUBHbIX
TKaHel (Reproductive tissue steroid-producing cells Antibodies)

no 12 p.a.

3165

14.8. AyTOMMMYyHHbIe 3a60reBaHUA KOXW

AHTUTENa K 6a3anbHOW MembpaHe KoK, I1gG (Basement
membrane zone antibodies, IgG)

no 12 p.a.

2180

AHTUTeNa Knacca IgG K gecmocomam anugepmumca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3
Antibodies, 1gG)

no 12 p.a.

2430

AHTUTena Knacca IgG K gecmornenHy-1 (Desmoglein 1, DSG1
Antibodies, 1gG)

no 12 p.a.

2710

AHTUTena Knacca IgG K gecmornenHy-3 (Desmoglein 3, DSG3
Antibodies, 1gG)

no 12 p.a.

2650

AHTUTena Knacca IgG K 6enky BP180 (Anti-Bp180 Antibodies,
Bullous Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen
2, 1gG)

no 12 p.a.

2230

AHTUTena Knacca IgG K 6enky BP230 (Anti-Bp230 Antibodies,
Bullous Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen
1, 1gG)

[0 12 p.a.

2540

Mpodunb «AnarHoctuKka 6ynnesHbix gepmaTo308 (AT K
AecMmocomam anunaepmuca, AT K 6a3asibHOM MembpaHe KOXKu)»
(Bullous Dermatosis Diagnostics profile (antibodies to epidermis
desmosomes, antibodies to skin basal membrane))

[0 12 p.a.

4670

14.9. AyTOMMMYHHbIE NOpaXeHUs XKenyao4YHo-KuMwe4vHoro TpakTa. Llennakus

AHTUTENa K sHAomu3uio, IgG (Anti-Endomisial Antibodies, IgG,
EMA)

£0 10 p.a.

1530




AHTUTENa Knacca IgA K sHAOMU3UNIO (AHTUIHAOMU3UNHDIE

09 p.A. 1330
aHtTuTena, ADMA) (Anti-Endomysial Antibodies, Anti-EMA, IgA) A0 2 P-A
AHTUTENa K NapueTanbHbIM KNeTKam KenyaKa, 1gG (Parietal Cell
09 p.A. 1600
Antibodies, PCA, Ig G) Ao = P-4
AHTUTena Knaccos IgA n I1gG K pe Anti-Reticulin
vren gA 1 1gG K peTukyauHy (Anti iculi 109 pa. 1910
Antibodies, ARA, IgA, IgG)
AHTUTena Knacca IgG K geammanpoBaHHbIM NeNTUAAM rMagmHa
. . - . . £o5p.4. 930
(Anti-Deaminated Gliadin Peptide, Anti-DGP, I1gG)
AHTUTena Knacca IgA K feamnanpoBaHHbIM NenTuaam rnmagmHa
. . s . . 40 5 p.A. 1010
(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA)
AHTUTeNna Knacca IgA K TKaHeBoOM TpaHcratoTamuHase (Anti-Tissue
. . . . £o5p.4. 1270
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)
AHTUTeNa Knacca IgG K TKaHeBo TpaHcratoTamuHase (Anti-Tissue
. . . . £o 5 p.a. 1260
Transglutaminase Antibodies, Anti-tTG, tTGA, IgG)
AHTUTENa Knacca lgG K BHyTpeHHemy pakTopy Kactna (Anti-Intrinsic
. g. vp . y.d) Py ( 8o 12 p.a. 1380
Factor, IFAb, Intrinsic Factor Antibodies, 1gG)
AHTUTena Knacca IgG K caxapomuuetam (AMarHocTnka 6o1e3Hu
. - o £0 9 p.Aa. 1280
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gG )
AHTUTeNa Knacca IgA K caxapomuueTtam (anarHoctuka 6onesHn
. .. . . 009 p.4. 1310
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA )
AHTUTena Knacca IgA kK untonnasme Hentpodpunos (AHLIA) (Anti-
. . . . 009 p.A4. 1330
Neutrophil Cytoplasmic Antibodies, ANCA, IgA)
JnarHocTnKa ayToMMMYHHOro NnaHKkpeaTuTa u apyrux lgG4-
accouumpoBaHHbIx 3abonesaHnit (Diagnosis of Autoimmune 0o 12 p.a. 1680
Pancreatitis and other IgG4-Related Diseases)
CepogmMarHoctTMka ayToMMMYHHOIO racTpuTa U NePHULMO3HOM
aHemuu (AT K napuveTanbHbIM KNETKaM Kenyaka; AT K no 12 p.a. 3130
BHyTpeHHeMy dakTopy KacTna)
CepopmarHoctuka 6onesHn KpoHa u Hecneundpuyeckoro
A3BeHHoro Koauta (HAK) (AHLUA/pANCA, cANCA, 1gG; AHUA/ANCA, [09p.A. 4955
IgA; ASCA, IgG, IgA)
e/MaKnsA, CeposIorMYeckuii CKPUHUHT (AT K saHaomu3unio, IgA; AT K
4 P P ( A & n09p.a | 2265
AeaMManpoBaHHbIM NeNTUAAM rnaauHa, 1gG; I1gA obu.)
Llenuakus, ceponornyeckasn anarHoctuka (AT K sHgomusuio, IgA;
AT K TKaHeBOW TpaHcrayTamuHase, IgA, IgG; IgA obw.) [0 9 p.a. 3750
AHTUTena Knaccos IgA 1 1gG K 60KaNOBUAHbBIM KNeTKam
KULLIeYHMKa, cymmapHo (Anti-Intestinal Goblet Cells Antibodies, 0o 8 p.a. 2130
GAB, IgA, I1gG, Total)
AHTUTENa Knaccos IgG u IgA K GP2 aHTUreHy LeHTpOoauUMHAPHbIX
8 vg . y Hertpoatintap 0o 8 p.4. 2175
KNEeTOK noaxKenyaovyHoi Kenesbl (Anti-GP2)
AHTMTENa K auMHAPHbIM KNeTKam noaxKenyaovHon xenesbl, 1IgG u
IgA cymmapHO (aHTUTENA K SK30KPMHHOM YacTu NoaxKenya04HoM
. . . . . bo 8 p.4. 1315
»enesbl, Autoantibodies against Exocrine Pancreas, Pancreatic
Antibodies, PAB)
AHTUTENA K 3HTEpoLuMTam, Knacca IgG 0o 8 p.4. 2 300
Ceponormyecknin CKPUHUHr Lenmakmm (Serological screening of
P P 4 ( & 8 no5pa | 1405

celiac disease)

14.10. AyTOMMMYHHbI€ NOpPaXXeHUsI NeYeHU




AHTUTENA K MUTOXOHAPMAM, IgG (Mitochondrial Antibodies, AMA,
1gG)

0o 9 p.4.

1660

AHTUTeNa K rnagxkon myckynaType, 1gG (Smooth Muscle Antibodies,
SMA, ASMA, 1gG)

0o 9 p.4.

1730

AHTUTENA K MUKPOCOMaM ne4veHun 1 noyek, IgG (anti-liver kidney
microsomal antibody, anti-LKM, 1gG)

0o 9 p.4.

1790

MaHenb aHTUTEN KNacca IgG npu ayTOMMMYHHbIX 3a601eBaHUAX
nedyeHu (AT K aHTMureHam AMA-M2, M2-3E, Sp100, PML, gp210,
LKM-1, LC-1, SLA/LP, SSA/R0-52), ummyHo610T (Autoimmune
Disease Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210,
LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG, Immunoblotting)

0o 9 p.4.

4160

AHTUTeNa Knacca IgG K acManornnMkonpoTeMHOBOMY peLenTopy
(aHTN-ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor,
Anti-ASGPR, 1gG)

no 12 p.a.

1960

14.11. AyToMMMyHHbIE HEBpOrioruyeckme 3aboneBaHus

AHTUTena K akBanopuHy 4 (NMO), I1gG

[0 12 p.a.

2 600

AHTUTeNna Knacca IgG K ckenetHbiMm mbliiuam (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, 1gG)

£0 10 p.a.

1460

AHTUTeNna Knaccos 1gG 1 IgM K raHrnMosnaam (naiH-6101: GM1;
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQlb,
cynbdaTtnabl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1lb
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies
Panel, Total)

009 p.4.

5640

MwuosuT-cneunduyHble aHTUTENa Knacca IgG (naiH-6n10T: Mi-2, Ku,
PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-
Specific Panel)

009 p.4.

4 600

AHTUTENA K aUEeTUIX0IMHOBOMY peuenTopy (AxP, aAnarHoctuka
MuacteHun), cymmapHo (Acetylcholine Receptor Antibodies, Anti-
AChR, Total)

0012 p.a.

6020

AHTUHelpoHanbHble aHTUTeNa Knacca IgG (naH-6n0T: Hu (ANNA1),
Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amdundpusun) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), Amphiphysin))

409 p.4.

6 140

AHTuTena Knacca IgG NMDA (N-meTtun-D-acnapTart) rayTamaTHomy
peuenTtopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor
Antibodies 1gG)

409 p.4.

4620

AnTuTena Kk NMDA ranytamaTtHomy peuentopy, 1gG, onpeaeneHue B
nukeope (aHTU-NMDAR IgG, N-methyl-D-Aspartate Receptor
Antibodies, CSF)

009 p.4.

4690

OnuroknoHanbHbIl IgG B IMKBOPE (LepebpocnmMHanbHOM
KMAKOCTU) U cbiBOpOoTKe KpoBsu (Oligoclonal IgG, Cerebrospinal
Fluid (CSF), Serum)

bo 8 p.4.

4480

CBO6OAHbIE NETKME Lienu UMMYHOT100yIMHOB Kanna u nsmbaa B
nukeope (Cerebrospinal Fluid Concentration of Immunoglobulin
Free Light Chains)

00 10 p.a.

1590

AHTUTENA K MUEeNUHY IgG, meToz Henpamoi
nmmyHootoopecueHumm (Anti-myelin antibody, IgG, IF)

no 7 p.A.

1500

AHTUTeNna K LGI1 1 CASPR2 (KOMNOHEHTbI KOMNAEKCa KanneBsblx
KaHanos), IgG, cbiBopoTKa Kposu (VGKC-associated proteins LGI1
and CASPR2 antibodies, serum)

009 p.4.

6775




AHTUTena K LGI1 1 CASPR2 (KOMNOHEHTbI KOMMJIEKCA KaMeBbIX

KaHanos), IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 | a0 9 p.A. 6775
antibodies, CSF)
AHTUTENa K peuentopam HelipoHos Tunos NMDA,CASPR, LGI,
AMPA1, AMPA2, GABAR1 knacca IgG, pasgenbHo, onpegeneHme 8 | oo 9 p.Ao. 14 970
CbIBOPOTKE
AHTUTeNa K peuentopam HelipoHos Tunos NMDA,CASPR, LGI,
AMPA1, AMPA2, GABAR1 knacca IgG, pasgenbHo, onpegeneHne 8 | 4o 9 p.Aa. 15120
NIMKBOpEe
AHTUHelpoHanbHble aHTUTEN], IgG, MeToa, HENPAMOIA
nmmyHoodnyopecueHumm (Neuronal antibodies, IgG, Indirect 0o 9 p.a. 3640
immunofluorescence (IIF))
AHTUTENA K MblLIEeYHO-Ccreymdryeckoi TUPO3MHKNHA3E (aHTK-
MuSK) B cbiBopoTKe KpoBM, (Muscle-specific tyrosine kinase (MuSK)| o 9 p.a. 6 030
antibody)
KomnnekcHoe uccnegoBaHue A1a UCNONb30BAHWA B ANArHOCTUKeE
paccesaHHOro CKAepo3a: onpeaeneHne oanroknoHanbHoro IgG
. no 12 p.a. 6280

(nnkBOP, CbIBOPOTKA) U CBOBOAHDLIX NErKUX Lienei
MMMYHOTN06Y/IMHOB (NMKBOP)
UccnepnoBaHWe KOHULEHTPaUMK GpaKTop pocTa sHAOTENUA COCYA0B 107 pa, 5 490
(VEGF)
AHTUTENA K MUENIMH-aCCoOLUNMPOBAHHOMY ranKonpoTenHy (MAG) 107 pa, 4390
AHTUTENna K GM1 raHrnmosmgy knaccos IgG u IgM no7p.4. 3390

14.12. AytouMMyHHble 3a6oneBaHuA NerkMx U cepaua
AHTUTENA Knacca 1gG K cepaeyHol MyFKynaType (.Mmo.Kapp,y), 1010p.a | 1210
aHTUMMOKapAuManbHble aHTuTena (Anti-Heart Antibodies, 1gG)
AKTUBHOCTb aHI'MOTeH3l.4H-I'IpG?‘Ban.I,aIOLL.I,er0 bepmenTa (ANDP) 104 pa, 5 260
CbIBOPOTKM KpoBu (Angiotensin Converting Enzyme, ACE, Serum)
HeonTtepuH (HM) B cbiBopoTKe KpoBu (Neopterin, Serum) 0o 12 p.a. 1835
BOCI'IaI'IMTEHbHI:Ie MuoKapamnonatum (AT K mutoxoHapuam (AMA), 1012pa. | 2900
AT K cepaeyHoli MyckynaTtype)

14.13. UMMyHHBbIE TPOMOOLMTONEHUN
AHT.MTEI'I.a Knacca K.IgG Tpomboumntam, Henpsimol TecT (Platelet n012pa | 3410
Antibodies IgG, Indirect)
15. ANNIEPTONIOMMYECKUE UCCIEQOBAHUA

15.1. Annepronoruyeckue uccrnepnoBaHusi, tTexdHonorus ImmunoCAP
MneceHb Alternaria alternata (m6) Igg, ImmunoCAP 0o 5 p.a. 1010
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 0o 5 p.a. 2690
MneceHb Aspergillus fumigatus (m3) IgE, ImmunoCAP 0o 5 p.a. 980
Candida albicans (m5) IgE, ImmunoCAP 0o 5 p.a. 1090
Cladosporium herbarum (m2) Igg, ImmunoCAP 0o 5 p.a. 1090
Malassezia spp. (m227) IgE, ImmunoCAP 0o 5 p.a. 1290
Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 0o 5 p.a. 1090
Phadiatop Infant ImmunoCAP, IgE 0o 5 p.a. 3070
Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, 105 p.a, 1290
ImmunoCAP)
ABokapgo (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, 105 pa, 190
ImmunoCAP)
Anbda-naktanbbymun (nBos d4) (f76) IgE, ImmunoCAP 0o 5 p.a. 3330




AM6p0o3ua BbiCOKan, NoAbIHOAMUCTHasA, nNAmb al (w230) IgE,

ImmunoCAP A0S P-A. 2730
AHaHac (f210) Ig, ImmunoCAP 0o 5 p.a. 920
AnenbcuH (f33) IgE, ImmunoCAP 0o 5 p.a. 1090
Apaxuc (f13) IgE, ImmunoCAP 0o 5 p.a. 980
Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, 105 p.a, 1790
ImmunoCAP)

BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, 209 p.a, 1790
IgE, ImmunoCAP)

BaHaH (f92) IgE, ImmunoCAP 0o 5 p.a. 1090
BbapaHuHa (f88) IgE, ImmunoCAP 8o 5 p.a. 1290
Bepesa (t3) IgE, ImmunoCAP 0o 9 p.a. 840
:Sr:pr:fjso6cc:>:p,asqaraﬂ, rBet v1/PR-10 6enok (t215) IgE, 105 p.a 5 880
Bbepesa 6opoaaByaTas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP 8o 5 p.a. 2710
BeTta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 0o 5 p.a. 2 690
Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea 209 p.a 1990
(f260), 1gE, ImmunoCAP)

BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE,

ImmunoCAP) ° ' ° Ao p-A. 1050
FrosaauHa (f27) Igk, ImmunoCAP 8o 5 p.a. 1090
Mpeuuxa (f11), IgE, ImmunoCAP 0o 5 p.a. 980
pr?u (maMHMHI?OHbI) (f212), 1gE, ImmunoCAP (Mushrooms, 209 p.a 920
Agaricus hortensis, IgE, ImnmunoCAP)

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE,

Ir[:\\r/nunoCAP) : ' : Ao>pA- | 1060
OomalwHsa nbinb (Greer Labs.) (h1) IgE, ImmunoCAP 80 5 p.a. 1090
JomawHsa nbinb (Hollister —Stier) (h2) IgE, ImmunoCAP 0o 5 p.a. 1090
Iﬁlrf])rcz‘t::lclikapcwe (Saccharomyces cerevisiae) (f45) IgE, 205 p.a 1090
3emnaHuKa, KnybHuka (f44) IgE, ImmunoCAP 0o 5 p.a. 1090
KaseunH, monoko (nBos d8) (f78) IgE, ImmunoCAP 0o 5 p.a. 2350
Kakao (f93) IgE, ImmunoCAP 80 5 p.a. 1090
Kanycta 6enokovaHHas (f216) IgE, ImmunoCAP 0o 9 p.a. 1290
KapTtodens (f35) IgE, ImmunoCAP 80 5 p.a. 1090
Kueu (f84) IgE, ImmunoCAP 0o 9 p.a. 1090
Kneuw, gomawHe#n noiaun / D. farina (d2) IgE, ImmunoCAP 80 5 p.a. 1090
Kneuw, aomatiHert noinum / D. pteronyssinus (d1) IgE, ImmunoCAP 0o 5 p.a. 1160
Komap (i71) IgE, ImmunoCAP 80 5 p.a. 1060
Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, 105 p.a, 1090
ImmunoCAP)

Kowka, rFel d1 (e94) IgE, ImmunoCAP 0o 5 p.a. 2730
Kowka, nepxotb (el) IgE, ImmunoCAP 0o 5 p.a. 950
KpeseTka (f24) IgE, ImmunoCAP 0o 5 p.a. 980
Kypuua, nepo (e85) IgE, ImmunoCAP 0o 5 p.a. 1090
Natekc (k82) IgE, ImmunoCAP 0o 5 p.a. 1090
NumotH (f208) IgE, ImmunoCAP 0o 5 p.a. 1090
Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 0o 9 p.a. 1290
ManwuHa (f343), Ig, ImnmunoCAP (Raspberry, Rubus idaeus, IgE, 105 p.a 1090

ImmunoCAP)




MaHpaapuH (f302) IgE, ImmunoCAP 0o 5 p.a. 1090
Mwungans (f20) IgE, ImmunoCAP 0o 5 p.a. 1090
Monoko Ko3be (f300) IgE, ImmunoCAP 0o 5 p.a. 1090
Monoko KopoBbe (f2) IgE, ImmunoCAP 0o 5 p.a. 1090
Mopkosb (f31) IgE, ImmunoCAP 0o 5 p.a. 1090
Msco kypuupl (f83) IgE, ImmunoCAP 0o 5 p.a. 1090
OBanbbymuH, anbbyMunH AnYHbIA, nGal d2 (f232) IgE, ImmunoCAP 105 pa, 2 690
Osec (f7) IgE, ImmunoCAP 0o 5 p.a. 1090
Osomykouna, nGal d1 (f233) IgE, ImmunoCAP 0o 5 p.a. 2 690
OBcaHuua nyrosas (g4) IgE, ImmunoCAP 8o 5 p.a. 1090
Orypeu, (f244) IgE, ImmunoCAP 0o 9 p.a. 860

OayBaHUYMK 06bIKHOBEHHbIM (W8) IgE, ImmunoCAP 8o 5 p.a. 1090
MNeHnumnnmH G (cl1) IgE, ImmunoCAP 0o 5 p.a. 1180
Mepcuk (f95) IgE, ImmunoCAP 00 9 p.a. 1290
MNoaconHeyHuk (w204) IgE, ImmunoCAP 0o 5 p.a. 1290
MonbiHb 06bIKHOBEHHas (w6) IgE, ImmunoCAP 8o 5 p.a. 1140
MonbiHb 06bIKHOBEHHaSA, nArtvl (w231) IgE, ImmunoCAP 0o 5 p.a. 2710
MonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE, ImmunoCAP 8o 5 p.a. 2710
Momuaop (f25) IgE, ImmunoCAP 0o 5 p.a. 1090
Monyraii, nepo (€213) IgE, ImmunoCAP 8o 5 p.a. 1160
Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP 0o 5 p.a. 1290
Mwenwnua (f4) Ig, ImmunoCAP 8o 5 p.a. 1580
Puc (f9) Igk, ImmunoCAP 0o 5 p.a. 1090
Poxb (f5) IgE, ImmunoCAP 8o 5 p.a. 1290
Pomauka (w206) IgE, ImmunoCAP 0o 5 p.a. 1290
CBuHuMHa (f26) IgE, ImmunoCAP 80 5 p.a. 920

I(er:qcubnzjz:/;eppreHos aomauwHen nbinum (Hollister-Stier) (hx2) IgE, 105 p.a, 1630
Cmecb annepreHoB naeceHun (mx2) Igg, ImmunoCAP 005 p.a. 1630
Cmecb annepreHoB nbinbubl Aepesbes (tx9) IgE, ImmunoCAP [0 5 p.a. 1630
Cmecb annepreHoB Nbiablbl COPHbIX Tpae (wx1) IgE, ImmunoCAP 005 p.a. 1710
Cmecb geTckux nuwesbix annepreHos (fx5) IgE, ImmunoCAP 80 5 p.a. 1570
Cmecb nuueBbix annepreHos (fx15) IgE, ImmunoCAP 0o 5 p.a. 1490
Cmecb nuweBsbix annepreHos (fx21) Ig, ImmunoCAP 00 9 p.a. 1590
CMecb NbiNbLbl PaHHELBETYLMX NyroBbix Tpas (gx1) IgE, 205 p.a, 1630
ImmunoCAP

CmopoanHa KpacHas (f322) Ig, ImmunoCAP 0o 9 p.a. 1290
Cobaka, rCanf 1 (e101) Ig, ImmunoCAP 80 5 p.a. 2 690
Cobaka, nepxoTb (e5) IgE, ImmunoCAP 0o 5 p.a. 950

Coesble 606bI (f14) IgE, ImmunoCAP 0o 5 p.a. 980

TapakaH pbixkuit (npycak) (i6) IgE, ImmunoCAP 0o 9 p.a. 1290
Tumodeeska nyrosas (gb) IgE, ImmunoCAP 009 p.Aa. 990

Tumodeeska nyrosas, rPhl pl, rPhl p5 (g213) IgE, ImmunoCAP 0o 5 p.a. 2990
Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 0o 5 p.a. 2710
Tpecka atnaHtuyeckas (f3) Igk, ImmunoCAP 0o 5 p.a. 1010
Tpuntasa, ImmunoCAP 00 6 p.4. 3520
ToikBa (f225) IgE, ImmunoCAP 0o 5 p.a. 920

dopmanbaerng / popmannd (k80) IgE, ImmunoCAP 009 p.a. 1290
dyHayk (f17) IgE, ImmunoCAP 0o 5 p.a. 1090




XnoprekcuauH (c8) IgE, ImmunoCAP 0o 9 p.a. 1290
Yait nucrosoit (f222) IgE, ImmunoCAP 0o 5 p.a. 1090
YecHok (f47) IgE, ImmunoCAP 0o 9 p.a. 1290
A6noko (f49) IgE, ImmunoCAP 0o 5 p.a. 1090
Aa ocbl naTHucTol (i2) IgE, ImmunoCAP 0o 5 p.a. 1090
An nuensl megoHocHoM (il) IgE, ImmunoCAP 0o 5 p.a. 1160
AnuHblii 6enok (f1) IgE, ImmunoCAP 0o 5 p.a. 1090
AnuHbli xkentok (f75) IgE, ImmunoCAP 0o 5 p.a. 1090
Phadiatop ImmunoCAP, IgE [o 5 p.a. 3620
MonbiHb ropbKas (w5) IgE, ImmunoCAP 0o 5 p.a. 1090
Cobaka, rCan f 2 (e102) Ig, ImmunoCAP 8o 5 p.a. 2670
Nunsoumm siua, nGal d4 (k208) IgE, ImmunoCAP 0o 5 p.a. 2 690
Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 00 9 p.a. 2 690
Bblunii cbIBOPOTOYHbIM anbbymuH, nBos d6 BSA (e204) IgE, 105 p.a, 5 930
ImmunoCAP
Osua, anutenuii (e81) Igk, ImmunoCAP 0o 5 p.a. 920
CTadnNOKOKKOBbIV 3HTEPOTOKCKH A, IgE (Enterotoxin A 103 KA 920
(Staphylococcus aureus), IgE, m80)
CTadnNOKOKKOBbIV 3HTEPOTOKCHH B, IgE (Enterotoxin B 103 KA 920
(Staphylococcus aureus), IgE, m81)
O6wwmi Ig E ImmunoCAP 0o 5 p.a. 920
Cmecb annepreHoB nnecHesbix rpnbkos (mx1) IgE, ImmunoCAP 405 p.a. 1270
Anuo KypuHoe (f245), IgE, ImmunoCAP (Whole egg (f245), IgE,
ImmuanéAP) ° * : A0S P-A. 945
rmoteH (f79), IgE, ImmunoCAP (Gluten (f79), IgE, ImmunoCAP) 8o 5 p.a. 945
I(:I\r;lnlt\eﬂcsl\a]g/éiireHos 3aNUTENNA LOMALLHUX XUBOTHBbIX, Ig E (mix ex1), 205 p.a, 1690
Kowka (al‘lb6yMMH'CbIBOpOTKM), rFel d2 (e220) Ig, ImmunoCAP 105 p.a, 1990
(Cat (serum albumin) rFel d2 (e220) IgE, ImmunoCAP)
Cmecb annepreHoB Nbifblbl COPHbIX TPaBg, Ig E (mix wx2),
ImmunoCAP (Allergen mix of weed pollen, IgE (mix wx2), 0o 5 p.a. 3390
ImmunoCAP)
MaHenb "Ik3ema" IgE, ImmunoCAP (Panel "Eczema"IgE,
ImmunoCAP)

4o 5 p.a. 5990
KoHanbbymuH sinua, nGal d3 (f323) IgE, ImmunoCAP 0o 5 p.a. 2390
Cmecb annepreHoB mAca (fx73) IgE, ImmunoCAP 809 p.A4. 1590
CTadMNOKOKKOBbINM 3HTEepOoTOKCMH B (m81) IgE, ImmunoCAP 0o 9 p.a. 1290
CTadnNOKOKKOBbIN 3HTEpPOTOKCMH A (m80) IgE, ImmunoCAP 009 p.Aa. 1290
TpPONOMMO3MH Knewen 4OMALIHEN NblAKU, anleprokoMnoHeHT IgE
(ImmunoCAP), d205 rDer p10 (Dust mite tropomyosin, IgE allergen | go 5 p.a. 5490
component (ImmunoCAP), d205 rDer p10)
AnneprokomnoHeHT d203 - Knew, gomawHen nbinum rDer p 2, IgE
(ImmunoCAP) (Allergen component d203 - Dust mite rDer p 2, IgE 80 5 p.a. 5490

(ImmunoCAP))




AnneprokomnoHeHT d202 - Knew, gomawHen noinm nDer p 1, IgE

(ImmunoCAP) (Allergen component d202 - Dust mite nDerp 1, I1gE | ao 5 p.a. 5490
(ImmunoCAP))
0] , 6
npeseneHne anneprum K anutennto, 6ea1Kkam CbIBOPOTKU U MOUN 105 p.a, 1990
Mbiwn (e88), IgE, ImmunoCap
MaHensb "Actma/puHunT B3pocabie" IgE, ImmunoCAP
[o 5 p.a. 7 990
Amb6 , wl, IgE, | CAP (C d
M poav‘m BbICOK.a'F.I w gE, Immuno (Common ragwee 109 p.a. 990
(Ambrosia artemisiifolia), IgE, ImmunoCAP)
MaHensb "Actma/puHut getn" IgE, ImmunoCAP
005 p.a. 8 090
0] t14, IgE
npeaeneHune anneprum K Tonosto TpexperpaHHomy t14, Igk, 105 p.a, 1790
ImmunoCap
0] “ rPhl pl (g205
npeaenexHve anneprum K Tumodeeske nyrosoi rPhl pl (g205), 105 p.a, 1990
IgE, ImmunoCap
OnpeaeneHne anneprum K pxu nocesHon gl2, Igk, ImmunoCap 405 p.a. 1290
OnpegeneHune anneprun kK nebege (wis), IgE, ImmunoCap 80 5 p.a. 1290
OnpeaeneHue anneprum K ackapuae (pl) Igk, ImmunoCAP 005 p.a. 1290
0 tx6, IgE,
npeseneHune anaeprum K CMecu nbliblbl epeBbes tx6, Ig 109 p.a, 1490
ImmunoCAP (Tree pollen (tx6), IgE, ImmunoCAP)
0 70, IgE,
npeseneHune anneprum K CMecu snUTeNNs }XUBOTHbIX €X g 105 p.a. 1490
ImmunoCAP (Rodents (ex70), IgE, ImmunoCAP)
0 7, IgE,
npeseneHve anaeprum K CMecu nblablbl Tpas wx7, Ig 105 p.a. 1490
ImmunoCap (Weed pollen (wx7), IgE, ImmunoCap)
o 6 228, IgE,
npegenexHue annegrmm K NNecHeBbIM rpubkam m g 105 p.a. 1490
ImmunoCAP (Aspergillus flavus (m228), IgE, ImmunoCAP)
OnpegeneHue anneprum K kKunayeHomy mosoky 231, Igk,
05p.a. 1490
ImmunoCAP 0> p-A
Onpegenexuve anne Ambpo3unm 06 OBEHHOM
npegenexHve anneprum K AM6po3nn obbIKHOBEHHOM 105 p.a. 1290
(ronomenbyatasn) w2, IgE, ImmunoCAP
OnpegeneHue anneprum K exxe cbopHoi, g3, Ige, ImmunoCAP 0o 5 p.a. 1290
OnpepneneHue anneprum K bepese 6opoaasyatoii, rBet v2 (t216),
pes p p poA (t216) 105p.a | 1990
IgE, ImmunoCAP
OnpepgeneHune anneprum K anutenmio xomsaka e84, Ige, ImmunoCAP
pea P & 009 p.4. 1490
OnpegeneHune anneprum K Knewy agomatwHer noiam (d3), IgE,
ImmunoCap (Dermatophagoides microceras (House dust mite) 0o 5 p.a. 1290
(d3), 1gE, ImmunoCap)
OnpepeneHune annepruu K bepese t220, rBet v4, IgE, ImmunoCa
pea P P & P | sospa | 199

(Birch (t220), Igk, ImmunoCap)




OnpeaeneHne anneprum K rpeukomy opexy (f256), Ige, ImmunoCap

(Determination of allergy to Walnut (f256), IgE, ImmunoCap) 0o 5 p.a. 1490
0] 4, IgE,

npeseneHne anaeprum K CMecu Nbliblbl 3/1aKOBbIX TPaB gx4, Ig 105 p.a, 1490
ImmunoCAP (Grass pollen (gx4), IgE, ImmunoCAP)
OnpeaeneHne anneprum K Kneuy gomatHen noinun d74, Igk,
ImmunoCAP (Euroglyphus maynei (House dust mite) (d74), IgE, 0o 5 p.a. 1490
ImmunoCAP)
O 5), IgE, | C R

npeaeneHuve annepruu K nneseny (gs), Igk, ImmunoCap (Rye 105 pa, 1290
grass (g5), IgE, ImmunoCap)
OnpegaeneHue anneprum K naecHesblm rpubam Aspergillus niger
(m207), IgE, ImmunoCap (Aspergillus niger (m207), IgE, 0o 5 p.a. 1990
ImmunoCap)
0] f203), IgE, | C

|j|pep,e'neHv1e anneprum K pucrawwkam ( ), IgE, ImmunoCap 105 p.a, 1990
(Pistachio (f203), Ig, ImmunoCap)
0] f235), IgE, | Cap (Lentil

npeaeneHune anneprum K yedesmue ( ), IgE, ImmunoCap (Lenti 105 p.a, 1390
(f235), IgE, ImmunoCap)
0] 2), IgE

npeseneHune anaeprum K CBMHopoto nanbyatomy (g2), IgE, 105 p.a, 1790
ImmunoCap (Bermuda grass (g2), IgE, ImmunoCap)
OnpeaeneHue anneprum K notawHuky (wll), Igg, ImmunoCap 005 p.a. 1290
OnpegeneHuve anneprum K akaumm (t19), Ig, ImmunoCap 8o 5 p.a. 1290
0] 73), IgE,

npeaeneHne anneprum K UHCYAnHy Yenoseveckomy (c73), Ig 105 p.a, 1490
ImmunoCap
0] 6 f18), IgE,

npegenexHue anneprum K 6pasuaockomy opexy (f18), Ig 105 p.a, 1790
ImmunoCap
0] 9),

npeaeneHne anneprum K NogopPoXKHUKY NaHUeToBUAHOMY (W9) 105 p.a, 1790
IgE, ImmunoCap
0] 6 f309), IgE, | C

npeaeneHune anneprum K HyTy bapaHoemy ( ), IgE, ImmunoCap 105 p.a, 1390

OnpepeneHue anneprum K macy nHaenku (f284), Igg, ImmunoCap

b0 5p.4.

OnpeaeneHne anneprum K nepxotm Kopossl (e4), IgE, ImmunoCap

005 p.4. 1290
OnpepaeneHne anneprum K ceMmeHu noacosiHedHuka (k84), Igk, 105 p.a. 1290
ImmunoCap
OnpepeneHue anneprum K opexy Kewwbto (f202), IgE, ImmunoCap 009 p.4. 1290
OnpegeneHune anneprum K kKykypyse (f8), IgE, ImmunoCap 80 5 p.a. 1290
OnpepeneHue anneprum K aHnsakuge (p4), Ige, ImmunoCap 005 p.4. 1290
OnpepeneHuve anneprum K BuHorpaay (f259), Ig, ImmunoCap 80 5 p.a. 1290
OnpegeneHune anneprum K Kneny aceHennctHomy (t1), Igk, 105 pa. 1290
ImmunoCap
OnpegeneHune anneprum kK cmecu 60608bIX 1 osoluel (fx13), IgE, 105 pa. 1290
ImmunoCap
OnpegeneHune anneprumn K TMCOXBOCTy nyrosomy (g16), IgE, 105 pa. 1290
ImmunoCap
OnpegeneHune anneprum K Kykypyse (g202), IgE, ImmunoCap £o 5 p.a. 1290
AnnepreH i8, Monb, IgE, ImmunoCap 0o 5 p.a. 1290
AnnepreH €201, KaHapeika gomalwHss, IgE, ImmunoCap [0 5 p.a. 1290
OnpeaeneHune anneprumn Kk mapu 6enoii (wl0), Igg, ImmunoCap 0o 5 p.a. 1290
Annepren f214, WnuHar, IgE, ImmunoCap [0 5 p.a. 1290




OnpepeneHue anneprum K xnonky (o1), Igk, ImmunoCap £o5p.4. 1290
OnpeaeneHue anneprum K xypme (f301), IgE, ImmunoCap 0o 5 p.a. 1290
A 2 b IgE, | El 2 IgkE

nnepreH t205, BysunHa yepHas, IgE, ImmunoCap (Elder (t205), IgE, 105 pa, 1290
ImmunoCap)
OnpepeneHue anneprum K Tumodeeske Phl p 5b (g215), IgE,

. £o5p.A4. 2490

ImmunoCap (Timothy grass Phl p 5b (g215), IgE, ImmunoCap)
o f87), IgE, | Mel

npenenexHue annepruu K asiHe (f87), IgE, ImmunoCap (Melon 105 pa, 1290
(f87), IgE, ImmunoCap)
o " (t12), Igk, |

npep,eneHme annepruu K mee Kosbei (t12), Igk, ImmunoCap 105 pa, 1290
(Willow (t12), IgE, ImmunoCap)
A A IgE, | A icilli

nnepreH c6, AmokcuumnnnuH, Ige, ImmunoCap (Amoxicillin (c6), 105 pa. 1290
IgE, ImmunoCap)
0] 4

npeaeneHne anaeprum K CMecwu Nbliblbl 3/1aK0BbIX TpaBs (gx4), 105 pa, 1990
IgE, ImmunoCAP
o " 201), IgE

npeaeneHuve annepruu K Kaeuly gomatuHein noinm (d201), IgE, 105 pa. 1290
ImmunoCap
OnpegeneHune anneprum kK cmecu poibbl (fx74), IgE, ImmunoCAP 0o 5 p.a. 1290
0] " 6), IgE

npeseneHne anneprum K permoHanbHon cmecu (rx6), Igk, 105 p.a, 1290
ImmunoCap
0] t23), IgE

npeseneHune anneprum K Kunapucy sevyHoseneHomy (t23), Igk, 105 p.a, 1290
ImmunoCap
OnpeaeneHue anneprum K nocteHHuue (wl19), Igk, ImmunoCap 405 p.a. 1290
o 6 215), IgE, | C

npeaeneHve anneprum K nepbam ronyos (e215), Igk, ImmunoCap 105 pa, 1990
OnpegeneHue anneprumn K duHmnkam (f289), Ig, ImmunoCap 0o 5 p.a. 1290
0 " (wi4), IgE

npeaeneHune annepruum K wWnpunue Konocucron (wid), Igk, 105 p.a, 1290
ImmunoCap
0 70), IgE, | C

npegeneHuve anneprum K rycto (nepo) (€70), Ig, ImmunoCap 105 p.a, 1290
(Goose feathers (e70), IgE, ImmunoCap)
0 72), IgE

npeaeneHune anneprum K cmecu I'!epb‘il nTuy, (ex72), IgE, 105 p.a, 1290
ImmunoCap (Allergen ex72, Cagebirds, IgE, ImmunoCap)
o f204), IgE, | Cap (Trout

nlpe,u,eneHme anneprum K dopenu ( ), IgE, ImmunoCap (Trout, 105 p.a, 1290
Rainbow trout (f204), IgE, ImmunoCap)
0] f218), IgE

npegenexHuve ann.eprMM K KpacHomy nepuy (nanpuka) ( ), 1gE, 105 p.a, 1290
ImmunoCap (Paprika/Sweet Pepper (f218), IgE, ImmunoCap)
0] " f236), IgE

npeaenexHve am?eprvm K MOJIOYHOM CbIBOPOTKE ( ), IgE, 105 p.a, 1290
ImmunoCap (Cow's whey (f236), IgE, ImmunoCap)
0 f255), IgE, | C Pl

npegeneHuve anneprum K camee ( ), 1gE, ImmunoCap (Plum 105 p.a, 1290
(f255), IgE, ImmunoCap)
o f277), IgE, | C Dill

npegeneHuve anneprum K ykpony ( ), 1gE, ImmunoCap (Di 105 p.a, 1290
(f277), IgE, ImmunoCap)
0] f280), IgE, | C

npeaeneHuve anneprum K YepHomy nepuy ( ), IgE, ImmunoCap 105 p.a, 1290
AnnepreH f81, Coip Yepnaep, IgE, ImmunoCap [0 5 p.a. 1290
Annepren f82, Cbip ¢ nneceHbto, IgE, ImmunoCap £o 5 p.a. 1290
Annepren f86, NeTpyuwkKa, IgE, ImmunoCap [0 5 p.a. 1290
0] fx26), IgE,

npegeneHvne anneprum K cMecu nuiuesble NpoaykTol (fx26), Ig 105 p.a. 1290
ImmunoCap (Allergen fx26, Food, IgE, ImmunoCap)
0 " (g14), IgE, | C

npegeneHve anneprum K ocy nocesHow (g14), Ig, ImmunoCap 105 p.a, 1290




OnpepeneHne anneprum K cmecu ambposus (wx209), Igk,

o05p.A. 1290
ImmunoCAP (Weeds (wx209), IgE, ImmunoCAP) Ao > p-A
Annepren f40, TyHeu, »entonépsbin, IgE, ImmunoCap (Tuna/Yellow
. £o 5 p.4. 1290
fin (f40), IgE, ImmunoCap)
Onpegenexune anneprumn kK Tumodeeske Phl p 7 (g210), IgE,
. £o5p.A4. 1290
ImmunoCap (Timothy grass Phl p 7 (g210), IgE, ImmunoCap)
OnpegeneHune anneprumn K Tumodeeske rPhl pl2 (g212), Igk,
. £o5p.4. 1290
ImmunoCap (Timothy grass rPhl p12 (g212), Ig, ImmunoCap)
OnpepeneHue anneprum K cmecu nneceHb (mx4), IgE, ImmunoCap
[o 5 p.a. 1290
(Allergen mx4, Moulds, IgE, ImmunoCap)
0] " (t208), IgE,
npep,eneHme.anneprMM K Mne MeNKoAUCTHOM ( ), g 105 pa. 1290
ImmunoCap (Linden (t208), IgE, ImmunoCap)
MblNbLUa COPHbIX TPaB, MUKCT (Wx5), IgE, ImmunoCap 0o 5 p.a. 1290
MacnuHbl, YyepHsbie, ceexkue (f342), IgE, ImmunoCAP 0o 5 p.a. 1290
Cmecb annepreHoB 3/1aK0BbIX Tpas (gx2), IgE, ImmunoCAP 0o 5 p.a. 1290
MweHunua nocesHasn (g15), IgE, ImmunoCap 405 p.a. 1290
Cenbapb (f205), I1gE, ImmunoCAP 0o 5 p.a. 1290
MnecHesble rpnbbl (M4), IgE, ImmunoCAP 0o 5 p.a. 1290
CocHa BeiimyToBsa (t16), IgE, ImmunoCAP 0o 5 p.a. 1290
Cnenensb (i204), IgE, ImmunoCAP 0o 5 p.a. 1290
MwuKo3bl pacteHuin (m9), IgE, ImmunoCAP 0o 5 p.a. 1290
K ", 6 87), IgE
pbica, aNUTeNnn, 6eNKN CbIBOPOTKMU U Moun (e87), IgE, 105 p.a, 1290
ImmunoCAP
15.2. AmmyHorno6ynuH E o6wmin
MmmyHOrnobynunHbl Knacca E (obwuit IgE, ummyHornobynmH E 1k 520
o06wwit) (Immunoglobulin E Total, IgE Total) A
15.3. Onpepenexnne cneuncumyeckux IgE: komnnekcHble annepronaHenu
*OTBeT No KaXaomy annepreHy U3 naHenu
CmewwaHHan naHenb Immulite (20 annepreHos: 13 pec aTo .
MeLLaHHaA NaHe b UI. ( NnepreHos pecnmnpaTopHbIX 106 p.a, 9 400
7 nuwessbix) (Food and Respiratory Panel), IgE
Manas pecnupatopHasa naHenb Immulite (10 pecnupato
Nlas pecnupaTopH FII'I‘Hﬂb ulite (10 pecnupaTopHbIX 106 p.a, 4 600
annepreHos) (Small Respiratory Panel), IgE
Manas cmelwaHHas naHenb Immulite (10 annepreHos: 7 eBblX,
Nlaf cMellaHHasA naHesb ulite ( NNepreHoBs: 7 NULLLEBbIX 106 p.a, 4500
3 pecnupaTtopHbix), IgE
MNepna eckas naHenb Immulite (20 annepreHos: 13 e
aMaTpuy KFII'IHﬂl? ' ulite ( NnepreHos MULLLEBDIX U 106 p.a, 9 990
7 pecnupaTtopHbix ) (Pediatric Panel), IgE
Pec aTopHas naHenb Immulite (20 pec ato annepreHo
I'IV.IprH A naHenb ulite (20 pecnupaTopHbIX anepreHos) 106 p.a, 9 750
(Respiratory Panel), IgE
PecnupaTopHas naHenb PROTIA Allerqy-Q (anneprus y aetei u
B3POC/IbIX, 59 pecnMpaTopHbIX U NULLEBbLIX aN/IepreHoB) 005 p.a. 6 050
(Respiratory PROTIA Allergy-Q), IgE
ATtonuueckas naHenb PROTIA Allerqy-Q - (anneprus y getei u
B3pocbIx, 43 annepreHa: 25 nuwesbix 1 18 pecnupatopHbix) (Food | apo 5 p.a. 4960
and Respiratory PROTIA Allegry-Q), IgE
Mynbtunadens PROTIA Allerqy-Q (anneprus y aeteii u B3pochnblx,
90 annepreHoOB: NULLEBbIE, PECNUPATOPHbIE, MHCEKTHbIE U Apyrve) | Ao 5 p.4. 9990
(Multipanel PROTIA Allerqy-Q), IgE
Muuiesan naHensb PROTIA Allergy-Q (anneprus y geteit u B3poc/blix,
59 nuiueBbIX M pecnMpaTopHbIx annepreHos) (Food panel PROTIA £o 5 p.4. 6 590

Allergy-Q), IgE




Anneproumn ALEX2 (Allergy Explorer 2), oo 300 anneprorectos 0o 5 p.a. 22 830
15.4. OnpepenexHue cneuncumyecknx IgE: nuweBble annepreHsbl
*O0LWwuK pe3ynbTaT No CMecu annepreHoB
Muuesan naHensb Immulite (20 nuwesbix annepreHos) (Food 106 p.a, 12 050
Panel), IgE
Manasa nuwesasa naHenb Immulite Ne1 (10 nuwieBbIX annepreHos)
(Small Food Panel), IgE A0 6 p-A. 4800
Manana nuwesasa naHenb Immulite N22 (10 nuwieBbIX annepreHos)
(Small Food Panel), IgE A0 6 p-A. 6200
Cmecb NuLLeBbIx annepreHos 1: anenscuH, 6aHaH, 1610K0, NEPCUK,
IgE (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, | no 4 p.A. 1250
Peach, IgE)*
Cmecb NULLEBbIX annepreHos 2: KUBKU, MaHro, 6aHaH, aHaHac, IgE
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, | go 4 p.a. 1250
Pineapple, IgE)*
CMecb NULLEBbLIX anNepreHoB 3: CBUHMHA, KYPUHOE MACO,
rosaanHa, 6apaHuHa, Igk (FP73 (F26, F27, F83, F88), Food Panel: 0o 4 p.a. 1250
Pork, Beef, Chicken Meat, Lamb, IgE)*
AHaHac, Igk (Pineapple, IgE, F210) [o 4 p.a. 650
AnenbcuH, IgE (Orange, IgE, F33) 0o 4 p.a. 930
Apaxwuc, IgE (Peanut, IgE, F13) 8o 4 p.a. 650
BaHaH, IgE (Banana, IgE, F92) 0o 4 p.a. 930
BbapaHuHa, IgE (Lamb, IgE, F88) [o 4 p.a. 660
BeTta-naktornobynuH, Igk (Beta Lactoglobulin, IgE, F77) 0o 4 p.a. 650
lrossauHa, IgE (Beef, IgE, F27) [o 4 p.a. 930
IpenndpyrT, IgE (Grapefruit, Ig, F209) 0o 4 p.a. 650
lpeuHeBas MyKa, IgE (Buckwheat, IgE, F11) 0o 4 p.a. 930
KasewuH, IgE (Casein, IgE, F78) 0o 4 p.a. 650
Kanycta kKouyaHHas, IgE (Cabbage, IgE, F216) 0o 4 p.a. 650
Kaptodens, IgE (Potato, IgE, F35) 0o 4 p.a. 930
Kuswu, IgE (Kiwi Fruit, IgE, F84) 0o 4 p.a. 650
Kny6Huka, IgE (Strawberry, IgE, F44) 0o 4 p.a. 650
KopoBsbe monoko, Igk (Milk, IgE, F2) 00 2 p.a. 610
Kpabsi, IgE (Crab, IgE, F23) 0o 4 p.a. 650
KpeseTku, IgE (Shrimp, IgE, F24) 0o 4 p.a. 650
KypuHoe msco, IgE (Chicken Meat, IgE, F83) 0o 4 p.a. 650
Nlumon, IgE (Lemon, IgE, F208) 0o 4 p.a. 1270
MatHro, IgE (Mango, IgE, F91) 0o 4 p.a. 650
MopkKosb, IgE (Carrot, IgE, F31) 0o 4 p.a. 930
OBcsiHasA MyKa, IgE (Oat, IgE, F7) 0o 4 p.a. 1270
Mekapckue apoxxu, IgE (Baker’s Yeast, IgE, F45) 0o 4 p.a. 930
Mepcuk, IgE (Peach, IgE, F95) 0o 4 p.a. 650
MueHble apoxsku, IgE (Brewer’s Yeast, IgE, F403) 0o 4 p.a. 660
Mpoco, IgE (Common Millet, IgE, F55) 0o 4 p.a. 540
MweHn4yHana myKa, IgE (Wheat, IgE, F4) 0o 4 p.a. 610
Puc, IgE (Rice, IgE, F9) 0o 4 p.a. 930
CBuHuMHa, IgE (Pork, IgE, F26) 0o 4 p.a. 930
Cenbpaepel, IgE (Celery, IgE, F85) 0o 4 p.a. 650
Coesble 606bI, IgE (Soybean, IgE, F14) no 4 p.a. 650
Tomarsl, IgE (Tomato, IgE, F25) 0o 4 p.a. 930




Tpecka, IgE (Codfish, IgE, F3) 0o 4 p.a. 650
ToikBa, IgE (Pumpkin, IgE, F225) 0o 4 p.a. 875
dyHayk, IgE (Hazelnut, IgE, F17) 0o 4 p.a. 650
LWokonag, IgE (Chocolate, IgE, F105) 0o 4 p.a. 650
f6noko, IgE (Apple, IgE, FA9) 0o 4 p.a. 930
AnuHblii 6enok, IgE (Egg White, IgE, F1) 0o 4 p.a. 610
AnyHbIi kenTok, IgE (Egg Yolk, IgE, F75) 0o 4 p.a. 930
Cmecb nuwesbIx annepreHos 15: anenbcuH, 6aHaH, A610Ko,
nepcuk, Ig (FP15; Food Panel 15: Orange, Apple, Banana, Peach, 00 3 K.4. 1310
IgE)
Cmecb NULLEBbIX aNnepreHoB 5: AMYHbIN 6enoK, MOOKO, TPECKa,
nweHnYHaa MyKa, apaxuc, coesble 606wbl, IgE (FP5; Food Panel 5: [0 3 K.A4. 1310
Egg White, Milk, Codfish, Wheat, Peanut, Soybean, IgE)
Poskb/ prkaHasa myka, IgE (Rye, IgE, 5) 0o 3 K.4. 1020
Kooe, IgE (Coffee, IgE, f221) 00 3 K.4. 1020
lopox, Ig (Green Pea, IgE, f12) no 3 K.4. 1020
MwuHgans, IgE (Almond, IgE, f20) 0o 3 K.A. 1020
NyK, IgE (Onion, IgE, f48) 0o 3 K.4. 1020
OayBaHuuK, IgE (Dandelion, IgE, w8) 00 3 K.4. 1020
Anbda-naktoanbbymuH, Igk (Alpha lactalbumin, IgE, f76) no 3 K.4. 605
15.5. OnpeneneHue cneumnduyeckux IgE: 6biToBbIe annepreHsbl
*O6wuK pe3ynbTaT No CMeCcU annepreHoB
Cmecb annepreHoB naecenu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria
tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1k.4. 1250
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida
albicans, Alternaria tenuis, IgE)*
MneceHb Penicillium notatum, IgE (Penicillium notatum, Igg, M1) 0o 4 p.a. 660
MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, n0dpa, 810
IgE, M2)
Mnecenb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 104p.a 650
Mnecexb Candida albicans, IgE (Candida albicans, IgE, M5) 0o 4 p.a. 650
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 0o 4 p.a. 650
HDomawHana noinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 1p.a. 1010
Kneuy Dermatop'hagmdes pter(')nyssmu5 (D1), IgE 104 pa, 850
(Dermatophagoides pteronyssinus, Igg, D1)
Kﬂ(.ELLI, Dermatophagoides farinae (D2), IgE (Dermatophagoides 102pa, 850
farinae, Igg, D2)
Cmecb annepreHoB gomaliHen nbinun 1: Dermatophagoides
pteronyssinus, Dermatophagoides farinae, gomatuHsa nbinb, 4o 3 p.4. 1310
TapakaH, Igk (Dust Panel 1, IgE)
15.6. Onpepenenune cneuncmnyeckux IgE: annepreHbl XMBOTHbIX
*O6LwWMK pe3ynbTaT Mo CMecK annepreHoB
Cmecb annepreHoB AOMALLHMX FPbI3yHOB: 3NMUTEINN MOPCKOM
CBWHKM, 3NUTENNIA KPOJINKA, INUTENNIN XOMSAKA, Kpbica, Mbilwb, IgE
(EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig 0o 4 p.a. 1160
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse,
IgE)*
Kouwka, IgE (Cat Dander-Epithelium, IgE, E1) 0o 4 p.a. 930




Cobaka, IgE (Dog Epithelium, IgE, E2) 0o 2 p.A. 610

TapakaH, IgE (Cockroach, IgE, 16) 0o 4 p.a. 650

MopcKan cBUHKa, anutenni, IgE (Guinea Pig Epithelium, IgE, E6) 0o 4 p.a. 650

BonHucTbIV nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78) 0o 4 p.a. 540

OBua, anutenui, Igk (Sheep Epithelium, IgE, E81) 0o 4 p.a. 650

Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 0o 4 p.a. 660

A4 nuenbl meaoHocHoM, IgE (Honey Bee Venom, IgE, i1) 0o 3 k.A4. 550

MepxoTb nowaam, Ig (Horse dander, IgE, e3) 0o 3 K.A4. 605

Cobaka (e5), IgE (Dog (e5), IgE) 0o 4 p.a. 690
15.7. Onpepenenue cneundmyecknx IgE: annepreHs! NbibLbl PACTEHUN

*O0LWwuK pe3ynbTaT Mo CMECU ansyepreHoB

Cmecb annepreHoB TpaBbl: exa cbopHas, 0BCAHHMLA Nyrosas,

POXXb MHOTONETHAA, TUMOdEeeBKa, MAT/IMK Nyrosol, IgE (GP1 (G3,

G4, G5, Gb6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1k.4. 1250

Perennial Rye Grass, Timothy Grass, June Grass (Kentucky

Bluegrass), IgE)*

Cmecb annepreHoB TPaBbl: KOOCOK AYLIUCTbIN, POXKb

MHOTO0/1IeTHAA, TUMOdEEeBKa, POXKb KyNbTUBUMPOBaHHAsA, ByxapHUK

wepcTtuctoli, Igk (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 0o 4 p.a. 1160

Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye

Grass, Velvet Grass, IgE)*

Cmecb annepreHoB AepeBbEB: 0/1bXa, NeWHa 06bIKHOBEHHAS, MBa,

bepesa, ay6, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, 1k.4. 1250

Hazelnut, Willow, Birch, Oak, IgE)*

Cmecb annepreHoB COPHOM TpaBbl: aMbpPO3Msa NOJIbIHHOINCTHAS,

NoJibiHb 06bIKHOBEHHAsA, MOAOPOXKHMK, Mapb 6enas, 4epTononox

pycckui, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1k.4. 1240

Common Ragweed, Mugwort, English Plantain, Lamb's Quarters,

Russian Thistle, IgE)*

Bepesa, nbinbua, IgE (Birch, IgE, T3) 0o 4 p.a. 510

Tonons, IgE (Cottonwood, IgE, T14) 0o 4 p.a. 930

TumodeeskKa, nbinbua, IgE (Timothy Grass, IgE, G6) 0o 4 p.a. 615

MonbiHb 06bIKHOBEHHaSA, NbiabLa, IgE (Mugwort, IgE, W6) 0o 4 p.a. 650

MonbiHb ropbKas, IgE (Wormwood, IgE, W5) 0o 4 p.a. 540

OBcaHuua nyrosas, IgE (Meadow Fescue, IgE, g4) 0o 3 K.A. 1020

Amb6posua (wl), IgE (Ambrosia (w1), IgE) 0o 4 p.a. 690
15.8. OnpepenexHne cneuncumyeckux IgE: npocheccnoHanbHble anneprexHbl

Natekc, IgE (Latex, IgE, K82) 0o 4 p.a. 650
15.9. Onpepenenne cneuncmyeckux IgG: nuweBkble annepreHbl

*O6wuK pe3ynbTaT No CMecu annepreHoB

Cmecb nuLLeBbIx annepreHos 1: anenbcuH, 6aHaH, A610Ko, NepcuK,

IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, | a0 4 p.A. 1180

Peach, IgG)*

Cmecb NULLLEBbIX aNNepreHoB 2: KMBKU, MaHro, 6aHaH, aHaHac, IgG

(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, | go 4 p.a. 1330

Pineapple, IgG)*

Cmechb NULLEBbIX annepreHos 3: CBMHMHA, KYpUHOE MSICO,

rossanHa, 6apaHuHa, 1gG (FP73 (F26, F27, F83, F88), Food Panel: [o 4 p.a. 1390

Pork, Beef, Chicken Meat, Lamb, 1gG)*




OnpeaeneHune cneumdmnyecknx tmmyHornobynmHos Knacca G (1gG)

o5k.a. 16 965
K nuiesbim annepreHam (Basic Food Profile, 1gG) A A
AHaHac, IgG (Pineapple, 1gG, F210) 0o 4 p.a. 615
AnenbcuH, 1gG (Orange, 1gG, F33) 0o 4 p.a. 660
Apaxuc, I1gG (Peanut, IgG, F13) 0o 4 p.a. 660
BaHaH, IgG (Banana, IgG, F92) 0o 4 p.a. 660
BapaHuHa, IgG (Lamb, 1gG, F88) 0o 4 p.a. 615
BeTta-naktornobynuH, IgG (Beta Lactoglobulin, 1gG, F77) 0o 4 p.a. 660
lfrosaaguHa (F27), annepreH-cneunduueckue IgG (Beef, I1gG, F27) 0o 4 p.a. 660
Coer i X
penndpyT (F209), annepreH-cneundmyeckune IgG (Grapefruit, 1gG, n04pa, 615
F209)
r -
peuyHeBas MyKa (F11), annepreH-cneymduyeckme IgG (Buckwheat, n04pa, 615
IgG, F11)
KaseuH (F78), annepreH-cneunduyeckue IgG (Casein, 1gG, F78)) 0o 4 p.a. 650
KanycTa KoyaHHas (F216), annepreH-cneymouyeckme IgG (Cabbage,
4 p.4. 615
lgG, F216) Ao S p-A
K F35), - IgG (Potato, IgG, F35
aptodenb (F35), annepren-cneundudeckue IgG (Potato, Ig ) 104p.a 660
Kusu (F84), annepren-cneundudeckue IgG (Kiwi Fruit, 1gG, F84) [o 4 p.a. 615
K -
nybHuKa (F44), annepren-cneumduyeckme IgG (Strawberry, I1gG, n04pa, 615
Fa4)
K i X
opoBbe MoJI0KO (F2), annepreH-cneunoudeckue 1gG (Milk, 1gG, n04pa, 660
F2)
K F24 - IgG (Shri IgG, F24
peseTku (F24), annepren-cneuymduueckme IgG (Shrimp, 1gG, ) n04pa, 615
K i -
ypuHoe maco (F83), annepren-cneymduyeckme IgG (Chicken Meat, 104 pa, 660
IgG, F83)
N F208 - IgG (L IgG, F208
MMOH ( ), annepren-cneymduyeckme IgG (Lemon, IgG, ) 104 pa, 660
Matro (F91), annepreH-cneundunyeckune IgG (Mango, I1gG, F91) 0o 4 p.a. 615
Mopkosb (F31), annepren-cneumnduyeckue IgG (Carrot, IgG, F31) 0o 4 p.a. 615
OscsiHasa myKa (F7), annepreH-cneunduyeckue I1gG (Oat, I1gG, F7) 0o 4 p.a. 615
Mekapckue apoxxu (F45), annepreH-cneuynduyeckme IgG (Baker’s
04p.Lo. 660
Yeast, IgG, FA5) A0S P-A
Mepcuk (F95), annepren-cneundudeckune IgG (Peach, 1gG, FI5) 0o 4 p.a. 615
n F403 - IgG (B ’
MBHbIE APOXKKM ( ), annepreH-cneunduyeckme IgG (Brewer’s 104p.4 615
Yeast, I1gG, F403)
n F55 - IgG (C Millet, 1gG
poco (F55), annepren-cneumdpuueckme 1gG (Common Millet, IgG, 104 pa, 615
F55)
n Fa - IgG (Wheat, 1gG
leHMYHan myka (F4), annepreH-cneundunyeckune IgG (Wheat, I1gG, 104 pa, 660
F4)
Puc (F9), annepreH-cneumnduyeckme IgG (Rice, 1gG, F9) 0o 4 p.a. 660
CsuHUHa (F26), annepreH-cneumduyeckue IgG (Pork, I1gG, F26) 8o 4 p.a. 615
Coesble 606bI (F14), annepreH-cneum IgG (Soybean, IgG,
(F14) p unouyeckme IgG (Soybean, Ig 104 pa, 615
F14)
Tomartbl (F25), annepreH-cneumnduyeckme IgG (Tomato, IgG, F25) 0o 4 p.a. 615
Tpecka (F3), annepren-cneundpuyeckue IgG (Codfish, IgG, F3) 0o 4 p.a. 660
T F225 - IgG (P kin, 1gG, F225
bIKBa ( ), annepren-cneymduyeckme IgG (Pumpkin, I1gG, ) 104pa, 660




dyHayk (F17), annepreH-cneunduyeckme IgG (Hazelnut, IgG, F17)

no4p.a. 615
LWokonapn, (F105), annepren-cneumdpudeckme 1gG (Chocolate, 1gG,
no4p.a. 615
F105)
fA6noko (F49), annepreH-cneunduueckne 1gG (Apple, 1gG, FA49) 0o 4 p.a. 660
A o6 F1), - IgG (Egg White, IgG,
WYHbIM 6enok (F1), annepreH-cneunduyeckue IgG (Egg White, Ig n04pa, 660
F1)
A " F75), - IgG (Egg Yolk,
WYHbIN XenToK (F75), annepreH-cneunduyeckune IgG (Egg Yo n04pa, 660
IgG, F75)
Cneumdunueckme MMMyHorno6yamHbl Knacca G (1gG) K nuwesbim
aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: 0o 7 K.4. 23890
Food Xplorer (FOX))
15.10. OnpepeneHue cneunduyeckux IgG: GbITOBLIE annepreHbl
Cmecb annepreHoB nseceHu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria
tenuis, 1gG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium | po 4 p.a. 1180
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida
albicans, Alternaria tenuis, IgG)*
MneceHsb Penicillium notatum (M1), annepren-cneundudeckune IgG
R no 4 p.4. 615
(Penicillium notatum, 1gG, M1)
Mnecenb Cladosporium herbarum (M2), annepren-cneumdpuyeckme
. no4p.a. 615
IgG (Cladosporium herbarum, IgG, M2)
Mnecenb Aspergillus fumigatus (M3), annepren-cneymdudeckme IgG
. . no 4 p.4. 645
(Aspergillus fumigatus, IgG, M3)
MneceHb Alternaria tenuis (M6), annepren-cneuymdudeckme IgG
. . no 4 p.4. 615
(Alternaria tenuis, 1gG, M6)
Knew, Dermatophagoides pteronyssinus (D1), annepreH- 0d 615
cneunduueckune IgG (Dermatophagoides pteronyssinus, IgG, D1) A0 2 P-A.
Knew, Dermatophagoides farinae (D2), annepreH-cne eckue
newy, p g i : i (D2), annepreH-cneunduuecku 104p.a 660
IgG (Dermatophagoides farinae, IgG, D2)
Knew, Dermatophagoides microceras (D3), annepreH-
Net phagoides m (D3), annepren nodpa | 615
cneunduueckune IgG (Dermatophagoides microceras, 1gG, D3)
oma Greer (H1), annepren-cne eckue IgG
JomauwHas nbins/ (H1), annepreH-cneunduueckune Ig n0dpa, 615
(House Dust — Greer, IgG, H1)
15.11. OnpeaeneHue cneundunyeckux IgG: annepreHbl XXMBOTHbIX
KowwKa, i (E1), - IgG (Cat Dander-
o-uma.anmenwm( ), annepreH-cneunduyeckne IgG (Cat Dander 104p.4 660
Epithelium, IgG, E1)
CobaKa, " (E2), - IgG (D
o_ aKa. anutennit (E2), annepren-cneumduyeckue IgG (Dog 104 pa, 660
Epithelium, IgG, E2)
15.12. Annepronornyeckue uccrnenoBaHus, TexHonorusa Ankopbuo
A - 6 Bos d4) (f76), IgE (Alpha Lactalbumin, nB
nbda-naktanbbymumH (nBos d4) (f76), IgE (Alpha Lactalbumin, nBos 103 KA 580
d4 (f76), IgE)
KasewuH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 (f78),
40 3 K.A. 580
IgE)
beTa- 6 , (nBos d5) (f77), IgE (Beta Lactoglobulin, nB
eTa-nakrornobynuH, (nBos d5) (f77), IgE (Beta Lactoglobulin, nBos 103 KA 580
ds (f77), IgE)
b 6 , rBet v1 (t215), IgE (Birch, Betul ,
epesa bopopgasuatas, rBet v1 ( ), IgE (Birch, Betula verrucosa 103 KA 580
rBet v1 (t215), IgE)
b 6 , rBet v2 (t216), IgE (Birch, Betul ,
epesa bopopgasuatas, rBet v2 ( ), IgE (Birch, Betula verrucosa 103 KA 580

rBet v2 (t216), IgE)




MonbiHb 06bIKHOBEHHas, nArtv3 (w233), IgE (Mugwort, Artemisia

3 K.A. 580
vulgaris, nArtv3 (w233), IgE) AO S K-A
2), IgE (Mi Id all
Cmecb annepreHoB naeceHun (mm2), Igk (Mixed mold allergen 103 KA 950
(mm2), IgE)
OomawwHsa nbinb (Hollister —Stier) (h2), IgE (House dust (Hollister
. 00 3 K.A4. 580
—Stier)(h2), IgE)
Kolika, cbiIBOPOTOUHbIN anbbymuH, rFel d2 (e220), IgE (Cat, serum
. 00 3 K.A4. 580
albumin, rFel d2 (e220), IgE)
Cobaka, CbIBOPOTOYHbIN anbbymuH, nCan f3 (e221), IgE (Dog, serum
. 00 3 K.A4. 580
albumin, nCan f3 (e221), IgE)
5 . z -
bIUNIA CbIBOF?OTOLIHbII/I anbbymuH, nBos d6 BSA (e204), IgE (Bovine 103 KA 580
serum albumin, nBos d6 BSA (e204), IgE)
OBaﬂbﬁyM‘MH, anbbymuH sndHbIi, nGal d2 (f67), IgE (Ovalbumin, 103 KA 580
egg albumin, nGal d2 (f67), IgE)
OBomykowug, ariua, nGal d1 (f68), IgE (Ovomucoid egg, nGal d1 (f68), 103 KA 580
IE)
KoHanbbymuH aliua, nGal d3 (f69), IgE (Conalbumin egg, nGal d3 103 KA 580
(f69), 1gE)
Nnsoumm aiiua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4 (k208), 103 KA 580
IgE)
Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE) 0o 3 K.A. 580
Apaxuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352), IgE) no 3 K.4. 580
Malassezia spp. (m227), IgE 4o 3 K.A4. 580
Cmecb nyrosbix Tpas (gm1), IgE (Mixed meadow grasses (gm1), IgE) 103 KA, 950
Cmecb nuuesbix annepreHos (fm21), IgE (Mixed food allergen 103K, 950
(fm21), IgE)
An ocbl naTHucTom (i2), IgE (White-faced hornet (i2), IgE) 0o 3 K.4. 580
s £ X -
A4 ocbl 06bIkHOBeHHoOI (i3), IgE (Common wasp (Yellow jacket) (i3), 103 KA 580
IgE)
Komap (i71), IgE (Mosquito (i71), IgE) 00 3 K.4. 590
An wepuwHa (i75), IgE (European hornet (i75), I1gE) 0o 3 K.4. 580
NeHnunnnmu V (c2), IgE (Penicilloyl V (c2), IgE) 0o 3 K.A. 620
Orypeu, (f244), IgE (Cucumber (f244), IgE) 0o 3 K.4. 580
ABokago (f96), IgE (Avocado (f96), IgE) 0o 3 K.A. 580
Apbys (f329), IgE (Watermelon (f329), IgE) 0o 3 K.4. 580
Monoko kKo3sbe (f300), IgE (Goat's milk (f300), IgE) 0o 3 K.A. 580
Yait (f222), IgE (Tea (f222), IgE) 0o 3 K.4. 580
AumeHs (f6), IgE (Barley (f6), IgE) 0o 3 K.A. 580
Abpukoc (f237), IgE (Apricot (f237), IgE) 0o 3 K.4. 580
BuwHa (f242), IgE (Cherry (f242), IgE) 0o 3 K.A. 580
ManwuHa (f111), IgE (ManuHa (f111), IgE) 0o 3 K.4. 580
MangapuH (f302), IgE (Mandarin (f302), IgE) 0o 3 K.A. 580
baknarkaH (f262), IgE (Eggplant (f262), IgE) 0o 3 K.4. 580
Bpokkoawu (f260), IgE (Broccoli (f260), IgE) 0o 3 K.A. 580
YecHok (f47), IgE (Garlic (f47), 1gE) 0o 3 K.4. 580
Mpn6 f212), IgE (Mush h i f212),
pubbI (LIaMNUHBOHBI) ( ), IgE (Mushroom (champignon) ( ) 103 KA 580
IgE)
MopgconHeuHuk (w204), IgE (Sunflower (w204), IgE) 0o 3 K.A. 580
Pomauuka (w206), IgE (Chamomile (w206), IgE) 0o 3 K.4. 580




CmopoaunHa KpacHasn (f322), IgE (Red currant (f322), I1gE) 0o 3 k.A4. 580

Cmecb nuweBbix annepreHos (fm2), IgE 0o 3 K.A4. 1640
Cmecb nuulesbix annepreHos (fm4), IgE 0o 3 k.A4. 1270
Cmecb nuweBbix annepreHos (fm5), IgE 0o 3 K.A4. 1775
Cmecb nuueBbix annepreHos (fm6), IgE no 3 K.A. 1240
Cmecb nuweBbix annepreHos (fm7), IgE 0o 3 K.A4. 1270
Cmecb nuuesbix annepreHos (fm10), IgE no 3 K.A. 1640
Cmecb nuwesbix annepreHos (fm18), IgE 0o 3 K.4. 1200
Cmecb nuwesbIx annepreHos (fm22), IgE 00 3 K.4. 1105
Cmecb nuwesbix annepreHos (fm24), IgE 0o 3 K.4. 1155
Cmecb nuwesbix annepreHos (fm70), IgE 0o 3 K.A. 1375
Cmecb nuuieBbix annepreHos (fm71), IgE no 3 K.4. 1375
Cmecb nuwesbIx annepreHos (fm72), IgE 0o 3 K.A. 1105
Cmecb nuuwesbix annepreHos (fm101), IgE 0o 3 K.4. 1105
Cmecb nuweBsbIx annepreHos (fm104), IgE 0o 3 K.A. 1325
Cmecb nepbes ntuy (em1l), IgE no 3 K.4. 1105
Cmecb nepbeB AeKopaTuBHbIX NTuy, (em72), IgE 0o 3 K.A. 1095
Cmecb agoB Hacekomblix (im100), IgE 0o 3 K.4. 950

Cmecb annepreHoB Nbiblbl AepeBbeB (paHHee LBeTeHue) (tm2), 103 KA 1920
IgE

Cmecb annepreHoB Nbiablbl AepeBbeB (No3gHee LBeTeHue) (tm3), 103 KA 1505
IgE

Cmecb annepreHoB Nbi/blbl AepeBbeB (paHHee LBeTeHue) (tm5), 103 KA 1105
IgE

Cmecb annepreHoB Nbiablbl AepeBbeB (No3gHee LBeTeHue) (tmb), 103 KA 1470
IgE

Cmecb annepreHoB naeceHu (mm1l), IgE 0o 3 K.A. 1100
BuHorpag, (f259), IgE (Grape (f259), IgE) 0o 3 K.4. 900

KpeseTka Turposas (f179), Igk (Tiger shrimp (f179), IgE) 0o 3 K.A. 900

Nococb/cemra (f41), IgE (Salmon (f41), IgE) 0o 3 K.4. 900

Cenbpgp (f205), IgE (Herring (f205), IgE) 0o 3 K.A. 900

Crymbpus (f206), IgE (Mackerel (f206), IgE) 0o 3 K.4. 900

Bpasunbckuii opex (f18), Igk (Brazil nut (f18), IgE) 0o 3 K.A. 900

lopox (f12), IgE (Pea (f12), IgE) 0o 3 K.4. 900

daconb 6enan (f15), IgE (White bean (f15), IgE) 0o 3 K.A. 900

Obins (f87), IgE (Melon (f87), IgE) 0o 3 K.4. 900

Poxb (f5), IgE (Rye (f5), IgE) 0o 3 K.A. 690

IntoteH (f79), IgE (Gluten (f79), IgE) 0o 3 K.4. 900

Coip WBenuapckuii (f70), IgE (Swiss cheese (f70), IE) 0o 3 K.A. 910

Kambana (f254), IgE (Plaice (f254), IgE) 0o 3 K.4. 900

Kokocosbliit opex (f36), IgE (Coconut (f36), IgE) 0o 3 K.A. 750

Mpeuknit opex (f256), IgE (Walnut (f256), IgE) 0o 3 K.4. 750

Cbip Yeppep (f81), IgE (Cheese, Cheddar (f81), IgE) 0o 3 K.A. 610

Cblp ¢ nneceHbto (f82), IgE (Cheese, Mold-type (f82), IgE) 0o 3 K.4. 610

Cblp 3aam (f150), IgE (Cheese, Edam (f150), IgE) 0o 3 K.A. 610

Colp Fayga (f198), IgE (Cheese, Gouda (f198), IgE) 0o 3 K.4. 610

TyHeu, (f40), IgE (Tuna (f40), IgE) 0o 3 K.A. 610

Kykypysa (f8), IgE (Corn (f8), IgE) 0o 3 K.4. 610

Cnwusa (f255), IgE (Plum (f255), IgE) 0o 3 K.A. 610

ctparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) 0o 3 K.4. 610




TumbsH (f273), IgE (Thyme (f273), IgE) 00 3 K.4. 610
MaliopaH (f274), IgE (Marjoram (f274), IgE) 0o 3 K.4. 610
NMobuctok (f275), IgE (Lovage (f275), IgE) 00 3 K.4. 610
TmuH (f265), IgE (Caraway (f265), IgE) 0o 3 K.4. 610
KapaamoH (f267), IgE (Cardamon (f267), IgE) 0o 3 k.A4. 610
rBosanka (f268), Ig (Clove (f268), IgE) 0o 3 K.4. 610
Cemsa ¢eHxens (f219), Igk (Fennel seed (f219), IgE) 00 3 K.4. 610
Basunuk (f269), IgE (Basil (f269), IgE) 0o 3 K.4. 610
Nmbupsb (f270), IgE (Ginger (f270), IgE) 00 3 K.4. 610
AHuc (f271), IgE (Anise (f271), IgE) 0o 3 K.4. 610
MNeHuunnnuH G, IgE (Penicilloyl G, IgE, c1) 0o 3 K.A. 860
dopmanbaerng, / popmanu, Igk (Formaldehyde/ Formalin, IgE, 103 KA, 1020
k80)

CMecb annepreHoB AOMaLUHUX MPbI3YHOB: 3NUTENNI MOPCKOW

CBMHKM, 3MUTENNIA KPOAWKa, INUTENNIA XOMSAKA, Kpbica, Mbilwb, IgE

(EP70 (E6, E82, E84, E87, E88), Rodents Panel: Guinea Pig 00 3 K.4. 1160
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse,

IgE)

Exka cbopHas (g3), IgE (Dactylis glomerata (g3), IgE) 0o 3 K.A. 590
Mnesen/Paitrpac mHoronetHuit (g5), IgE (Lolium perenne (g5), IgE) 103 KA, 590
OBcsaHuua nyroeas (g4), Igk (Festula elatior (g4), IgE) no 3 K.4. 890
Tumodeeska nyrosas (g6), IgE (Phleum pratense (g6), IgE) 0o 3 K.A. 630
MaTnuk nyrosou (g8), IgE (Poa pratensis (g8), IgE) no 3 K.4. 590
AHaHac (f210), Ig (Pineapple (f210), IgE) 00 3 K.4. 590
Kueu (f84), IgE (Kiwi (f84), IgE) 0o 3 K.4. 590
baHaH (f92), IgE (Banana (f92), IgE) 0o 3 K.A. 590
Mepcuk (f95), IgE (Peach (f95), IgE) 0o 3 K.4. 630
Po3mapuH (f335), IgE (Rosmarinus officinalis (f335), IgE) 0o 3 K.A. 590
KypuHoe msco (f83), IgE (Chicken (f83), IgE) 0o 3 K.4. 590
Puc (f9), IgE (Rice (f9), IgE) 0o 3 K.A. 590
fA6noko (f49), Ig (Apple (f49), IgE) 0o 3 K.4. 630
bepesa 6opoaaByaTan (t3), IgE (Betula verrucosa (t3), IgE) 0o 3 K.A. 590
MonbliHb 06bIKHOBEHHas (Artemisia vulgaris) (w6), IgE (Mugwort 103K, 590
(w6), IgE)

MonbiHb ropbKas (Artemisia absinthium) (w5), IgE (Wormwood 103K, 630
(w5), IgE)

dnutennii Mopckoi cBnHKM (e6), IgE (Guinea pig epithelium (e6), 103K, 590
IgE)

Mepbs BoNHUCTOro nonyraiiunka (e78), IgE (Budgerigar feathers 103K, 590
(e78), IgE)

3nuTenunii n wepcTb oBubl (€81), IgE (Sheep epithelium (e81), IgE) 103 Ko, 590
KypuHble nepba (e85), IgE (Chicken feathers (e85), IgE) 0o 3 K.4. 590
BbapaHuHa (f88), IgE (Mutton (f88), IgE) 0o 3 K.A. 590
Matro (f91), IgE (Mango (f91), IgE) 0o 3 K.4. 590
AnenbcuH (f33), IgE (Orange (f33), IgE) 0o 3 K.A. 590
dnutenunii Kowku (el), IgE (Cat epithelium (el), IgE) 0o 3 K.4. 590
MonokKo Koposbe (f2), IgE (Milk (f2), IgE) 0o 3 K.A. 590
Knew, Dermatophagoides pteronyssinus (d1), IgE 0o 3 K.4. 590




Knew, Dermatophagoides farinae (d2) IgE 00 3 K.4. 590
AnuHbiii 6enok (f1), IgE (Egg white (f1), IgE) 0o 3 K.4. 590
AnuHbii xkenTok (f75), IgE (Egg yolk (f75), IgE) 00 3 K.4. 590
MweHunua (f4), IgE (Wheat (f4), IgE) 0o 3 K.A4. 590
dnutenuii cobaku (e2), IgE (Dog epithelium (e2), IgE) 0o 3 k.A4. 590
JomawHsna neinb (Greer Labs, Inc.) (h1), IgE (House Dust — Greer 103K, 590
(h1), IgE)

Tpecka (f3), IgE (Codfish (f3), IgE) 0o 3 K.4. 590
Apaxwuc (f13), Igk (Peanut (f13), IgE) 00 3 K.4. 590
Coesble 606bI (f14), IgE (Soybean (f14), IgE) 0o 3 K.A4. 630
dyHayk (f17), IgE (Hazelnut (f17), I1gE) 0o 3 K.A. 590
Kpabosoe maco (f23), IgE (Crab meat (f23), IgE) no 3 K.4. 630
KpeseTku (f24), IgE (Shrimp (f24), IgE) 0o 3 K.A. 590
Tomarbl (f25), IgE (Tomato (f25), IgE) 0o 3 K.4. 590
Mopkosb (f31), IgE (Carrot (f31), IgE) 0o 3 K.A. 590
TapakaH-npycak (i6), IgE (Cockroach; Blatella germanica (i6), IgE) no 3 K.4. 590
MneceHsb Penicillium notatum (m1), IgE 0o 3 K.A. 590
MneceHb Cladosporium herbarum (m2), IgE 0o 3 K.4. 590
Mnecexb Aspergillus fumigatus (m3), IgE 00 3 K.4. 590
lpnbbl poaa KaHamaa, Candida albicans (m5), IgE no 3 K.4. 590
MneceHb Alternaria alternata (tenuis) (m6), IgE 0o 3 K.A. 590
Natekc (k82), IgE (Latex (k82), IgE) no 3 K.4. 590
Mekapckue apoxxku (f45), IgE (Yeast (f45), IgE) 0o 3 K.A. 590
LWokonag, (f105), IgE (Chocolate (f105), IgE) no 3 K.4. 590
KnybHuKa (3emnaHuka, f44), Igk (Strawberry (f44), IgE) 0o 3 K.A. 590
NnmoH (f208), IgE (Lemon (f208), IgE) 0o 3 K.4. 630
MpenndpyT (f209), IgE (Grapefruit (f209), IgE) 0o 3 K.A. 590
lpeua (f11), IgE (Buckwheat (f11), IgE) 0o 3 K.4. 590
Kanycta 6enokoyaHHas (f216), IgE (Cabbage (f216), IgE) 0o 3 K.A. 630
ToikBa (f225), IgE (Pumpkin (f225), IgE) 0o 3 K.4. 590
CsuHuHa (f26), IgE (Pork (f26), IgE) 0o 3 K.A. 590
lrosaguHa (f27), Igk (Beef (f27), IgE) 0o 3 K.4. 590
KapTodens (f35), IgE (Potato (f35), IgE) 0o 3 K.A. 630
Osec (f7), IgE (Oat (f7), IgE) 0o 3 K.4. 590
MepxoTb nowagu (e3), Ig (Horse dander (e3), IgE) 0o 3 p.a. 630
Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) 0o 3 p.A. 590
NlewmHa obbikHOBeHHas (t4), IgE (Corylus avellana (t4), IgE) 0o 3 p.a. 590
MopopoxHuK (w9), IgE (Plantago lanceolata (w9), IgE) 0o 3 p.A. 590
Ackapuga (pl), IgE 0o 3 p.a. 590
Cenbgepeli (f85) IgE Celery (f85), IgE 0o 3 p.A. 590
Tononb Tpexrp.aHHbM (Populus deltoides) (t14), IgE Cottonwood 103 p.a 590
(Populus deltoides) (t14), IgE

Mpoco (f55), IgE Common Millet (f55), IgE 0o 3 p.a. 590
OayBaHuuK (Taraxacum vulgare) (w8), IgE 0o 3 p.a. 590
KfTeu.l, Dermatophagoides microceras (d3), IgE (Dermatophagoides 103 p.a 590
microceras (d3), IgE)

Ykrpon (f277), IgE (Dill (f277), 1gE) 8o 3 p.a. 590
MnaTtaH KHEHOfMCTHbIM (Platar'1us‘acer|folla) (t11), gk (NnataH 103 pa, 590
KneHonuctHbil (Platanus acerifolia) (t11), IgE)

Msco nHaeliku (f284), IgE (Turkey meat (f284), IgE) 0o 3 p.4. 590




Nebepa (w15), IgE (Scale (Atriplex lentiformis) (w15), IgE) 0o 3 p.a. 590
Anyo KypuHoe (f245), IgE (Whole egg (f245), IgE) 0o 3 p.a. 590
Oy6 (t7), IgE (Oak (Quercus alba) (t7), IgE)) 0o 3 p.A. 590
Nnna (t208), IgE (Tilia cordata (t208), IgE) 0o 3 p.A. 590
AnuTenunii Kponuka (e82), IgE ( Rabbit epithelium (e82), IgE) 0o 3 p.a. 590
[y6 uepewyaTbin (t218), IgE (Quercus robur (t218)), IgE 0o 3 p.a. 590
Mpywa (f94), IgE (Pear (f94), IgE) 00 3 K.4. 590
Kakao (f93), Igk (Cocoa (f93), IgE) 0o 3 K.4. 590
Mwunpaans (f20), IgE (Almond (f20), IgE) 0o 3 k.A4. 590
MNeHnumnnmu G (cl), IgE (Penicilloyl G (c1), IgE) 0o 3 K.4. 590
Aa nuyensl megoHocHol (i), IgE (Honey Bee Venom (il), IgE) 0o 3 K.A. 590
dopmanbaerng, (k80), IgE (Formaldehyde/Formalin (k80), IgE) no 3 K.4. 590
Kooe (f221), IgE (Coffee (f221), IgE) 0o 3 K.A. 590
LiBeTHan kanycTa (f291), Igk (Cauliflower (f291), IgE) 0o 3 K.4. 590
BpycHuka (f182), IgE (Cowberry (f182), IgE) 0o 3 K.A. 590
lfony6buka (f183), IgE (Bog whortleberry (f183), IgE) no 3 K.4. 590
YepHuka (f288), IgE (Blueberry (f288), IgE) 0o 3 K.A. 590
Yeuesuua (f235), Igk (Lentil (f235), IgE) 0o 3 K.4. 590
Conogp, (f90), IgE (Malt (f90), IgE) 0o 3 K.A. 590
Cnap:Ka (f261), IgE (Asparagus (f261), IgE) no 3 K.4. 590
Mepevy, cnagkuii (f218), Igk (Paprika (f218), IgE) 0o 3 K.A. 590
Kegposbii opex (f253), IgE (Pine Nut (f253), IgE) no 3 K.4. 590
Csekna (f319), IgE (Beet (f319), IgE) 00 3 K.4. 590
CMecb NULLEBbIX anepreHoB (MWeHNLUa, 0BEC, KYKYPY3a, KYHKYT,

rpeya, fm11), Igk (Mixed food allergen (wheat, oats, corn, sesame, | go 3 k.4, 950
buckwheat, fm11), IgE)

MepxoTb Kowku (€100), IgE (Cat dander (e100), IgE) 0o 3 K.A. 590
Knew, Euroglyphus maynei (d74), IgE 0o 3 K.4. 590
Mepba nHatoka (e89), IgE Turkey feathers (e89), IgE) 0o 3 K.A. 590
3I‘I.I4Ten.MM n 6enku CbIBO'pOTKM M moumn KF?bICbI (e87), IgE (Rat 103K, 590
epithelium, serum proteins + urine proteins IgE (e87), IgE)

NucoxsocT nyrosou (g16), IgE (Meadow foxtail (g16), IgE) 0o 3 K.4. 590
Kabauok/uykunn (f113), IgE (Squash/zucchini (f113), IgE) 00 3 K.4. 590
Msco kponuka (f213), IgE (Rabbit meat (f213), IgE) 0o 3 K.4. 590
Kopwuua (f220), IgE (Cinnamon (f220), IgE) 0o 3 K.A. 610
AmoKcnumnnuH (c204), Ige (Amoxicillin (c204), I1gE) 0o 3 K.4. 610
Amnuumnnmi (c203), IgE (Ampicillin (c203), IgE) 0o 3 K.A. 610
Ny (f48), IgE (Onion (f48), IgE) 0o 3 K.4. 610
AnuTenunii xomska (e84), IgE (Hamster epithelium (e84), IgE) 0o 3 K.A. 610
dnutennii mbiwmn (e71), IgE (Mouse epithelium (e71), IgE) 0o 3 K.4. 610
AnuTtenunii wuHwunnbl(e208), IgE (Chinchilla epithelium (e208), IgE) 103 KA 610
BubnnoteuHas noinb(h3), IgE (Books dust (h3), IgE) 0o 3 K.A. 610
Kanbmap (f258), IgE (Squid (f258), IgE) 0o 3 K.4. 610
MorTbinb (i73), IgE (Bloodworm (Chironomus spp.) (i73), IgE) 0o 3 K.A. 610
MomeT BoNHUCTOrO Nonyraiymka (e77), Igk (Budgerigar droppings 103 KA. 610
(e77), I1gE)

Mepo yTkn (e86), IgE (Duck feathers (e86), IgE) 0o 3 K.4. 610
CocHa obbikHoBeHHas (t16), IgE (Pinus sylvestris) (t16), ISE) 0o 3 K.A. 610
Koctep (g11), IgE (Bromegrass (Bromus inermis) (g11), IgE) 0o 3 K.4. 610




Kpanusa asyaomHas, (w20), IgE Common nettle (Urtica dioica

(w20), IgE 00 3 k.4, 610
KneH aceHenuctHbin (t1), IgE Maple ash (Acer negundo, t1), IgE 0o 3 k.A4. 610
Cobaka nepxoTb (e5), IgE Dog dander (e5), IgE 0o 3 K.4. 610
Am6po3uma 0bbikHOBeHHan (wl), IgE 00 3 K.4. 610
dopenb (F204) , IgE Trout (f204), IgE 0o 3 K.A4. 610
ducrawkm (F203), IgE Pistachio nut (f203), IgE 0o 3 k.A4. 610
MneceHb Helminthosporium halodes (m8), IgE 0o 3 K.4. 610
MneceHb Mucor racemosus (m4), IgE Mucor racemosus (m4), IgE 00 3 K.4. 610
l'ycuHble nepba (e70) , IgE Goose feathers (e70), IgE 0o 3 K.4. 610
:;I;pbﬂ AAHHoxBocToro nonyras (€93), IgE Parakeet feathers(e93), 103 KA 610
Mepbna KaHapeliku (e201), IgE Canarian feathers(e201), IgE 00 3 K.4. 610
Mepbs nonyras ¥xako (e213), IgE Grey parrot feathers (e213), IgE 0o 3 K.4. 610
3I'I.I/ITEI1‘VIVI n 6enku Cb‘IBOpOTKVI‘I/I Mmouu mbiwmn (e88), IgE Mouse 103 KA 610
epithelium+serum-urine proteins (e88), IgE

MBa (Salix caprea) (t12), IgE Willow (Salix caprea) (t12), IgE 0o 3 K.A. 610
ToKkcokapa (p3), IgE (Toxocara canis (p3), IgE) 0o 3 K.4. 610
AHuzakuc (p4), IgE (Anisakis simplex (p4), IE) 0o 3 K.A. 610
LWnnosHuK (f340), IgE (Rose hips (f340), IgE) no 3 K.4. 610
Onusku (f342), IgE (Olive (f342), IgE) 0o 3 K.A. 610
O6nenuxa (f108), IgE (Sea buckthorn (f108), IgE) no 3 K.4. 610
KapTodenbHan myKa (Kpaxman) (f238), IgE (Potato starch (amylum) 103 KA 610
(f238), IgE)

MpaHaT (f295), IgE (Pomegranate (f295), IgE) 0o 3 K.A. 610
delixoa (f296), IgE (Feijoa (f296), IgE) 0o 3 K.4. 610
CmopoanHa yepHas (f321), Igk (Black currant (f321), IgE) 0o 3 K.A. 610
KpbikoBHUK (f327), IgE (Gooseberry (f327), IgE) 0o 3 K.4. 610
MnuaguH (f233), IgE (Gliadin (f233), IgE) 0o 3 K.A. 610
Mepbs ronybn (e215), IgE (Pigeon feathers (e215), IgE) 0o 3 K.4. 610
TabauHblt anct (0201), IgE (Tobacco (0201), IgE) 0o 3 K.A. 610
Mwuausa (f37), IgE (Blue mussel (f37), IgE) 0o 3 K.4. 610
Cmecb annepreHoB geTckoro nutaHua, fml (AnuHbIn 6enok,

MOﬂOK? KOpOBbe, TPECKA, I'ILIJEHVILI,a,' coeBble 606bl,'TOMaTbI, ‘ 103K, 1090
ANYHbIN )entok), IgE (Infant food mix, fm1 (egg white, cow milk,

codfish, wheat flour, soya bean, tomato, egg yolk), IgE)

Mbipei nonsyumii (g21), IgE (Agropyron repens (g21), IgE) 00 3 K.4. 610
CupeHb 0bbikHOBeHHas (t24), IgE (Syringa vulgaris (t24), I1gE) 0o 3 K.4. 610
ByK (apesecHas nbinb) (032), IgE (Beech wood (032), IgE) 0o 3 K.A. 610
[y6 (gpesecHan nbinb) (033), IgE (Oak wood (033), IgE) 0o 3 K.4. 610
CocHa (apeBecHas nbinb) (036), IgE (Pine wood (036), IgE) 0o 3 K.A. 610
Bs3 (apesecHas nbinb) (049), IgE (EIm wood (049), IgE) 0o 3 K.4. 610
CeHHas nbinb (07), IgE (Hay dust (o7), IgE) 0o 3 K.A. 610
XHa (k91), IgE (Henna (k91), IgE) 0o 3 K.4. 610
BpunnuanTosblit 3eneHbit (k92), IgE (Brilliant green (k92), IgE) 0o 3 K.A. 610
3Bepoboit 06bIkHOBEHHbIN (W53), IgE (Hypericum perforatum 103 Ko, 610
(w53), IgE)

Anos apesosuaHoe (w65), IgE (Aloe arborescens (w65), IgE) 0o 3 K.4. 610
Martb-u-mavexa (w38), Igk (Coltsfoot (w38), IgE) 0o 3 K.A. 610




Cmecb apesecHol nbiau (byK, ay6, cocHa, Ba3 (om1)), IgE (Wood

mix (032-033-036-049) (om1), IgE) Ao3k.a. | 610
Kunapuc seuHo3seneHbiii (t23), IgE (Cupressus sempervirens (t23),
00 3 K.A4. 610
IgE)
Posa (w28), IgE (Garden rose (w28), IgE) no 3 K.A. 610
TronbnaH (w30), IgE (Tulip (w30), IgE) 0o 3 K.A4. 610
lepaHb (w35), IgE (Geranium(w35),IgE) 0o 3 k.A4. 610
Nunusa (w44), Ige (Madonna lily (w44), IgE) 0o 3 K.A4. 610
Knesep nyrosoit (w34), IgE (Red clover (w34), IgE) 00 3 K.4. 610
MocteHHnua (w21), IgE (Wall pellitory (w21), IgE) 0o 3 K.A4. 610
Kunpeii (MBan-yait) (w29), IgE (Fireweed (w29), IgE) 0o 3 k.A4. 610
A6nons (t25), IgE (Apple (t25), IgE) no 3 K.4. 610
Akauma (t19), IgE (Acacia (t19), IgE) 0o 3 k.A4. 610
Yepemyxa (t38), IgE (Bird cherry(t38), IgE) 0o 3 K.4. 610
PabuHa obbikHOBeHHaA(t45), IgE (Rowan(t45), IgE) 0o 3 K.4. 610
KawTaH KoHcKkuit (t203), IgE (Horse chestnut (t203), IgE) no 3 K.4. 610
Mep, (f247), IgE (Honey (f247), IgE) 0o 3 K.4. 610
Cmecb copHbIx Tpas (wl-w6-w7-w10-w19), IgE ambpo3us
06bIKHOBEHHasA, NONbIHb 06bIKHOBEHHAA, HUBAHWK, Mapb benas,
nocTeHHuLUa nekapcTeeHHan, Weed mixture (wl-w6-w7-w10-w19), | go 3 K.A4. 950
IgE common ragweed, sagebrush, white weed, lamb's quarters,
wall pellitory
Cmecb copHbIx TpaB (w1l-w6-w7-w8-w9), IgE ambpo3us
06bIKHOBEHHasA, NOJIbiIHb 06bIKHOBEHHAsA, HUBAHWUK, OA4YBaHUUK,
. 4o 3 K.A. 950
nogopo*HuK, Weed mixture (wl-w6-w7-w8-w9), IgE common
ragweed, sagebrush, white weed, dandelion, plantain
Acneprunntoc yepHbii (m33) IgE, Aspergillus niger (m33) IgE 00 3 K.4. 610
Cmecb annepreHoB gepesbeB (t1-t3-t7-t8-t9-t10) IgE kneH
AceHeNNCTHbIN, bepesa bopogasyaTtasn, Ay6, BA3, MacAnHa
N o . 00 3 K.A4. 950
eBponenckas, rpeuknit opex, Tree allergen mixture (t1-t3-t7-t8-19-
110) IgE maple ash, birch, oak, elm, olive, walnut
Cmecb bbiToBbIX annepreHos (d1-d2-el-e2) IgE, Domestic allergen
mixture (d1-d2-el-e2) Igk, Domestic allergen mixture (d1-d2-el-e2)
IgE Dermatophagoides pteronyssimus, Dermatophagoides farinae, AO 3 KA. 950
feline epithelium, canine epithelium
dnutennanbHan cmech (el-e2-e3-e4-e5-e70-e81-e85-e86-e100) IgE
3NUTENNIA KOLLKK, aNUTeNnii cobakun, NepxoTb oWaan, NepxoTb
KOPOBbI, NePX0Tb COBaKU, ryCUHbIE Nepbs, SNUTENUIA OBLLbI,
KYpWHble Nepbs, yTUHbIE Nepba, NePXoTb Kowkw, Epithelial mixture
(el-e2-e3-e4-e5-e70-e81-e85-e86-e100) IgE feline epithelium, Ao3 KA. | 950
canine epithelium, horse dandruff, cow dandruff, canine dandruff,
goose feathers, sheep epithelium, chicken feathers, duck feathers,
feline dandruff
Cmecb nuuiesas (maco) (f26-f27-f83-f284) IgE cBMHMHa, roBaauHa,
KypUHOE MACOo, MACO MHAeMKM, Food mixture (meat) (f26-f27-f83- 0o 3 K.4. 950
f284) IgE pork, beef, chicken meat, turkey meat
Cmecb annepreHoB 3/1akoBbIx (f4-f6-f7-f8-f9) IgE nweHuMua, AYMEHD,
oBec, KyKypy3a, puc, Cereal allergen mixture (f4-f6-f7-f8-f9) IgE 0o 3 K.4. 950

wheat, barley, oat, corn, rice




Cmecb annepreHos opexos (f13-f17-f20-f36-f256) IgE apaxuc,
dYyHAYK, MUHAANb, KOKOC, rpeuknin opex, Nut allergen mixture (f13-
f17-f20-f36-f256) IgE peanut, hazelnut, almond, coconut, walnut

40 3 K.A.

950

Cmecb yroBbix Tpas (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE
CBMHOPOM NManbyaThii, exxa cbopHan, nnesesn, TMModeeBKa
NlyroBas, MAT/IMK IYTOBOW, COPro, POXKb NoceBHasn, byxapHuK
LLEePCTUCTbIN, OBEC NOCEBHOM, MWEHMLLA NOCEBHAsA, IMCOXBOCT
nyrosoi, Meadow grass mixture (g2-g3-g5-g6-g8-g10-g12-g13-gl4-
g15-g16) IgE dog's tooth grass, cocksfoot, ryegrass, timothy grass,
meadow grass, sorghum, rye, Yorkshire fog, oat, wheat, foxtail
grass

4o 3 K.A.

950

Cmecb annepreHoB gomaluHein noiam (h1-d1-d2-i6) IgE nomawHas
nbinb, Dermatophagoides pteronyssinus, Dermatophagoides
farinae, TapakaH-npycak, Domestic duct allergen mixture (h1-d1-d2-
i6) IgE domestic dust, Dermatophagoides pteronyssinus,
Dermatophagoides farinae, cockroach (croton-bug)

00 3 K.A4.

950

Kedwp (f63) IgE, Kefir (f63) IgE

00 3 K.A4.

610

KyH:KyT (f10) IgE, Sesame seed (f10) IgE

4o 3 K.A.

610

Cmecb Kneulesbix annepreHos (d1-d2-d3-d70-d71-d72-d73-d74) IgE
(Mite allergen mixture (d1-d2-d3-d70-d71-d72-d73-d74) IgE
Dermatophagoides pteronyssinus, Dermatophagoides farinae,
Dermatophagoides microceras, Acarus siro, Lepidoglyfus
destructor, Tyrophagus putreus, Glycophagus domesticus,
Euroglyphus maynei)

00 3 K.A4.

950

16. ACCIIEOOBAHUE CMEPMbI U CBA3AHHLIE TECTbI

16.1. CBeTOONTUYECKOE UCCIIefOBaHMe cnepmaTto3oungoB

16.2. ONEeKTPOHHO-MUKPOCKONMUYECKOE UCCrieAoBaHMe cnepMbl

16.3. AHTUCnepManbHble aHTUTena

AHTUTENa aHTUCNepManbHble B cnepme (Anti-Spermatozoa
Antibodies, ASA, Semen)

no 12 p.a.

1250

17. ACCJIEOOBAHUA XKENYU

17.1. UccnepoBaHue Xen4yHoOro KaMmHsi

UccnepoBaHue XenyHbix KamHel (Gallstones diagnosis)

00 10 p.a.

4 265

18. LUTONOIrMYECKUE UCCITIEAOBAHUA

*[ns TecToB, NOMeYeHHbIX *, Heo6xoanMa npobonoaroToska (KXLL).

18.1. XKupakocTHasa uutonorusi, okpawmBaHue no NManaHukonay

** UccnepgoBaHue Ne ULIX BbinonHsAeTcsa B KoMnnekce ¢ uccrniegoBaHmem Ne

*MuaKocTHaa umTonorua. Liutonornyeckoe nccnegoBaHume
6uomaTtepuana WeNKU MaTKM (OKpalumBaHue no ManaHukonay)

00 6 p.4.

1890

LMTonornyeckoe 1 UMMYHOLIMTOXMMUYECKOE UCCNea0BaHNE C
mapKepamu pl6INK4a n Ki-67 ana noarsepKaeHnA gucniasmm s
Ma3Kax C/IN3UCTOMN LIENKU MATKK

bo 8 p.4.

9 690

MUX-nccneposaHue pl6INK4a u Ki-67

bo 8 p.4.

6 355

*uaKocTHaa umTonorua. Liutonornyeckoe nccnegosaHume
6uomaTtepuana WeNKU MaTkM (OKpalumBaHue no ManaHukonay)

00 6 p.4.

1216

18.2. OkpawmBaHue no ManaHukonay — Pap-Tect




LnTonornyeckoe uccnegosaHme bnomartepumana Wemkn MaTku

(okpawwmaHue no ManaHuKonay, Pap-tect) (Cytological no 4 p.a. 1070
Examination: Cervix, Pap-test)
LUunTonormyeckoe nccneposaHve buomatepmnana cockobos ByNbBbl
W BRaranuia, Kpome LWerKn MaTku (oOKpawmneaHme no 4o 3 p.4. 1120
ManaHukonay, Pap-Tecr)
18.3. OkpawmBaHue no PomaHoBckomy-I'mmse
LuTonormyeckoe nccnefoBaHne matepuana, nosly4eHHoOro npwm
XMPYPruyecKkmMx BMeLaTebCTBax U APYrMX CPOYHbIX
. L . . 4o 3 p.A4. 900
nccnegosaHusx (Cytological Examination of Material Obtained
during Surgical Procedures and Other Urgent Research)
UccnepoBaHue cOCKOHGOB M OTNEYATKOB C NOBEPXHOCTU KOXKM U
cnmsnctblx (Examination of Scrapings and Prints of Skin and 0o 3 p.4. 560
Mucous Membranes)
UccnepoBaHue coCKOb0OB U OTNEYaTKOB OMNyXoJiel 1
onyxonenoaobHbix ob6pasosaHuin (Examination of Scrapings and 0o 3 p.a. 710
Prints Tumor and Tumor Like Formations)
UccnepoBaHue sHAOCKONMYecKoro matepuana (Examination of
Endoscopic Material) 703 p.A. 665
UccnenoBaHUA NPomblBHbIX Bog 6poHxoB (MccnegoBaHne cmbiBOB
L . 40 3 p.4. 665
¢ 6poHxoB.) (Examination of Bronchial Washouts)
UccnepnoBaHue COCKOOOB LWENKM MATKM M LEPBUKANIBHOTO KaHana
. . . . no4p.a. 730
(Examination of Scrapings: Cervix and Cervical Canal )
LUuTonormyeckoe nccnefoBaHue anuTenna WenKkn MaTkm c
onucaHMem no TepmuHonoruyeckon cucteme betecaa (The
. L . no4p.a. 680
Bethesda System - TBS) (Cytological Examination of Cervical
Epithelium with Description on The Bethesda System, TBS)
UccnepoBaHWe acnmpaTta M3 NOA0CTM MaTKu (Masku) (Examination
. . 00 3 p.4. 750
of Uterine Aspiration )
UccnepoBaHuMe oTneyvaTka c BHyTpUMaTovHon cnmpanu (BMC
.p' . . Y p . P ( ) 00 3 p.4. 690
(Examination of Imprint Intrauterine Device, IUD)
UccnepoBaHme moum (Examination of Urine) 0o 3 p.A. 600
UccnepoBaHue BblAeNeHNI U3 MOJIOYHOM Kenesbl (Examination of
Ao A ( no3pa | 1010
Breast Discharge)
MccnepoBaHme TpaHCCyAaToB, 3KCCYAaToB, cekpeToB (Examination
A paHccyA il p ( 103 p.a 620
of Transudates, Exudates, Secrets)
UccnepoBaHue mokpoTbl (Examination of Sputum) 0o 3 p.a. 930
UccnepoBaHWe NyHKTAaTOB MONOYHOM Kenesbl (Examination of
00 3 p.4. 740
Punctates: Breast)
UccnepoBaHMe NyHKTaToB Koxkm (Examination of Punctates: Skin)
00 3 p.4. 710
UccnepnoBaHWe NyHKTaToOB rMX opraHoB v TKaHen (Examination
A Y APY ) P ( 00 3 p.4. 900
of Punctates: Other Organs and Tissues)
LuTonormyeckoe nccneaoBaHme NyHKTaTa WNTOBUAHOM Kenesbl ¢
onMcaHMem No TepMUHOOTMYECKOoM Knaccupurkaumm betecga (The
4o 3 p.4. 740

Bethesda System for Reporting Thyroid Cytopathology (TBSRTC),
Fine-Needle Aspiration (FNA))




LUmTonormyeckoe nccnenosaHme cockoba (MasKa) camsmcTom
060104KM NonocTU Hoca (ogHa nokanmsauma) (Cytological
Examination: Scrapings (Smear) of Nasal Mucous Membrane (1
Localization))

00 3 p.4.

830

WccnepoBaHWe sHAOCKOMMYECKOrO MaTepuana Ha Haauuume
Helicobacter pylori (Examination of Endoscopic Material: Presence
of Helicobacter pylori)

00 3 p.4.

795

18.4. KoHcynbTaums rotoBbIX NpenapaToB

KoHcynbTauus rotoBbiX LUTONOTMYECKMX NpenapaTos (0AHO
ctekno) (Consultation of Finished Cytological Preparations (1
Glass))

00 3 p.4.

450

19. TMCTONOIMMYECKUE UCCNEOOBAHUA

*[nA TecToB, MOMeYeHHbIX *, Heo6xoanMa npo6onoarotoska (KFTUCT).

19.1. NTMcTonornyeckue nccrnefoBaHus c OKpawvBaHUeM reMaToKCUIINH-

** UccnepgoBaHue Ne 528 BbinonHAeTcA B koMmnnekce ¢ uccrnegosaHnem Ne 511.

McTonornyeckoe nccnegoBaHne buoncuitHoro matepuana u
maTepuana, NoNyYeHHOro NP XMpYypruyecknx BMeLlaTeIbcTBax
(sHAOCKONMYEecKoro maTepurana; TKaHel }KeHCKo NoIoBoi
CUCTEMDI; KOXKN, MATKNX TKaHEN; KPOBETBOPHOM U IMMPOMaHOMN
TKaHEel; KOCTHO-XPALLEBOW TKaHM)*

[0 5 p.4.

2450

MynbTudoKanbHas buoncua MK

bo 8 p.4.

6 605

KoHcynbTauma roToBbIX r’MCTON0rMYeckux npenapaTos (1 ctekno + 1
6.10K) (Consultation of Finished Histological Preparations (1 Glass +
1 Block))

00 6 p.4.

1375

Mmctoxnmmnyeckoe nccnesosaHue Helicobacter pylori (camnsb)
(Helicobacter pylori, Mucus, Histochemical Study)*

bo 8 p.4.

2150

lacTpwT, accoummnpoBaHHbIii ¢ Helicobacter pylori
(rucTonormyeckunii npodpuns) (Helicobacter pylori Associated
Gastritis)*

b0 8 p.4.

4370

lMcTonornyeckoe uccneaoBaHne 6uonTtaTos Kenygxa (PAS-
peaKkuus)

00 3 p.4.

1400

BvoncuitHasa gMarHocTuKa AepmaTosoB - mopdoaornyeckoe
uccaefoBaHne 6MONTATOB B LEAX AMArHOCTMKM 3aboieBaHuiM
KOXM (Kpome HoBoob6pasoBaHuii) (Pathology of skin biopsyes)*

no 7 p.A.

2460

KomnneKkcHasa rmcTtoxmmuyeckasn AnarHocTMka 3aboneBaHunit
BepxHux oTaenos HKKT (nuwesoaa, *Kenyaka,
ABeHaguaTMnepcTHoi kuwkm) (Complex morphological and
histochemical assessment of diseases upper digestive system)

no7p.4.

3350

f'McToxnmnyeckoe nccnegosaHmne 6uoncninHoro u onepaunoHHOro
maTtepunana

00 3 p.4.

3350

OLGA-system

00 6 p.4.

3390

ISO-cepTndULMPOBAHHOE NPOU3BOACTBO M'MCTONOMMYECKUX
npenapaToB C PYTUHHbIMW OKPACKaMu M3 AOCTaB/AEHHOMO
dUKCMpoBaHHOro BUOMNCUMITHOrO MaTepuana C AeKanbLmHaumen
(TpenaHobuonTaTbl U 06pa3oBaHMA KOCTel).

0041 p.a.

6110

MonekynspHo-reHeTMYyecKoe nccaegosaHme npyu menaHome (BRAF,
NRAS)

009 p.4.

11770

MoneKynspHo-reHeTMyeckoe nccaegosaHue npu GIST-onyxonsax
(cKIT, PDGFRa)

009 p.4.

16 555




MoieKyNApHO-TEHETUYECKOE UCCIe0BaHNE NPU PaKe KefyaKa

(MSI, HER2) 0o 9 p.4. 15470
MoneKkynspHO-reHeTU4YecKoe UccaefoBaHME NPU KONOPEKTANIbHOM
pake (BRAF, KRAS, NRAS, MSI)
009 p.4. 26 370
MoneKkynspHO-reHeTU4YeCcKoe NccneoBaHNE NPU pake erkoro
(BRAF, KRAS, EGFR, HER2)
009 p.4. 14 995
MonekynspHO-reHeTU4YeCcKoe nccneaoBaHne KONUMIMHOCTU reHOB
y2ap $ A n09p.a | 10905
npu pake MoJIOYHOW Xenesbl (19 reHos)
MonHoe HaumeHoBaHMe - MoneKkyNApPHO-reHeTuYecKoe
009 p.4. 9 705
nccnenoBaHue npu pake tena maTtku (MSI, POLE)
BbisiBneHue TpaHcnokauuin EML4A-ALK, ROS1 n mytaumuii B reHe MET
P 4 yrah no9p.a | 17920
McTonornyeckoe nccnegoBaHne CTaHLAPTUINPOBAHHOM
MyNbTUdOKaNbHOM BMONCMM NPU BOCNaNTE/IbHbIX 3a001eBaHMAX bo 8 p.4. 5490
KULLIEYHMKa.
MaTosioroaHaToMUYeCcKoe UccnefoBaHMe ANAarHOCTUYECKOro U
onepauuoHHoro matepuana (ao 6-tm ¢nakoHos) (Pathology 00 6 p.a. 4610
examination of diagnostic and surgical biopsy)
MaTonoroaHaToMMYeCcKoe UccaefoBaHMe ANArHOCTUYECKOTO U
onepaumoHHoro matepuana (go 12-tv ¢pnakoHos) (Pathology 0o 6 p.a. 4610
examination of diagnostic and surgical biopsy)
CraHgapTusoBaHHOe MOPHONOrMYECcKoe ucciegoBaHne CAN3NCTOM
Aap Hoe Mopg A n08p.a | 4490
060104KM TOHKOM KULWKK Ha uennakuio (H&E)
MonekynapHoe nccnegosaHme paka npocratbl (MI'M: PTEN, RB1,
Y7AP A pakanp ( n09p.a | 13140
TP53, BRCA1/2)
BuoncuitHoe nccnegoBaHue CAM3UCTON Kenyaka No cTaHaapT
N1eA va APTY | 1010p.a. | 4990
MeXKayHapogHou Knaccupmkaumm OLGA-system
KoHcynbTaums roToBbIX rMCTOIOTMYECKMX NpenapaTtos (4o 5
y/bTau penapatos (A no7p.a | 4490
napaduHoBbIX 610KOB U CTEKON)
KOoHcynbTauma rotosbIX rMCTONOrMYEeCcKMX npenapatos (4o 10
y/bTau penapatos (A no7p.a | 7990
napaduHoBbIX 6/10KOB U CTEKON)
KOoHcynbTauma rotosbIX MTMCTOIOrMYECKUX npenapatos (ao 15
y/bTau penapatos (A no7p.4 | 11790
napaduHoBbIX 610KOB U CTEKON)
KOoHcynbTauma rotoBbIX rMCTONOrMYEeCcKMX npenapatos (4o 20
y/bTau penapatos (A no7p.4 | 15490
napaduHoBbIX 610KOB U CTEKON)
KOHcynbTauma rotoBbIX MTMCTOIOMMYECKUX NpenapaTtos (4o 25
y/bTau penapatos (A n07p.4 | 19090
napa$urHOBbIX 6J0KOB U CTEKON)
KoHcynbTauua rotoBbIX FTMCTONOrMYECcKMX NpenapaTtos (4o 30
yaibTak penapatos (A no7pa | 22690
napa$rHOBbIX 6J0KOB 1 CTEKON)
KoHcynbTauma roToBbIX FTMCTOMIOMMYECKMX NpenapaTtos (ao 35
yabTak penapatos (A no7pa | 26390
napa$urHOBbIX 6J0KOB U CTEKON)
KoHcynbTauua rotoBbIX FTMCTONOMMYECKMX NpenapaTtos (8o 40
yabTak penapatos (A no7pa | 29990
napadurHOBbIX 6J0KOB U CTEKON)
McTonornyeckoe uccnenoBaHue ¢ NPUMEHEHMEM AeKabLMHALMK
A P ACKANBUMRALN | 42 p.a. | 3990




M3roToBneHmne cTekna, oKpaweHHOro reMaToKCUANH-303UHOM, C

£o 4 p.4. 2990
rotosoro napaduHoBoro 6s10kKa
MaTonoroaHaToMMYeCcKOe UcciefoBaHNE ONePaLMOHHOIO
£o 5 p.4. 8190
maTepuana (bonee 12-tn 610K0B)
KoHcynbTaums roToBbIX rMCTOIOrMYECKMX NpenapaTtoBs (4o 5 05p 5 690
a -A.
napa$urHOBbIX 6JI0KOB U CTEKON)
KoHcynbTauusa rotoBbiX rMcToiornyeckmx npenapartos (oo 10 06p 3990
a -A.
napa$urHOBbIX 6JI0KOB U CTEKON)
KoHcynbTauus rotoBbix rMCTOIOrMYeckmx npenapartos (a0 15 05p 5020
a -A.
napadurHOBbIX 6JI0KOB U CTEKON)
KoHcynbTauusa rotoBbiX rMCToIOrMYeckmx npenapatos (a0 20 05p 6100
A .A.
napadurHOBbIX 6JI0KOB U CTEKON)
KoHcynbTauus rotoBbIX TMCTOIOrMYEcKMX npenapaTtos (a0 25 05p 7905
A .A.
napa¢durHOBbIX 6JIO0KOB U CTEKON)
KoHcynbTauusa rotoBbiX rMcTosiornyeckmx npenapartos (oo 30 05p 8335
A .A.
napa¢durHOBbIX 6JI0KOB U CTEKON)
KoHcynbTauus rotoBbiX rMCTOIOrMYeckmx npenapartos (a0 35 05p 9480
A .A.
napa$urHOBbIX 6JI0KOB U CTEKON)
KoHcynbTauusa rotosBbiX rMCToIorMYeckmx npenapatos (a0 40 05p 10 805
A .A.
napadurHOBbIX 6JI0KOB U CTEKON)
McTonornyeckoe N rmMcToXMmmyeckoe nccnegoBaHme npu
N £0 10 p.a. 3490
3aboneBaHMAX KOXKK (Kpome HOBOODBpa3oBaHMA)
McTonornyeckoe ncciefoBaHne cOCKoboB LLEePBUKANbHOIO KaHana
W NONOCTU MATKM NpU pasgeIbHOM AMAarHOCTUYECKOM 405 p.a. 2990
BbICKabMBaHMMU
McTonornyeckan 6uoncuitHaa AMarHoOCTMKa HOBOOGPa3oBaHM
005 p.4. 2490
KOXM
fMcTonornyeckoe nccaegoBaHNUe Maioro onepaumuoHHOro
005 p.a. 2990
maTepurana NnepBoro Kaacca CA0XHOCTH
fMcTonornyeckoe nccaegoBaHNUe Maioro onepaumuoHHOro
005 p.a. 4990
maTepurana BTOPOro Kaacca CAOXKHOCTH
fMcTonornyeckoe nccaegoBaHnUe Maioro onepaumuoHHoOro
005 p.4. 5990
MmaTepuana TPeTbero Kiacca CNOKHOCTH
fMcTonornyeckoe nccaegoBaHne onepaLmMoHHOro maTepuana
P P 005 p.4. 10 500
YeTBEPTOro Knacca CN0XKHOCTU
fMcTonornyeckoe nccaegoBaHne onepaLmMoHHOro matepmnana
P P n05p.a | 16990
MATOrO Knacca CA0XHOCTH
fMcTonornyeckoe nccaegoBaHNUe Maioro onepaumuoHHOro
b0 8 p.4. 4490
maTepurana NnepBoro Kaacca C0XHOCTH
fMcTonornyeckoe nccaegoBaHne onepaLmMoHHOro matepuana
P P b0 8 p.4. 5490
BTOPOrO Kaacca CN0XHOCTU
fMcTonornyeckoe nccaegoBaHne onepaLmMoHHOro matepuana
0o 8 p.4. 6 590
TPETbero Kaacca C/I0XKHOCTU
fMcTonornyeckoe nccaegoBaHne onepaLMoHHOro matepmuana
0o 8 p.4. 8790
YeTBEPTOro Knacca CN0XKHOCTU
fMcTonornyeckoe nccaegoBaHne onepaLmMoHHOro matepuana
P P 0o 8 p.4. 14 490
MATOrO Knacca CA0XHOCTH
McTonornyeckoe nccieoBaHne COCKOH0B LIePBUKANbHOIO KaHana
M NONOCTU MATKN NpuU pa3geNbHOM AMAarHOCTUYECKOM 00 6 p.4. 4990

BblCKab/MBaHMM




Mopdonormyeckasa AnarHoCTMKa A3BEHHOTO KoMTa 1 6onesHu
KpoHa (Morphological diagnosis of the ulcerative colitis and the
Crohn's disease)

005 p.a.

3590

KomnneKkcHasa rmcToxmmuyeckan AnarHocTmka 3abonesaHunit
BepxHux otaenos KKT

bo 8 p.4.

2990

fMcTtoxmmmnyeckoe nccnegoBaHme 6uoncmninHoro u onepauynoHHOro
maTtepknana

bo 8 p.4.

2990

19.2. AMMyHOrMcToxummn4ieckue nccrnenoBaHus

KomnneKkcHas UMX-anarHocTuKa Ancnnasmnm B CIM3NCTON 060104KK
Wwenkn matku, pl6INK4a + Ki-67 ( MHLUM3MOHHan 6uoncus,
dopmanunHossbi bydep)

009 p.4.

9 465

MMMYHOTUCTOXMMUYECKUI CKPUHUHT paKa LWenKM MaTKu —
nccnenoBaHue AByX MapKepoB ANs PpaHHen ANarHOCTUKK
AMCNIA3MM C BbICOKOW CTEMNEHbIO PUCKA 03/10KAYeCTBEHMUA:
p16INK4a + Ki-67 (6uomaTtepmran, GUKCMPOBaHHbIN B NapadprMHOBOM
6n0kKe) (Cervical Cancer — Study of Two Markers for Early Diagnosis
Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin
Block))

009 p.4.

9 465

KomnnekcHaa nmmyHornctoxmmmdeckan (UrX) gmarHoctmka paka
MOJIOYHOM }Kenesbl, PELLENTOpPbl K 3CTPOreHam 1 nporectepoHy, Ki-
67, HER2/neu (TpenaH-6uoncua, dopmanuHoBsblit bydep)

009 p.4.

18 950

PaK MOMIOYHO XKenesbl — KOMNAEKCHbIA UMMYHOTUCTOXMMUYECKUNIA
npoounb (briomaTtepunan, PUKCUPOBAHHBIN B NapadMHOBOM H10Ke)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded
Tissue Block))

009 p.4.

18 950

MMmyHorMcToxmmmyeckoe nccnegosaHue (Urx), peuentopsbl K
acTporeHam u nporectepoHy ER/PR ( MHUM3MOHHasA
6uoncus/acnupat/TpenaH-6unoncua, bopmannHosbiin bydep)

009 p.4.

8270

PeLenTopbl K 3CTporeHam 1 NPorecTepoHy,
MMMYHOFMCTOXMMMYECKOE NccaesoBaHne (buomaTtepuan,
¢duKcupoBaHHbIl B napaduHoBom b610ke) (Estrogen and
Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

009 p.4.

6 800

MMmyHormMcToxmmmyeckoe uccnegosaHue (UrX) nponndepatnsHoi
akTMBHOCTU Ki-67 (MHLM3MOHHaa Buoncua, dopmannHoBsbin bydep)

009 p.4.

6 155

Ki-67 (MIB-1) akcnpeccusa, MMMYHOTUCTOXMMUYECKOE
nccnenoBaHue: oLeHKa NPoANdepaTUBHOM aKTUBHOCTU MO
aKkcnpeccuu Ki-67 (bromatepuan, GUKCMPOBaHHbLIN B
napapuHosom b6soke) (Ki-67 (MIB-1) Expression, Assessment of
Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

009 p.4.

6 155

NmmyHormcTtoxmmmuyeckoe nccneaosaHue (UrxX) HER2/neu cratyca
(MHUM3MOHHanA Buoncus, bopmannHoBsbii bydep)

009 p.4.

6 440




Onpegenenne HER2 cTaTyca onyxonm metoaom
MMmyHobAyopecLeHTHOM rMbpuansaumiu in situ (FISH)
(Determination of HER2 Status of Tumor, Fluorescence In Situ
Hybridization)

no 21 p.a.

32010

KomnneKkcHas UMX-anarHoCTUKa paka npeacratesibHOM enesbl
(anbda-metnnaumn-KoA-pauemasa (P504S, AMACR),
LMTOKepPaTUHbI BbICOKOro MosiekynsipHoro Beca (34RE12), p63
(MHUM3MOHHanA Buoncus, bopmannHoBsbii bydep)

bo 8 p.4.

13790

Pak npeacTaTenibHOM Kenesbl — KOMMNAEKCHoe
MMMYHOTUCTOXMMUYECKOE UCCNEeA0BaHME C OLEHKOM aKCnpeccuu:
anbdpa-metunaunn-KoA-pauemasbl (P504S, AMACR),
LLMTOKEPaTMHOB BbICOKOrO MoneKynspHoro seca (34RE12), 6enka
p63 (Prostate cancer — complex immunomorphological
examination using assessment of the expression AMACR, high
molecular weight cytokeratin (34RE12), p63)

£o 8 p.4.

11740

HER2/neu skcnpeccua, HER2-cTaTyc, MMMYHOTMCTOXUMMNYECKOE
nccneposanue, UMX (buomartepuan, GUKCMPOBaHHbIN B
napa¢uHosom 610ke) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

009 p.4.

6 940

MMMYHOrMCTOXMMMYECKasA AmarHoctuka (UrX) xpoHmueckoro
aHaomeTpuTa, CD138 (acnupat, popmanmHoBbIN Bydep)

009 p.4.

5550

MMMYHOTIMCTOXMMMYECKAA ANArHOCTUKA XPOHUYECKOTO
3HAOMETpPUTA — BbIAB/IEHME NAa3MaTUYECKUX KneTok (CD138)
(bomatepuan, duKcMpoBaHHbIi B NnapadpuHosom 610ke) (Chronic
Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin
Block))

009 p.4.

5550

MmmyHormctoxmmuyeckoe uccnegosanue (UrX), p16INK4a
(MHUM3MOHHanA Buoncus, bopmannHoBbi bydep)

009 p.4.

5350

MMMYHOIMCTOXMMUYECKOE UCCAEA0BaHNE MapKepa paHHeNn
AMAarHOCTUKM AMCNAa3MM C BbICOKOM CTENEHbIO PUCKa
03/10KavecTBeHns: pl6INK4a (bruomatepuan, GUKCUPOBaHHBIN B
napapuHoBom 6s10ke) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

009 p.4.

5350

MmmyHoructoxumuuyeckoe (UNX) uccnegosaHme: AMarHoCTUKa
numoonponndepatnsHbix 3abonesaHnin (buomatepuan,
3aK/Il0YeHHbIN B NapaduHoBbIl 6510K) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Tissue Embedded in
Paraffin Block))

00 20 p.a.

24 905

MmmyHorucToxummuyeckoe (UINX) nccnegoBaHune: gnarHocTuKa
numoonponndepatnsBHbIX 3aboneBaHnin (buomatepuan,
duKcupoBaHHbIM B dopmannHosom bydepe)
(Immunohistochemical diagnosis of lymphoproliferative diseases
(Fixed Biomaterial in Formalin Buffer))*

00 20 p.4a.

24 905




MmmyHoructoxmmmuyeckoe (UIMNX) nccnepgoBaHue: AnarHocTuKa
rmcToreHesa MeTacTasoB NPU HEeYCTaHOBAEHHOM NEPBUYHOM o4are
(cneKkTp mapkepoB A1 BbiABNEHWUA TKAHEBOW NPUHAANEKHOCTH)
(bomaTepuan, 3aKkOYEHHbIN B NapaduHOBbIN 6710K)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

00 20 p.a.

26 570

MmmyHoructoxumudeckoe (UNX) uccnegosaHume: gMarHoCcTuKa
rmcToreHesa MeTacTa3oB NPU HEYCTAaHOBAEHHOM NEPBUYHOM o4are
(cnekTp mapkepoB 414 BbiABAEHMA TKAHEBOW NPUHAA/IEKHOCTH)
(6nomaTepman, puKcMpoBaHHbIN B popmanmHoBom bydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

no 20 p.a.

75 000

NmmyHormuctoxmummmueckas (UMNX) anddepeHuymanbHas
ONAarHOCTMKa MmeslaHOMbI (MHLM3MOHHan 6uoncua, GopmMaanHOBbIN

Eydep)

00 18 p.a.

21870

OnddepeHumanbHas AMarHoCTMKa MelaHOMbl,
MMMYyHorMcToxummyeckoe (UMX) nccnepgosaHue, oueHKa
aKkcnpeccuun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC
verification of malignant melanoma using assessment of the
expression S-100, Melan A (MART-1), HMB-45, SOX-10)

00 18 p.a.

21870

MMmyHOrmMcToxmmmyeckoe uccnegosaHme (1 mapkep):
yTouHsawuwee UIMNX-uccnegosaHume ¢ ncnonb3oBaHmem 1 aHtutena
(mapkepa)

no 7 p.Aa.

1 860

OnpepeneHune akcnpeccun 6enka PD-L1 B TKaHM ONyXoan MeTO40M
WUIX c ucnonbsoBaHnem aHTuTen K PD-L1 kKnoH SP263 (Ventana).
(PD-L1 expression in tumor tissue by IHC using PD-L1 clone SP263
(Ventana) antibodies).

no 13 p.a.

18 830

OnpepeneHue akcnpeccun 6enka PD-L1 B TKaHM ONyXoan MeTO40M
WUIX c ucnonbsoBaHnem aHTuTen K PD-L1 KnoH SP142 (Ventana).
(PD-L1 expression in tumor tissue by IHC using PD-L1 clone SP142
(Ventana) antibodies).

no 13 p.a.

18 830

OnpegaeneHune skcnpeccum 6enka PD-L1 B TKaHK oNyxo/iM MeTo40M
WUTX c ucnonbsoBaHnem aHTuTen K PD-L1 knoH 22C3 (Dako). (PD-L1
expression in tumor tissue by IHC using PD-L1 clone 22C3 (Dako)
antibodies).

no 13 p.a.

28 340

MMMYHOrMCTOXMMUYECKAA ANArHOCTUKa HOBOO6pa3OBaHMl71
Kenyao4yHO-KMULWEYHOro TPaKTa.

no 1l p.a.

15190

MMMYHOrMCTOXMMHUYECKaA ANArHOCTUKa HOBOO6pa3OBaHMl71
Nerkoro

no 1l p.a.

15190

MMMYHOMMCTOXMMMYECKAsA AMAarHOCTUKA HoBoo6pa3oBaHuii
OpPraHoB *KEHCKOW penpoayKTUBHOM CUCTEMbI.

no 11 p.a.

21540

lMcTonornyeckoe uccneaoBaHme 6UONCUIHONO U
aHAoCKonuyeckoro matepuana (bC)

00 6 p.4.

3490

FMcTonornyeckoe nccneaosaHme MyibTdoKanabHOM Broncum
npeacTaTtenbHoi kenesbl (MK)

00 6 p.4.

6990

McToxummnyeckoe nccnegosaHue Ha Helicobacter pylori (Hp)

009 p.4.

3490

IMCToNOrMYecKoe U rMCTOXMMUYECKOE UCCNeaoBaHue npu
xennkobakTep-accoummpoBaHHoOM ractpute (Hp-ractpur)

009 p.4.

3490




KoHcynbTaums rotoBbIX rMCTOIOrMYECcKMX npenapatos (1 ctekno+1
napagpuHosbin 610K) Consultation of ready histologic preparations
(1 glass+1 paraffin block)

00 6 p.4.

2490

lmcTonornyeckoe nccnefoBaHne matepuasna, NoJly4eHHOro npu
MasbIxX Xupypruyeckmnx onepauusax (Histologic examination of
material from minor surgical procedures)

bo 8 p.4.

2390

MMMYHOTUCTOXMMMYECKAn ANArHOCTMKA paKa MOJIOYHOM »Kesesbl
(MX) (peuenTopbl K acTporeHam 1 nporectepoHy, Ki-67, HER2/neu)
(Immunohistochemical diagnosis of breast cancer (estrogen and
progesterone receptors, Ki-67, HER2/neu))

009 p.4.

12 590

MMMYHOTUCTOXMMMYECKAn ANArHOCTMKA paKa MOJIOYHOM »Keesbl
(M) (peuenTopsl K acTporeHam 1 nporectepoHy, Ki-67, HER2/neu)
(Immunohistochemical diagnosis of breast cancer (estrogen and
progesterone receptors, Ki-67, HER2/neu))

009 p.4.

10190

MMMYHOTMCTOXMMMYECKOE UCCed0BaHME PELLENTOPOB K
acTporeHam v nporectepoHy (3C/MP) (Immunohistochemical study
of estrogen and progesterone receptors (ES/PR))(

009 p.4.

4490

MMMYHOIMCTOXMMUYECKOE UCCAeA0BaHUE PELENTOPOB K
acTporeHam u nporectepoHy (3C/MP) (Immunohistochemical study
of estrogen and progesterone receptors (ES/PR))

009 p.4.

5490

MMMYHOTMCTOXMMUYECKOE UccneaoBaHme NpondepaTMBHoOM
aKkTmMBHOCTU (Ki-67)

009 p.4.

5490

MMMYHOTMCTOXMMUYECKOE UcCneaoBaHMe NpondepaTMBHoOM
akTMBHoOCTH (Ki-67)

009 p.4.

6990

MmmyHormcroxmmmuyeckoe nccnegosadne HER2/neu-cratyca

009 p.4.

3490

MMMYHOMMCTOXMMMYECKAA AMArHOCTMKA paKa NpeAacTaTenbHoM
»enesbl (AMACR, umMtoKkepaTuH 34bE12, p63)

009 p.4.

6 990

MMMYHOrMCTOXMMMYECKAA AMArHOCTMKA paKa NpeAacTaTeNbHOM
»enesbl (AMACR, umMtoKkepaTuH 34bE12, p63)

009 p.4.

6 990

MmmyHormMcToxmmmuyeckoe nccneaosaHne HER2/neu-cratyca

009 p.4.

6 990

MMMYHOTMCTOXMMMYECKAn ANArHOCTUKA XPOHUYECKOT0
sHpomeTpuTa (CD138) (Immunohistochemical diagnosis of chronic
endometritis (CD138))

009 p.4.

3490

MMMYHOrMCTOXMMMYECKAA AMAarHOCTMKA XPOHUYECKOTO
sHaomeTpuTa (CD138) (Immunohistochemical diagnosis of chronic
endometritis (CD138))

409 p.4.

2990

NmmyHornctoxmmunyeckoe nccnepgosaHme pl6INK4a
(Immunohistochemical study of p16INK4a)

009 p.4.

4990

NmmyHornctoxmmunyeckoe nccnepgosaHume pl6iNK4a
(Immunohistochemical study of p16INK4a)

409 p.4.

4990

MMMYHOTrMCTOXMMMYECKAn ANArHoCcTuka nnmebonponndepaTmBHbIX
3abonesanuit (/IN3) (Immunohistochemical diagnosis of
lymphoproliferative diseases (LPD))

o 17 p.a.

42 790

MMMYHOTrMCTOXMMMYECKAn ANArHoCcTuka nnmebonponndepaTmBHbIX
3abonesanuit (/IN3) (Immunohistochemical diagnosis of
lymphoproliferative diseases (LPD))

o 17 p.a.

42 990

MMMYHOFMCTOXMMM‘-IECKBFI ANArHOCTUKA r’MCToreHesa meTacrta3os
npu HEeyCTaHOBZIEHHOM NEPBUYHOM O4are

no 17 p.a.

38 990




MMMyHOFMCTOXMMMHeCKaH ANArHoCTuKa rmctoreHesa meTtacra3os
npu HeyCTtaHOB/Z1IEHHOM NepPBUYHOM O4are

no 17 p.a.

39090

MMMYHOTMCTOXMMUYECKOE uccneaoBaHue (1 aHTuTeno)

009 p.4.

3490

MMMyHOrMcToxmmmnyeckoe nccnegoBanme akcnpeccmn PD-L1 kKnoH
SP263 (Ventana) (Immunohistochemical study of PD-L1 expression
clone SP263 (Ventana))

no 15 p.a.

13 690

MMMyHOrMcToxmmmnueckoe nccnegosaHme skcnpeccum PD-L1 KnoH
SP142 (Ventana) (Immunohistochemical study of PD-L1 expression
clone SP142 (Ventana))

no 15 p.a.

13 690

KoHCcynbTauma roToBbIX r’MCTOIOMYECKUX NPenapaTos CAU3MCTOM
060/104KN TOHKOM KULLIKK NPU AnarHoctnke uenmakum (1 6nok + 1
CTEKNO)

no 7 p.4.

2990

McTonornyeckoe ncciesoBaHue onepalmMoHHoOro martepumana (13-
40 napa¢urHoBbIix 6a1okos) (Histologic examination of surgical
material (13-40 paraffin blocks))

no 7 p.Aa.

32 690

KomnnekcHoe nccnegoBaHue An8 AMarHoCTUKM XPOHUYECKOTO
aHaomeTpuTa (CD138, CD4, CD8, CD20)(Comprehensive study of
chronic endometritis (CD138, CD4, CDS8, CD20)

009 p.4.

7990

KomnsieKkcHoe ncciegoBaHue a8 AMarHOCTUKM XPOHUYECKOro
aHaomeTpuTa (CD138, CD4, CD8, CD20)

009 p.4.

7990

OnpepeneHue akcnpeccum 6enka PD-L1 B TKaHM ONyXx0/iM METOAOM
WUIX ¢ ucnonbsoBaHuem aHTuTen K PD-L1 knoH 22C3 (Dako)

[0 12 p.a.

18 290

'McTonornyeckoe nccneposaHme 6uoncuinHoro maTtepuana

[0 6 p.4.

2390

Onpegenenune TpaHcaoKaumm reHa ALK UMMYHOrMCTOXMMUYECKUM
MEeToA0M uccnefoBaHuA

no7p.4.

10990

OnpepeneHne TpaHcnoKaumm reHa ROS1
MMMYHOTUCTOXUMUYECKUM MEeTOO40M UccnenoBaHUA

no7p.4.

10990

OnpeaeneHne MUKPOCATENIMTHON HeCTabnabHOCTH
MMMYHOTUCTOXUMUYECKUM MEeTo40M UccnenoBaHUA

no7p.4.

19990

MMMYHOTMCTOXMMMYECKAn ANArHOCTUKA NEPBUYHbIX
HOBOOOPa30BaHWIN LLEHTPANIbHOM HEPBHOW CUCTEMDbI
(Immunohistochemical diagnostics of primary tumors of the central
nervous system)

00 10 p.a.

44 900

MmmyHoructoxummueckoe (UIMNX) nccnepgoBaHune: guarHocTuKa
numoonponndepatnsBHbIX 3ab6oneBaHNn (MHUM3MOHHaA Buoncus,
dopmanunHossbii bydep)

no 17 p.a.

53990

MmmyHoructoxumuuyeckoe (UNX) uccnegosaHme: AMarHoCTUKa
nvmoonponndepatnsHbix 3abonesaHnin (matepman: buontat
onyxonu, B napapuHoBOm 6JI0KE) C KOHCyAbTaLMel B 3KCNepTHOM
nabopartopumn cTaTyca «PedepeHc-UueHTp»

no 17 p.a.

53 990

UIrX-nccnepoBaHue: AMarHoCTMKa rmctoreHesa MeTacTasoB Npu
HeyCcTaHOB/IEHHOM NePBUYHOM o4vare (CMeKTp MapKepoB A
BbIAB/IEHUS TKAHEBOMW MNPUHAANEKHOCTU (MHLM3MOHHasA buoncus,
dopmannHoBbili bydep) c KOHCyNbTalMel B SKCNEPTHOM
nabopatopuu ctatyca <<PedepeHc-LueHTp>>

o 17 p.a.

53990




MmmyHoructoxmmmuyeckoe (UIMNX) nccnepgoBaHue: AnarHocTuKa
rmcToreHesa MeTacTasoB NPU HEeYCTaHOBAEHHOM NEPBUYHOM o4are
(cneKkTp mapKkepoB A7 BbIABAEHWA TKAHEBOW NPUHAANEKHOCTH,
maTepuan: buonTtaTt onyxonu B napapuHoBom 6/10Ke) C
KOHCy/ibTauMel B aKcnepTHoOM abopatopumn ctaTyca «PedepeHc-
LEeHTP»

no 17 p.a. | 53990

MMMYHOTMCTOXMMMYECKOE UccaedoBaHMe (2 mapKepa):
yTouHawuwee UIMNX-nccnegosaHme ¢ UCNOAb30BAaHNEM 2 aHTUTEN 00 6 p.4. 9990
(mapkepos)

MMMYHOTMCTOXMMMYECKOE UccaenoBaHue (3 mapKepa):
yTouHatowee UMX-uccnegosaHme ¢ UCNONb30BaHMEM 3 aHTUTEN 00 6 p.4. 13 690
(mapkepos)

MMMYHOTMCTOXMMMYECKOE uccaedoBaHue (4 mapKepa):
yTouHsawuwee UIMNX-uccnegosaHme ¢ ucnonb3oBaHnem 4 aHTuTen 00 6 p.4. 17 290
(mapkepos)

MMMYHOTMCTOXMMMYECKOE UccnedoBaHue (5 mapkepos):
yTouHatowee UMX-uccnegosaHme ¢ UCNOAb30BaHMEM 5 aHTUTeN [0 6 p.4. 20 890
(mapkepos)

MMMYHOTMCTOXMMUYECKOE UccaeaoBaHme (6 mapKkepos):
yTouHsawuwee UIMNX-uccnegosaHme ¢ CN0Ab30BaHNEM 6 aHTUTEN 00 6 p.4. 24 490
(mapkepos)

MMMYHOIMCTOXMMMYECKOE UccaedoBaHMe (7 MapKepos):
yTouHatowee UMX-uccnegosaHme € UCNONAb30OBAHUEM 7 aHTUTEN 00 6 p.4. 29990
(mapkepos)

MMMYHOTMCTOXMMUYECKOE UccaeaoBaHme (8 mapKkepos):
yTouHAowee UMX-uccneposaHue ¢ UCNOAb30BaHMEM 8 aHTUTEN 00 6 p.4. 33690
(mapkepos)

MMMYHOTMCTOXMMMYECKOE UccaedoBaHme (9 mapKepos):
yTouHatowee UMX-uccnegosaHme ¢ UCNOAb30OBaHMEM 9 aHTUTEN 00 6 p.4. 37790
(mapkepos)

MMmyHOrMcToxnmmueckoe nccnegosaHue (10 mapkepos):
yTouHAwwee UMX-uccneposaHue ¢ ucnonb3osaHmem 10 aHtuten 00 6 p.4. 41 390
(mapkepos)

MMMYHOIMCTOXMMUYECKOE UCNeaoBaHMe TpenaHobuonTaTa
KocTHoro mosra (Immunohistochemistry of bone marrow biopsy) o 17 p.a. | 61990

MMMYHOTMCTOXMMMYECKOE OKpallmBaHue (1 mapKep) c aHTUTeNnaMmu
BbICOKOW LLeHoBOW KaTeropum (Immunohistochemical staining (1

6 p.4. 5490
marker) with high-price antibodies) AOBP-A

MMMYHOrMCTOXMMMYECKOE OKpawmeaHue (1 mapKep) c aHTUTenaMu

. . no7p.4. 4990
BbICOKOM LLeHOBOW KaTeropum

BuoncuinHoe uccnenoBaHWe CAMIUCTON KenyaKa No CTaHAapTy
MeXKayHapogHou Knaccudmkaumm OLGA-system ¢ onpegeneHnem
Xennkobakrtep MNunopwm (Gastric mucosa biopsy assessment 00 6 p.4. 4590
according to the OLGA-system international classification standard
with the detection of Helicobacter pylori)




KomnnekcHasa UMX -anarHocTnka XpoHNYeCcKoro aHa4oMeTpuTa:
CD138, CD4, CD8, CD20 (6uoncuiiHbii maTepunan, GopmMaMHOBbIN
6ydep) (IHC diagnosis of chronic endometritis: CD138, CD4, CDS,
CD20 (biopsy material, formalin buffer))

no7p.4.

9990

KomnnekcHasa UMX -anarHocTnka XxpoHUYeCcKoro asHa4oMeTpuTa:
CD138, CD4, CD8, CD20 (buoncuiiHbii maTepuan, napapuHOBbLIN
6.10K) (IHC diagnosis of chronic endometritis: CD138, CD4, CDS,
CD20 (biopsy material, paraffin block))

no7p.4.

9990

MMMyHOTMCTOXMMMYECKan anarHoctmka (UrX) xpoHnyeckoro
aHaomeTpuTa, CD138 (acnupat, popmanmHoBbIn Bydep) c
NoACYEeTOM KONMYECTBa N1a3MaTUYECKUX KNeToK

no7p.4.

8990

MMMYHOrMCTOXMMMUYECKAA AMArHOCTMKA XPOHUYECKOTO
3HAOMETPUTA — BbIIBNIEHWE U NOACYET UMMYHOMO3UTUBHbIX
nnasmaTUYeckmnx Knetok (CD138) (buomatepuan, GUKCUPOBaHHbIN
B napadumHoBom 6s10ke) (Immunohistochemical diagnostics of
chronic endometritis — identification and counting of
immunopositive plasma cells CD138)

no 7 p.4.

7990

MMMYHOTMCTOXMMUYECKOE UccaeaoBaHme (2 aHTuTena)
(Immunohistochemical study (2 antibodies))

009 p.4.

6990

MMMYHOTMCTOXMMUYECKOE UccaeaosaHme (3 aHTuTena)
(Immunohistochemical study (3 antibodies))

009 p.4.

8390

MMMYHOTMCTOXMMUYECKOE uccneaosaHme (4 aHTutena)
(Immunohistochemical study (4 antibodies))

009 p.4.

10990

MMMYHOTMCTOXMMUYECKOE uccneaosaHme (5 aHtuTen)
(Immunohistochemical study (5 antibodies))

009 p.4.

13 690

MMMYHOTMCTOXMMMYECKOE UccaedoBaHue (6 aHTuTen)
(Immunohistochemical study (6 antibodies))

409 p.4.

16 290

MMMyHOTMCTOXMMMYECKOE UccnedoBaHue (7 aHTuTen)
(Immunohistochemical study (7 antibodies))

409 p.4.

18 990

MMMYHOTMCTOXMMMYECKOE UccaedoBaHue (8 aHTuTen)
(Immunohistochemical study (8 antibodies))

409 p.4.

21490

MMMyHOTMCTOXMMMYECKOE UccnedoBaHue (9 aHTuTen)
(Immunohistochemical study (9 antibodies))

009 p.4.

24 090

MMmyHormMcToxmmmueckoe nccnegosaHue (10 aHtuten)
(Immunohistochemical study (10 antibodies))

409 p.4.

26 790

MmmyHormuctoxmmmueckan amddepeHumanbHan AMarHoCcTmKka
MeflaHOMbl, 6MomaTepuran GUKCUPOBaHHbIM B pacTBOpe
dopmanuHa

009 p.4.

16 590

MMMmyHormctoxummdeckaa anddepeHumanbHaa AMarHoCTUMKa
MmenaHoMbl, BriomaTepmnan GUKCMPOBaHHbIM B NapadmHOBOM B610Ke

009 p.4.

16 390

MMMyHOFMCTOXMMM‘-IECKaﬂ ANAarHoCTunKa HOBOOﬁpGBOBaHMVI
Kenyago4yHO-KMULWEYHOTo TPaKTa

009 p.4.

12 290

MMMYHOFMCTOXMMM‘-IECKBFI ANArHoCTunKa HOBOO6pa3OBaHVIl7I
Nerkoro

009 p.4.

11790

MMMYHOIMCTOXMMMYECKas AMAarHOCTUKA HOBOOOpa3oBaHui
YKEHCKOWN PenpoayKTUBHOM CUCTEMDI

009 p.4.

18 690

20. ULUTOFrEHETUYECKUE NCCIIEOOBAHUA

20.1. LinToreHeTnyeckue uccnegoBaHmsa




UccnenoBaHume KapnoTmna (KONMYECTBEHHbIE U CTPYKTYPHbIE

aHomanmm xpomocom) (Karyotype) 8o 19p.a. | 9470
UccnepgoBaHue Kapuotuna (KosnyecTBeHHble U CTPYKTYPHbIe
aHOMa/IMM XPOMOCOM) € 0653aTeNIbHOM BblAayeit KapuorpaMmbl 00 19 p.a. 8 000
Kapuotnn nnoaa (abopTHbI maTepuan)
npoldp.a. | 16010
UccnepoBaHue XxpoMocom B abopTMBHOM MaTepuane, CKPUHUHT
A P P P P no9pa | 9125
UccnepoBaHue XxpoMmocom B abopTMBHOM MaTepuane,
A P P P n09p.a | 21600
pacwupeHHoe
XPOMOCOMHbI MUKPOMATPUYHBIN aHaNn3 npo32p.a.| 41675
XMA abopTHOro matepuana no 14 p.a. | 27920
XPOMOCOMHbI MUKPOMATPUYUHBI aHaM3 abopTUBHOTO
P P vp . . P . nol4p.a. | 32900
maTepwuana pacwmpeHHbii (CMA of miscarriage tissue extended)
UccnepoBaHue Kapnotmna (KoOAMYecTBEHHbIE U CTPYKTYPHble
aHomanmm xpomocom) (Karyotype) o 20p.o. | 8880
UccnepoBaHue Kapuotuna (KonmnyectBeHHbIe U CTPYKTYPHbIE
AHOMaIMM XPOMOCOM) C 06A3aTeNbHON BblAavei Kapuorpammol no 20 p.a. 8 000
KapuoTtun c abeppauunsamu (Npu Bo3gencTBUM MyTareHHbIX
$aKTOpOoB M OHKOremaTonorMyeckux sabonesaHumax) (Karyotype 4o 22 K.A. 9590
with aberrations)
21. OHKOFEHETUYECKUE UCCNEOOBAHUA
21.1. OHKOreHeTU4YeCKUe uccrnenoBaHus
NUTOreHeTUYEeCKNN aHaN3 KNeTOK KOCTHOro Mo3ra (Ka
H i ) (kapuoTun) b0 8 p.4. 8490
(Cytogenetic analysis of bone marrow (karyotype))
MUP aHanus xumepHoro reHa BCR/ABL - t(9;22), onpeaenexue
Tuna TpaHckpunTta BCR/ABL reHa - KayectseHHas MNLUP (PCR analysis
. . L no10p.a. | 3200
of the chimeric BCR/ABL gene - t(9;22), determination of the
BCR/ABL gene transcript type - qualitative PCR)
MUP aHanu3 oTHocUTeNbHOM 3Kcnpeccum reHa BCR/ABL p210 -
KonmyectseHHasa RQ MUP (B peanbHom BpemeHun) (PCR analysis of
. ) o po10p.a. | 5315
the relative expression of the BCR/ABL p210 gene - quantitative RQ
PCR (real time)
UccnepoBaHMe myTaumoHHoro ctatyca BCR-ABL reHa (meTop,
npsamoro cekseHnposaHua no CanHrepy) (BCR-ABL1 Mutation no 24 p.a. | 10600
Analysis using direct Sanger sequencing, qualitative)
AHanus xumepHoro reHa BCR-ABL (FISH, konwnu.) (Analysis of
. . P (. . A y bo 8 p.4. 11920
chimeric gene BCR-ABL, FISH, quantitative)
A FGFR1 (FISH, .) (Analysis of
HaNU3 NepecTpoekK reHa ( ' T(OJWI‘-I ) (Analysis of gene 108p.a | 11920
rearrangements FGFR1 (FISH, quantitative))
AHanu3 nepectpoeK reHa PDGFRB(FISH, konwny.) (Analysis of
pecT Bl I M ysIs orgene 0o 8 p.a. 11920
rearrangements PDGFR (FISH, quantitative))
AHanu3 xumepHoro reHa FIP1L1/PDGFRa(FISH, konuny.) (Analysis of
P / ( ) y bo 8 p.4. 11920

chimeric gene FIP1L1/PDGFRa (FISH, quantitative))




AHanus myTtaunii B 12 ak3oHe JAK2 rena (MUP, kau.) (Analysis of

024p.a. | 5315
JAK2 Exon 12 mutations (PCR qualitative)) A P-A
A 7 MPL, NupP 1 (Analysis of MPL
Hanus MyT‘aLI,VIVI B reHe PL, LIP, KauecTBeHHbI (Analysis o 1024pa | 5315
gene mutations, PCR, qualitative)
AHanus myTauui, geneumii, uHcepumii B reHe CALR (MNLP, kau.)
(Analysis of CALR gene mutations, deletions, insertions, PCR, 0o 24 p.a. 5315
qualitative)
Kapuotnn oHkorematosiornyeckuin (Karyotype, Hematologic
10p.a. | 8490
Disorders, Peripheral Blood) A0 20 P-A
AHanus xumepHoro reHa PML/RARa -t(15;17) (NLUP, kau.) (Analysis
. . L 00 10 p.a. 2 285
of chimeric gene PML/RARa -t(15;17) (PCR, qualitative))
AHanums xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( NLP, kau.)
(Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, po10p.a. | 2285
qualitative))
AHanuns xumepHoro reHa CBFB/MYH1- inv(16),t(16;16) (MLP, ka4)
(Analysis of chimeric gene CBFB/MYH1- inv(16),t(16;16) (PCR, no10p.a. | 2285
qualitative))
A 5 FISH .) (Analysis of
Ha/n3 nepecTpoek 5 xpomocombl ( , KOJ.'IMH.) (Analysis o 108 p.a, 11920
chromosome 5 rearrangements (FISH, quantitative))
A 7 FISH Analysis of
Ha/n3 nepecTpoek 7 Xpomocombil ( , KOJ.'IMH? (Analysis o 108 pa. 11920
chromosome 7 rearrangements (FISH, quantitative))
A MLL FISH .) (Analysis of MLL
Ha/n3 nepecTpoek rer':\ ( ISH, Koamu.) (Analysis o gene 108 pa. 11920
rearrangements (FISH, quantitative))
A 3q (FISH .) (Analysis of 3
Hanns nepecTtpoek 39 ( : Ko.nmq ) (Analysis of 3q 108 p.a, 11920
rearrangements (FISH, quantitative))
A 12p (FISH .) (Analysis of 12p deleti FISH
Haan3 ,u,.eneu,MM p ( , Konunu.) (Analysis of 12p deletion ( | pospa, 11920
guantitative))
A 20q (FISH .) (Analysis of 20q deleti FISH
Haan3 ,u,.eneu,MM q , Konunu.) (Analysis of 20q deletion ( | pospa, 11920
guantitative))
A MLL/AF4 -t(4;11) (NUP .) (Analysis of
Hlanmef XUMEpPHOro reHa / (4; ).( LI, , Kau.) (Analysis o 0010p.a | 2285
chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative))
A E2A/PBX1 - t(1;19) (NUP .) (Analysis of
Hlanmef XUMEpPHOro reHa / (1;29) ( LI, , Kau.) (Analysis o 1010p.a | 2285
chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative))
A TP53 FISH .) (Analysis of TP53
Hanlm3 aeneuunm : r(.eHa ( , Konny.) (Analysis o gene 108 p.a, 11920
deletion (FISH, quantitative))
A TP53 FISH .) (Analysis of TP53
Hanlm3 aeneuunm : r(.eHa ( , Konny.) (Analysis o gene 108 p.a, 12790
deletion (FISH, quantitative))
A IGH FISH, .) (Analysis of IGH
Ha/n3 nepecTpoek FEHE? ( . Konmuy.) (Analysis o gene 108 p.a, 11920
rearrangements (FISH, quantitative))
A t(4;14)(p16;932) (FISH, .) (Analysis of
Hanus Tp'chnOKaLI,MM ( )(p16;932) ( ‘ +'<onw4 ) (Analysis o 108 p.a, 11920
translocation t(4;14)(p16;932) (FISH, quantitative))
A t(11;14)(q13;932) (FISH, .) (Analysis of
Hanus Tp'chnOKaLI,MM ( )(913;932) ( ' ‘KOHMH ) (Analysis o 108 pa, 12720
translocation t(11;14)(q13;932) (FISH,quantitative))
AHanuns moHocomum, aeneumm 13 xpomocomsi — (del(13), -13)
(FISH, konuy.) (Analysis of chromosome 13 monosomy, deletion— | go 8 p.a. 11920
(del(13), -13) (FISH,quantitative))
AHanus moHocomuu, geneunn 13 xpomocombl — (del(13), -13)
(FISH, konuu.) (Analysis of chromosome 13 monosomy, deletion— | 4o 8 p.a. 11920

(del(13), -13) (FISH,quantitative))




AHanus TpaHcioKaunn t(14;16) (IGH/MAFB) (FISH, koany.)
(Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

bo 8 p.4.

11920

AHanus TpaHcnokaumn t(14;16) (IGH/MAFB) (FISH, konny.)
(Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

bo 8 p.4.

11920

AHanus nepectpoek ATM reHa (FISH, konuy.) (Analysis of ATM
gene rearrangements (FISH, quantitative))

bo 8 p.4.

11920

AHanus Tpucommmn 12 xpomocomol (+12) (FISH, konmu.) (Analysis of
chromosome 12 trisomy (FISH, quantitative))

no 8 p.4.

12720

AHanus Bcex cneunduyecknx abeppaunii Ha napadUHOBbLIX cpesax
(rnctoFISH, konnu.) (Analysis of all specific aberrations on paraffin
slides (FISH Histology, quantitative))

00 10 p.a.

16 420

AHanus TpaHcnokaumm t(11;14)(q13;932) Ha napaduHOBLIX cpesax
(rncToFISH, konnu.) (Analysis of translocation t(11;14)(g13;932) on
paraffin slides (FISH Histology, quantitative))

bo 8 p.4.

16 420

AHanus TpaHcnokaumm t(11;18)(q21;921) (FISH, konuny.) (Analysis of
translocation t(11;18)(q21;q21) (FISH, quantitative))

£o 8 p.4.

11920

AHanus nepectpoeK reHa BCL- 6 (der(3)(q27)) (FISH, konuu.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27) (FISH,
guantitative))

bo 8 p.4.

11920

AHanus nepectpoekK reHa BCL- 6 (der(3)(g27)) Ha napadrHOBbLIX
cpesax (fnctoFISH, konny.) (Analysis of BCL- 6 gene
rearrangements (der(3)(g27)) on paraffin slides (FISH Histology,
quantitative))

00 10 p.a.

16 420

AHanus nepectpoek MYC reHa ( t(8;14)(q24;932)-t(2;8)(p11;924),
(8 ;22)(q24;911)) (FISH, konnu.) (Analysis of MYC gene
rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8
;22)(q24;911) (FISH, quantitative))

b0 8 p.4.

11920

AHanus TpaHcnokaumm t(2;5)(p23;935) Ha napadMHOBbIX cpesax
(rucToFISH, Konuu.) (Analysis of translocation t(2;5)(p23;935) on
paraffin slides (FISH Histology, quantitative))

00 10 p.a.

16 420

AHanu3 nepectpoek BCL2 reHa
t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, Konmnu.)
(Analysis of BCL2 gene rearrangements
1(14;18)(932;921),t(2;18)(p11;921),t(18;22)(g21;q11) (FISH,
quantitative))

b0 8 p.4.

11920

AHanus nepectpoeK BCL2 reHa Ha napadmHOBbIX cpe3ax
(rucToFISH, Konuu.) (Analysis of BCL2 gene rearrangements on
paraffin slides (FISH Histology, quantitative))

00 10 p.a.

16 420

AHanus myTtaumm V617F B 14 s3k30He JAK2 rena (MUP, kau.)
(Analysis of V617F JAK2 Exon 14 mutations, PCR qualitative)

00 10 p.a.

3190

MaHenb MepBUYHbIN Mnenodpmnbpos

00 23 p.a.

18 790

MaHenb Jinmdpoma 13 KNeTOK MaHTUMHOM 30HbI

00 23 p.Aa.

27 480




MNanenb inmdpoma bepkuta

no23p.a. | 27480
MaHenb M’MNep3o3nHOPUNBbHBIA CUHAPOM
no7p.4. 37610
MaHenb PonnnkynapHas aMmopoma
no23p.no. | 27480
Manenb MANT-numdpoma
009 p.4. 37610
MaHenb IcceHumManbHasa TpombouuTeMMUA
no23p.a. | 18790
MaHenb CTUHHaA noanunTemua
no23p.no. | 14280
Manenb An 3HaA B-kpynHoKneTouyHana ammeboma
Anddy Py ¢ 009 p.4. 27 480
MaHenb XpoHuyeckuii mnenoneiikos (Panel Chronic myelogenous
leukemia, CML) 0o 9 p.a. 14 450
MaHenb OcTpble NMmbobaacTHbIe NeiKosbl
009 p.4. 13 820
OnpepeneHune skcnpeccuum PDLL bo 8 p.4. 11710
OnpegeneHne pacnpocTpaHeHHbIx myTauui reHos BRCA1,BRCA2
Nnpwu pake MOMIOYHOW Kenesbl U AMYHUKOB B BUONCUIAHOM bo 8 p.4. 10975
martepuane
UccnepoBaHue mytaumii B reHe EGFR (aeneunn n nHcepumm B 19
9K30He, MHcepuun B 20 3K30HE (accouMmUpOBaHHbIE C pollp.a. | 14670
pe3nCcTeHTHOCTbIO K TKA)
OnpepeneHue runepakcnpeccnun reHa HER2 (KONMMHOCTB reHa) b0 8 p.4. 17 325
Jetekuma mytauum V60OE B reHe BRAF bo 8 p.4. 7 280
OnpepeneHne mytaumii reHa PDGFRa pollp.po. | 20215
06 we12,13,59, 61,117,146
HapyXeHne MyTauuin B KOO OHax reHa 108 pa. 10 395
KRAS
06 we12,13,59, 61,117,146
HapyXeHne MyTauuin B KOO OHax reHa 108 pa. 10 395
NRAS
OnpepeneHne MUKpOCaTeNAUTHOW HecTabunbHocTn (MSI) 0o 8 p.a. 5775
OnpegeneHne myTtaumim reHa cKIT pollp.p. | 17325
OnpepgeneHune nepectpoek reHa ALK bo 8 p.4. 11780
OnpepgeneHune nepectpoek reHa ROS1 0o 8 p.4. 11780
MyTauwnm B reHe POLE bo 8 p.4. 7 680
MyTaumnm B reHe IDH2 009 p.4. 11790
MyTaunm B reHe IDH1 009 p.4. 11790
MyTaumm PIK3CA (Mutations in PIK3CA gene) 0o 9 p.a. 11790
OnpegeneHune TpaHcaokauumn 1p/19q 009 p.4. 11790
OnpepgeneHne metunmpoBaHma reHa MGMT 009 p.4. 11045
OnpeaeneHue abepauymin C228T 1 C250T B reHe TERT 0o 8 p.a. 7 680




MyTtauymu B reHe MET £o 8 p.4. 11 045
MoneKkynspHO-reHeTU4YecKoe nccaeaoBaHne onepaLnoHHoOro
MaTepuana WUTOBUAHOM Kenesbl AN onpeaeneHna mytaumi
reHoB KRAS, NRAS, HRAS, BRAF, TERT (Molecular genetic study of 0o 9 p.a. 13 640
thyroid surgical material to determine mutations of KRAS, NRAS,
HRAS, BRAF, TERT genes)
KOHCYNbTaTUBHbIM NPOCMOTP Y MONEKYNAPHO-TEHETUYECKOe
Y pocmoTp YAAP no13pa. | 15215
nccnegoBaHue LWNTOBUAHOM Kenesbl.
AHanun3 oTHoCUTeIbHOM 3Kcnpeccun reHa BCR/ABL p190,
KonunyectseHHasa RQ MUP (8 peanbHom BpemeHu) (PCR analysis of
. . L 00 10 p.a. 7970
the relative expression of the BCR/ABL p190 gene — quantitative RQ
PCR (real time))
MyTaLMOHHObIN cTaTyC reHoB Bapuabe aCTKOB
YTaLMOHHObIN CcTaTyC reH pu ﬂbeIX‘yl‘I TK 1025 p.a. | 18880
nMmmyHornobynmHos IGHV, NUP (IGHV mutational status, PCR)
MuP aHanms epHoro reHa BCR-ABL-t(9;22) (p230
LP aHann3 xumepHoro rex ( ) (p230) 109 pa, 6 690
(kayecTBEeHHO)
MoneKkynspHO-reHeTMYecKoe nccaeaoBaHMe NaToNorMyeckoro
o01l0p.a. | 9990
MeTunnpoBaHma reHa SEPT9 A P-4
Mone O-reHeTUYecKoe uccnefoBaHue TPaHC/IoKa eHa
NIeKYNAPHO-TEHEeTMYECKOe NCcCNea0BaHNe TPAHCIOKALUK TeH 1010 p.a. | 10990
RET
OnpepeneHne TpaHCNOKa eHa ALK metogo OpecLLEeHTHOW
. HF.) nefleHne TPaHC/IoKauumy reH MeToa0oM bayopecLeHTHOM 1015 p.a. | 14990
in situ rmuébpuansaumm (FISH)
OnpepgeneHune TpaHcnokaumu reHa ROS1 metogom
pea paHcnokall A no15p.a. | 14990
dnyopecueHTHOM in situ rubpuamnsaumm (FISH).
MoneKkynsipHO-reHeTMYecKoe uccaeaoBaHe Npyu cememHom
MeayNAPHOM paKe WUTOBMAHOM »Kenesbl M cuHapomax M3H 1/2 | go 14 p.a. 8990
(3Kk30HbI1 10, 11, 13 - 16 reHa RET v 3k30H 10 reHa MEN1)
A RUNX1/RUNX1T1-t(8;21) (FISH .
Ha/IN3 XMMepPHOro reHa / (8;21) ( , Kosiny.) 108 p.a, 12 490
A CBFB/MYH11-inv(16), t(16;16) (FISH
Ha/IN3 XMMepPHOro reHa / inv(16), t(16;16) ( , 108 pa. 12 490
KOMMuY.)
AHanus TpaHcnokaumm t(8;14) (FISH, konnu.) 0o 8 p.a. 12 490
AHanus TpaHcioKaumm t(8;9) PCM1/JAK2 (FISH, konuy.) 0o 8 p.a. 15490
AHanus xumepHoro reHa PML/RARA-t(15;17) (FISH, Konwny.) 0o 8 p.a. 12 490
AHanus TpaHcnokaumm t(8;14) Ha napadunHoBbIx cpe3ax (rmctoFISH,
P Luv 1(8;14) Ha napa¢ pe3ax ( no8p.a | 21490
Koany.)
AHanus nepectpoeK reHa MALT1 Ha napadurHOBbLIX cpe3ax
o08p.a. | 21490
(rncToFISH, konnu.) AOSP-A
AHanus TpaHcnokaumu t(4;11) (FISH, konny.) 0o 8 p.a. 12 490
A t(14;18
HaNU3 TpaHcaoKaumm t( ) Ha napadmHoOBbIX cpesax 108p.a. | 21490
(rmcToFISH, konny.)
A 8 +8) (FISH .) (Analysis of
Hanus TpVICOMVIl‘A XpoMocombil ( ') ( ISH, Konmu.) (Analysis o 108 pa, 12 490
chromosome 8 trisomy (FISH, quantitative))
A t(1;19) (FISH .) (Analysis of
Hanus Tp'chnOKaLI,MM (2;29) ( : ,‘KO}WIH ) (Analysis o 108 pa, 12 490
translocation t(1;19) (FISH, quantitative))
A MALT1 (FISH .) (Analysis of th
Hanus nepeCTpoeK'reHa ( K K‘O}WIH ) (Analysis of the 108 pa, 12 490
MALT1 gene aberrations (FISH, quantitative))
A 7 CDKN2A (FISH .) (Analysis of th
HaNu3 geneumii B reHe ( , Konunu.) (Analysis of the 108 pa, 12 490

CDKN2A gene deletion (FISH, quantitative))




AHanus TpaHcnokaumm t(14;18) (FISH, konny.) (Analysis of

translocation t(14;18) (FISH, quantitative)) Ao8p.a. | 12490
OnpepeneHue TpaHCAOKaLUmMuK reHa SS18(SYT) meToaom
dnyopecueHTHOM in situ rubpuansaumm (FISH) (Determination of
. . L . no 14 p.a. | 24990

SS18(SYT) gene translocation using fluorescent in situ hybridization
(FISH))
OnpepeneHune T[I‘)‘a‘HCJ'I‘OKaLI,MM reHa EWSR1 metogom no14pa. | 21990
dnyopecueHTHOM in situ rubpuamnsaumm (FISH)
AHanus myTaumii B reHe FLT3 (ITD, TKD), (NP, kauy.) pollp.pa. | 7990
L/I_I?;lflk/y;/;pHo reHeTUYeCcKoe NccaenoBaHMe TPAHC/IOKALMA TEHOB 1010 p.a. | 14290
AHanus nepectpoekK reHa ALK (FISH, konuy.) nollp.a. | 13990
AHanuns myTtaunit B reHe NRAS 0o 24 p.a. 7 590
AHanus myTtaunii B reHe SF3B1 00 24 p.a. 7 590
AHanuns myTaumin B reHe RUNX1 no 24 p.a. | 11490
AHanus myTtaumii B reHe SETBP1 00 24 p.a. 7 590
AHanus myTaumin B reHe SRSF2 0o 24 p.a. 7 590
AHanus myTtaumit B reHe IDH1 00 24 p.a. 7 590
AHanuns myTaumnin B reHe IDH2 0o 24 p.a. 7 590
AHanus myTaumit B reHe CSF3R 00 24 p.a. 6 690
AHanus myTtaunii B reHe ASXL1 no 24 p.a. | 11990
AHanus myTtaumnit B reHe CEBPA no 24 p.a. | 10990
AHanuns myTaumin B reHe EZH2 bo24p.a. | 12990
AHanus myTtaunit B reHe TP53 0o 24 p.a. | 24990
AHanus myTaumin B reHe DNMT3A 0o 24 p.a. 6990
MLLP aHann3 KNOHaNbHbIX peapaHKUPOBOK B-KNeTOUHbIX 1024 p.. | 14990
peuenTopos
AHanns oTHoCUTENbHOM 3Kcnpeccum reHa WT1 00 10 p.a. 4990
OnpegeneHune annenbHOM Harpysku mytaumm B reHe FLT3 (ITD) 2010 p.a. | 9990
(KonnuecTBeHHO)
AHanus myTtaunin B reHe NPM1 00 10 p.a. 5990
AHanus myTaumnit B reHe cKIT 00 10 p.a. 5990
MLLP aHann3 KNOHaNbHbIX peapaHXMPOBOK T-KNeTOYHbIX 1024 p.a. | 14990
peuenTopos
AHanus TpaHcnokaumm t(14;20) (FISH, konny.) 00 8 p.a. 10990
AHanus myTtaumii B reHe CXCR4 00 10 p.a. 6990
AHanus xumepHoro reHa TEL::AML1-t(12;21) (NLP, kau.) po10p.a. | 4290
AHanus xumepHoro rena SIL::TAL1 - geneuma 1p32 (MLUP, Kau.)
(Analysis of chimeric gene SIL::TAL1 - deletion 1p32 (PCR, po10p.a. | 4290
qualitative))
AHanus myTaumii B reHe MYD88 (L265P) (Mutations in MYD88
(L265P) gene) b0 10 p.a. 6990
AHanus oTHocuTeNbHOM aKkcnpeccumn reHa RUNX1::RUNX1T1-
1(8;21), konnuectseHHaa RQ MUP (B peanbHom BpemeHu) (PCR

. . . 00 10 p.a. 6990
analysis of the relative expression of the RUNX1::RUNX1T1-t(8;21),
quantitative RQ PCR (real time))
AH.anmsr XMMEpPHOro reHa NUP214::ABL.(I'IL.I,P, Kau.) (Analysis of 2010 p.a. | 6990
chimeric gene NUP214::ABL (PCR, qualitative))
OnpegeneHue TpaHcAoKauum reHa RET metogom dnyopecueHTHOM 1015p.a. | 19990

in situ rubpuansauum (FISH)




OnpegeneHne amnandumkaunmn reHa MET meTogom

015p.a. | 15990
dnyopecueHTHOM in situ rubpuamnsaumm (FISH) A P-A
Onpegenenne amnandukaunm reHa MDM2 metogom
pea . ¢ 4 a 8o 13 p.a. | 14990
dnyopecueHTHOM in situ rubpuaunsaumm (FISH)
MMMYHOTMCTOXMMMYECKAn ANarHOCTUKA HOBOOOpa3oBaHUi
yrommer . P [08p.a | 21990
LLNTOBUAHOWM ¥Kenesbl
22. FTEHETUYECKUE NPEAPACIMONOXEHHOCTU
* YkasaHHble cpoku lMLP-uccnegoBaHmini He BKNOYalOT NpoBeAeHue
22.1. O6pa3s KU3HU U FTeHeTU4eckue PakTopbl
MoarotoBka K onepauunu (reHbl MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5)) fo12p.p. | 3200
MoarotoBKa K onepaunu (reHbl MTHFR, MTRR, MTR, F2, F5) (6e3
onncaHuA pesybTaToB BpayomM-reHeTuKom) (Preparation for
. N 009 p.4. 2520
Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))
lFeHeTUyecKas naHesnb "2 genes" no 33 K.A4. 2900
leHeTnyecKkana naHesnb "Light" no 33 k.4, 6900
leHeTuyecKas naHenb "MyNeuro" no 33 K.A4. 9900
leHeTnyeckana naHesnb "MyWellness" no 33k.4a. | 19900
lFeHeTUYeCKasa AMarHoCTUKa KNETOYHOro cTapeHun (M3mepeHune
AnnHbl Tenomep) Genetic diagnosis of cellular aging (telomere 0o 8 p.a. 6 900
length measurement)
Mna OoBaHMe bepeMeHHOCTU K30 toc (Pregnancy plannin
NaHNPOBAHU pM.HH Tv IK30m natoc (Preg v P ing 1038 p.a. | 82990
(Whole Exome Sequencing plus))
MnaHupoBaHMe bepemeHHOCTM DK30M NnJtoc Ans napol (Pregnanc
1P P ! AnA napel (Pregnancy | a0 1 | 159 900
planning (Whole Exome Sequencing PLUS), DUO)
MnaHnpoBaHue 6epemeHHOCTM IK30M NAKOC A5 NApPbI no 38 p.a. 1
MNonHoreHoMHoe ceKkBeHupoBaHue - FTeHom.KnnHuka (Whole
. P ( n0092p.a. | 90620
Genome Sequencing)
MeguumMHcKas ycayra no BbINOJAHEHMIO KOMMIEKCHOM 3KCNepTU3bI
aHaIn3a MONIEKYNAPHO-TeHETUYECKUX AaHHbIX NOJIHOrO reHOMa no92p.a. | 91370
leHeTnyecKan naHenb "MyExpert" (MyExpert Genetic Panel) po32k.a. | 27900
XPOMOCOMHbI MUKPOMATPUYHbBIN aHanu3 (XMA) aK30HHOro
P pomaTp (XMA) n033p.a. | 49990
YPOBHA
CeKkBeHMpPOBAHME LLENOrO reHa £029p.a. | 33990
AHanuns noaMmopPpmuamMoB B reHax, KOAUPYHOLLMX PeLenTopbl U
epMeHTbl meTabosin3ma ctepomgHbix ropmoHoB. (Analysis of
dep . . p. A P ( 4 no7p.4. 14 990
polymorphisms in genes encoding receptors and enzymes of
steroid hormone metabolism.)
BblZaua CbIpbIX AAHHbIX, MOJYYEHHbIX MO pPe3yabTaTam
CEeKBEHMPOBAHMA/XPOMOCOMHOrO MMKPOMAaTPUYHOrO aHann3a 009 p.a. 3850
(Raw Sequencing Data/Raw CMA Data)
HK-tect "MyNeuro. Kids» MyGenetics. IHeprua n motusaums
A YR o2 MyBene P 4 n033 ka4 | 9900
pebeHka (Genetic panel "MyNeuro")
22.2. PenpoaykTMBHOE 34,0pOBbLE
HapylweHus cnepmaToreHesa, 6 MapKképos (MMKpoaeneumnm okyca
AZF) (Spermatogenesis disorders (6 AZF)) £o 15 p.a. 2795




HapyleHus cnepmaToreHesa, 6 MapKEépoB (MUKpoaeneLmm NoKyca
AZF) (6e3 onucaHus pe3ynbTaToB reHeTUKOM)

no 12 p.a.

2160

*eHcKoe becnnoame n ocnoxKHeHne bepemeHHOCTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapuotun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

00 23 p.Aa.

21975

Xouy cTaTb Mamoli: 0CNOXKHeHUA bepemeHHOCTH (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE,
AGT, RHD))

00 19 p.a.

18 105

Xo4y cTaTb Mamoli: OCNOXKHeHUA bepemeHHOCTH (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onncaHua pe3ynbTatos
Bpadom-reHeTukom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHER, MTRR, MTR, ACE, AGT, RHD)
(without Description))

40 16 p.a.

17 685

CKNOHHOCTb K TpoMb03am npu 6epemMeHHOCTU: MUHUMaNbHasA
naHenb (reHbl F2, F5) (Thrombotic Tendency in Pregnancy:
Minimum (Genes F2, F5))

no 12 p.a.

2 600

CKNOHHOCTb K TpoMb03am npu 6epemeHHOCTU: MUHMMA/IbHasA
naHenb (reHbl F2, F5) (6e3 onncaHma pe3yibTaTos Bpayom-
reHeTuKom) (Thrombotic Tendency in Pregnancy: Minimum (Genes
F2, F5) (without Description))

009 p.4.

2470

MpuBbIYHOE HEBbIHALMBaHME BepeMeHHOCTH, B T. Y. CKIOHHOCTb K
Tpombo3am nNpu bepemeHHOCTU: pacluMpeHHas naHenb (reHbl
MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR,
MTR, F2, F5))

no 12 p.a.

4 955

MprBbIYHOE HEBbIHALLIMBAaHWE BEPEMEHHOCTHU, B T. Y. CKAOHHOCTb K
Tpomb03am Npu BepeMeHHOCTU: pacluMpPeHHan NaHenb (reHbl
MTHFR, MTRR, MTR, F2, F5) (6e3 onvcaHus pe3yabTaToB Bpauyom-
reHeTukom) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5)
(without Description))

009 p.4.

3815

BO3HMKHOBEHWE N30AMPOBAHHbIX MOPOKOB Pa3BUTUA y NioAa
(renbl MTHFR, MTRR, MTR) (Isolated Malformations in Fetus
(Genes MTHFR, MTRR, MTR))

no 12 p.a.

1850

BO3HMKHOBEHWE N30/IMPOBaAHHbLIX MOPOKOB PA3BUTUA Y N0AA
(reHbl MTHFR, MTRR, MTR) (6e3 onucaHua pe3ynbTaToB BpauoM-
reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR,
MTRR, MTR) (without Description))

009 p.4.

1790

TpombBOTUYECKME OCNOMKHEHUA NPU CTUMYAALUN OBYNALMM (reHbl
F2, F5) (Thrombotic Complications of Ovulation Induction (Genes
F2, F5))

[0 12 p.a.

1395

TpombOTUYECKME OCNOKHEHUA NPU CTUMYAALUN OBYNALMM (reHbl
F2, F5) (6e3 onncaHua pe3ybTaToB BPauyoOM-reHETUKOM)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5)
(without Description))

009 p.4.

1260

BpoxaeHHaa runepnnaasma HagnovyeyHmkos, reH CYP21A2, u.m.
(Gene CYP210HB, Freq. Mut.)

no 21 p.a.

8 665




OnacHoCTb NpY Npueme opasibHbIX KOHTPALLENTUBOB (reHbl F2, F5)

(Risk of Oral Contraceptives, Ocs (Genes F2, F5)) Aol12p.p. | 1970
OnacHOCTb Npu Npueme opasibHbIX KOHTPaLLENnTMBOB (reHbl F2, F5)
(6e3 onucaHus pesynbTaToB Bpadyom-reHeTukom) (Risk of Oral 0o 9 p.a. 1550
Contraceptives, OCs (Genes F2, F5) (without Description))
O6meH donmeBoi Kucnotbl (reHbl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR)) no 12 p.a. 3875
O6meH donmesoi KucnoTbl (reHbl MTHFR, MTRR, MTR) (6e3
onucaHua pesyabTaTtoB Bpavyom-reHeTnkom) (Folic Acid Metabolism | go 9 p.a4. 2 670
(Genes MTHFR, MTRR, MTR) (without Description))
My»kckoe becnnoame (reHbl AR, CFTR; AZF-pervoH; KapuoTtun)
(Male Sterility (Genes AR, CFTR; AZF-Region; Karyotype)) Ao 23 p.a. | 19900
FeHeTUYecKkne dpakTopbl MyKcKkoro becnnoama (reHol AR, CFTR; AZF-
pervoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF- | no 19 p.a. | 19560
Region))
HapylweHus cnepmaToreHesa: pacwmnpeHHas naHenb (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region)) o 12 p.a. | 13830
HapyleHus cnepmaToreHesa: paclimMpeHHas naHenb (AZF-pervon)
(6e3 onucaHus pesynbTaToB Bpadyom-reHeTuKom) (Impairment of
. . . L 009 p.4. 13 370
Spermatogenesis: Full Panel (AZF-Region) (without Description))
FecTo3bl M peTonnayeHTapHas HeA0CTaTOYHOCTb
no 14 p.a. | 10945
FecTo3bl M peTonnayeHTapHas HeA0CTaTOYHOCTb (6e3 onucaHusA
@ HeHTap A ( n010p.a. | 10745
pe3ynbTaToB BPa4YOM-TeHETUKOM)
HacneactBeHHble cnyvan paka MONIOYHOM Xenesbl U/Uam ANYHUKOB
CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer) 0o 12 p.a. 1790
HacnepactBeHHble Cnydan paka MONOYHOM Kenesbl U/UNn ANYHUKOB
CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer) (6e3 0o 7 p.a. 1199
onucaHuAa pesybTaToB BPaYOM-TEHETUKOM)
22.3. HLA-TMnupoBaHue u pesyc-haktop
Onpeaenenue pesyc-daktopa (Rh factor Definition) po19p.a. | 8390
OnpegeneHuve reHoTuna pesyc-¢aktopa (RH factor Genotype)
0o 19 p.a. | 11985
OnpegfeneHune reHoTMNa pesyc-pakTopa (6e3 onncaHus
pe3ynbTaToB Bpayom-reHeTUKoM) (Genotype of RH factor Definition| ao 16 p.a. | 13 550
(without Description))
P - .B RHD
e3yc-daKTop nnoga 'meneHme rel-:a naoaa B KPOBM MaTepwm 108 pa, 2040
(RHD gene of the fetus in the mother's blood)
MoneKynspHo-reHeTu4eckoe nccnegosaHue HLA-B27 (Molecular
NeRynAp NeA ( £o 5 p.a. 2020

Genetic Testing HLA-B27)




TunupoBsaHue reHos cuctembl HLA Il Knacca (reHsl DRB1, DQA1,

DQB1) (System Human Leukocyte Antigen (HLA) Class I, Typing 0o 10p.a. | 10620
(Genes DRB1, DQA1, DQB1))
PacwmnpeHHOEe MONEeKYNAPHO-TEHETUYECKOE NCCAeA0BaHNE
cybannenein HLA-B27 Ao 8 p-A. > 990
22.4. Cuctema cBepTbiBaHUA KPOBU
Tpomb6o03bl: paclwmpeHHan naHenb (reHbl F2, F5, MTHFR, MTRR,
MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, | ao 12 p.A. 4 500
MTRY))
Tpomb603bl: pacwmpeHHas naHenb (reHsl F2, F5, MTHFR, MTRR,
MTR) (6e3 onuncaHua pesyibTaToOB BPaYOM-TeHETUKOM)
. 009 p.A4. 2990
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)
(without Description))
PacwmnpeHHoe uccnegoBaHne reHoB CUCTEMbI remMocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
, no 12 p.a. 7 800
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR,
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))
PacwmnpeHHoe uccnegoBaHne reHoB cUCTEMbI reMocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3
onncaHuMA pe3ynbTaTtoB Bpadyom-reHeTukom) (Extended Study of 0o 8 p.Aa. 5980
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))
Tpomb603bl: coKpalleHHan naHenb (reHbl F2, F5) (Thrombosis:
Minimum (Genes F2, F5)) £o 12 p.a. 1990
Tpombo03bl: coKpalyeHHas naHenb (reHsl F2, F5) (6e3 onucaHua
pe3ynbTaToB Bpayom-reHeTuKom) (Thrombosis: Minimum (Genes 009 p.Aa. 1490
F2, F5) (without Description))
NccnepoBaHue reHa pubpuHoreHa, nonmmopdusm FGB c.-467G>A
Fibrinogen gene study, polymorphism FGB c.-467G>A Aol12p.p. | 2325
NccnepoBaHue reHa pubpuHoreHa, nonmmopdusm FGB c.-467G>A
(6e3 onucaHus pesynbTaToB Bpadyom-reHeTMKom) Fibrinogen gene
. . L bo 8 p.4. 2 390
study, polymorphism FGB c.-467G>A (without description)
fnepromouuctenHemma (reHol MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)) Ao12p.a. | 6380
fmnepromouuctenHemmsn (reHol MTHFR, MTRR, MTR) (6e3
OMnMCcaHWA pPe3y/bTaToB BPAYOM-TEHETUKOM)
. . . 409 p.4. 2240
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without
Description))
mneparperauusa TpombouuToB, Nnoanmopodmsm reHa ITGA2 c.759
C>T Hyperaggregation of platelets, gene polymorphism ITGA2 no 12 p.a. 2325
c.759 C>T
neparperauunsa TpombouunTos, noanmopodmsm reHa ITGA2 c.759
C>T (6e3 onucaHua pesyibTaToOB BPaYOM-TEHETUKOM) 108 pa, 5 095

Hyperaggregation of platelets, gene polymorphism ITGA2 c.759 C>T
(without description)




TpomboumnTapHbIi peuentop pubpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

no 12 p.a.

1680

TpomboumnTapHbIit peuentop ¢mubpuHoreHa (reH ITGB3) (6es
onncaHuA pe3ynbTaTtoB BpadyomM-reHeTukom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

009 p.4.

1300

UccneposaHne noanmopduama 1298A>C reHa MTHFR
(meTuneHTeTparnapodonatpenykTassl), 6e3 onncaHua
pe3ynbTaToB BPauyoM-reHETUKOM

no 8 p.4.

1590

UccnepoBaHue reHa METMOHMHCUHTA3bI, noanmopodumsam MTR
(2756A>G), 6e3 onncaHUs pe3ynbTaToB BPayOM-TEHETUKOM

no 8 p.4.

1590

WccnepoBaHWe reHa NPOKOHBEPTUHA (MK daKTopa Koarynsaumm
VII), nonnmopousm F7 (10976 G>A), 6e3 onmcaHna pesynbTaToB
BPaYOM-TEHETUKOM

£o 8 p.4.

590

WUccnepoBaHue reHa npoTpombuHa (unm paktopa Koarynauum ll),
nonnmopousm F2 (20210 G>A), 6e3 onncaHus pesynbTaToB
BPAYOM-TEHETUKOM

no 7 p.4.

990

UccnepoBaHuMe reHa KoarynsaunmoHHoro daktopa V ("myTaums
Nenpena"), nonumopdusm F5 (1691 G>A), 6e3 onucaHua
pes3y/ibTaToOB BPaYOM-TEHETUKOM

no 7 p.Aa.

990

UccnepoBaHue reHa pubpuHasbl (Mamn dpaktopa koarynauum Xlll),
nonmmopomam F13 ¢.103G>T

no 7 p.Aa.

590

MccnenoBaHWe reHa meTUeHTeTparnapodonaTpeayKTassl,
nonnmopousm MTHFR (677C>T), 6e3 onncaHuMaA pe3ynbTaTos
BPAYOM-TEHETUKOM

no 7 p.4.

1090

UccnepoBaHWe reHa METUOHWH CUHTA3bl PpeayKTasbl,
nonumopousm MTRR (66A>G), 6e3 onncaHMA pesybTaToB BPaYoOM-
reHeTUKoOMm

00 6 p.4.

990

MccnepoBaHue reHa MHIMBUTOPA aKTMBATOPa Na3MUHOTEH],
nonnmopousm PAI-1 (—675 5G>4G), 6e3 onucaHuns pesynbTaToB
BPAYOM-TEHETUKOM

no7p.4.

590

22.5. Bone3Hu cepaua u cocyaos

ApTepuanbHas runepTeHsus, NonHasa naHens (reHsl ACE, AGT,
NOS3) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))

[0 19 p.a.

4200

ApTepuranbHasa runepTeHsus, NosiHas naHenb (reHol ACE, AGT,
NOS3) (6e3 onncaHus pesynbTaToB Bpayom-reHeTMKom) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

00 16 p.a.

4125

ApTepuanbHan runepTeHsna, CBA3aHHasA C HapyLLUeHNAMU B
peHUHaHrnoTeH3nHoBoli cucteme (reHbl ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE,
AGT))

0o 13 p.a.

2990

ApTepuanbHaa runepTeH3una, CBA3aHHAA C HapyLWEeHUAMN B
peHUHaHrnoTeH3nHoBol cucteme (reHbl ACE, AGT) (6e3 onucaHua
pe3ynbTaToB Bpadyom-reHeTnkom) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without
Description))

00 10 p.a.

2095




ApTepuanbHas runepTeH3ns, CBA3aHHAA C HapylweHnamu B pabote
sHpoTenmanbHoit NO-cmuHTasbl (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

00 19 p.a.

2045

ApTepuanbHaa rMnepTeH3uns, CBA3aHHasn C HapyweHuAMM B paboTe
saHpoTenmanbHoi NO-cuHTasbl (reH NOS3) (6e3 onvcaHus
pesynbTaToB Bpayom-reHeTnkom) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3) (without
Description))

no 16 p.a.

1570

22.6. Bone3Hu xenyao4YHO-KMLIEYHOro TpakTa

BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's
Disease (Genes DLG5, NOD2, OCTN1, OCTN2))

[0 19 p.a.

8675

Oedunumt anbda-1-aHTutpuncuHa, SERPINAL, y.m.

£o 18 p.a.

3120

MopakeHuna neyeHn, reHbl ATP7B, PNPLA3, SERPINAL, y.m.

0o 18 p.a.

9500

HeankoronbHbIl XMpoBoOM renatos, reH. PNPLA3, u.m.

no 18 p.a.

4070

22.7. Bone3Hu LeHTpanbHON HEPBHOMN CUCTEMBbI

MpeapacnonoKeHHOCTb K aTepockneposy u 6onesHun Anburelimepa
(Alzheimer's Disease)

[0 19 p.a.

2350

Bonbliaa HeBponoruyeckasa naHenb (Large neurological panel)

0o 64 p.a.

45 990

22.8. OHKOnornveckue 3aboneBaHus

HacneacreeHHble Ciyyan paka MOMOYHOM Kenesbl U/Uam ANYHUKOB
(renbl BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

[0 12 p.a.

4260

HacnepnctBeHHble Cydyan paka MOIOYHOM XKenesbl U/UNn ANYHUKOB
(reHbl BRCA1, BRCA2) (6e3 onncaHMa pe3ybTaToB BPayom-
reHeTukom) (Hereditary Breast and/or Ovarian Cancer, HBOC
(Genes BRCA1, BRCA2) (without Description))

no7p.4.

3200

HacneactBeHHble cnydam BRCA-accoumMmnpoBaHHOroO paka y
MYXUYMH: paK rpyLHON, MoaKenya04HON, NpeacTaTeNbHOM Xenes,
pak aimyeK (reHbl BRCA1, BRCA2) (Hereditary Breast Cancer In Men:
Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes
BRCA1, BRCA2))

no 12 p.a.

2900

HacnepgctseHHble cnyyan BRCA-accoummpoBaHHOro paka y
MY>KUYMH: pPaK rpyAHON, NOAXKeNyA04HOM, NpeacTaTeNibHOM Kenes,
paK AndekK (reHbl BRCA1, BRCA2) (6e3 onncaHua pe3ynbTaTtos
Bpayom-reHeTukom) (Hereditary Breast Cancer In Men: Cancer of
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1,
BRCA2) (without Description))

no7p.4.

1500

HacneactBeHHble cnyvan paka MONIOYHOM Xenesbl U/Uam ANYHUKOB
BRCA1, BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian
Cancer)

[0 12 p.a.

11120

CeMeliHbI MeayNNApHbIA paK WUTOBUAHOW Kenesbl (3K30HbI 10,
11, 13, 14, 15 reHa RET) (Familial Medullary Thyroid Cancer (Exons
10, 11, 13, 14, 15 Gene RET))

[0 25 p.a.

23 550

CUHAPOM MHOXECTBEHHOMN 3HA0KPMHHOW Heonnasuu 2B Tuna (reH
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

00 19 p.a.

8 020




CMHOPOM MHOKECTBEHHOM 3HAOKPUHHOM Heonnasnun 2A Tuna

(aKk30HbI 10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A no 25 p.a. | 13605
(Exons 10, 11 Gene RET))
KonnuyectseHHoe onpeaeneHne COOTHOLEHUA HOPMAIbHOTO U
MyTaHTHOro anneneit 617V/617F B 14 s3K30He reHa JAK2

e . . . . no 17 p.a. 8 045
(Quantification of wild-type and mutant allelic ratio of gene JAK2
617V/617F)
AHanus myTtauni B reHe BRAF (V600E) (MNLLP, Kau) 0o 10 p.a. 9 000
AHanus nepectpoek 1 xpomocombl (FISH, konuny.) 0o 8 p.a. 14 985
HacnenctBeHHble cnyvan paka npeactaTenbHoM Kenesbl (reH
HOXB13) (Hereditary prostate cancer (HOXB13 gene)) fo15p.a. 1 3690

22.9. HapyweHus obmeHa BelecTB

HacneacteeHHas npeapacnosioxKeHHOCTb K caxapHomy auabety 1-
ro TMna no TPem NoKycam reHoB cuctembl HLA Il Knacca (reHbl
DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1 | po 14 p.a. | 6290
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1,
DQB1))
Octeonopos (reHbl CALCR, VDR), (Osteoporosis (Genes CALCR,
VDR)) fAol12p.a. | 4265
OcTteonopos (reHbl CALCR, VDR) 6e3 onucaHuaA pe3ynbTaToB
BpayYom-reHeTMKom (Osteoporosis (Genes CALCR, VDR) without 0o 9 p.a. 4185
Description)
CuHapom HMunbvbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
UGT1A1)) no9p.a. | 3840
HacneactBeHHas npeapacnoioxKeHHOCTb K LLe/IMakuK Mo JIoKycam
reHos cuctembl HLA Il knacca (DQA1, DQB1) aol4p.a. | 6290
Onabet MODY2, reH GCK, m. poldp.n. | 18310
Onabetr MODY3,reH HNK-1, m.. nol4p.a. | 18310
JlaKkTasHasA HeJoCcTaTovyHOCTb, (reH MCM6) (Adult Lactase
Deficiency (Gene MCMS6) (c onncaHnem pesynbTaTa Bpayom- nol12p.a. | 1790
reHeTUKoM)
JNlakTasHas HegocTaToyHocTb (reH MCMG6) (Adult Lactase Deficiency
(Gene MCM6) (6e3 onncaHus pesynbTaTa BpayomM-reHETUKOM) 0o 9 p.a. 1570
HacneacrtBeHHbI remoxpomatos, | Tun (reH HFE)
(Hemochromatosis Type 1 (Gene HFE)) po13p.a. | 1010

22.10. dapmakoreHeTuka




NHrmbutopel AM®, dnysactaTnH, 61oKaTopbl peuentopos ATII.
MporHo3mpoBaHue HeppPONPOTEKTUBHOTO 3dpdeKTa MHIMOUTOPOB
AN® npu HeanabeTnyeckmx 3abonesaHuaAx. leHeTUYECKNE
Mmapkepbl 3¢HEKTUBHOCTU aTEHON0/1a NPU apTepUabHOM
rMNepTeEH3UM C rMNepTPodUEN NEBOTO KeNya04Ka K Tepanum
¢dnyBacTaTMHOM Npu nwemunyeckomn 6onesHmn cepaua.
OnpepgeneHne HaAN4YMA NOAMMOPEOU3IMOB FreHa AaHTMOTEH3UH-
npespawatowero ¢pepmenTa (reH ACE) (ACE Inhibitors, Fluvastatin,
ATII Receptor Blockers. Forecasting Renoprotective Effect of ACE
Inhibitors in Un-Diabetic Diseases. Genetic Markers of Effectiveness
of Atenolol in Hypertension with Left Ventricular Hypertrophy or
Fluvastatin Therapy in Ischemic Heart Disease. Detection of
Polymorphisms of Gene of Angiotensin-Converting Enzyme (Gene
ACE))

no 13 p.a.

2920

NoszaptaH/vpbecapTtaH. FeHeTUYECKNIN MapKep PUCKa HapyLLeHUiA
meTabosim3ma 6/10KaTOPOB PELLENTOPOB aHTMOTEH3MHa l:
no3apTaHa M npbecaptaHa no TMNy ocnabieHnsa U ycuneHua mx
rMNOTEH3UBHOTO AENCTBUSA, COOTBETCTBEHHO. OnpeaeneHue
HanAnuma noanmopdmnamos reHa ymtoxpoma CYP2C9
(Losartan/Irbesartan. Genetic Marker of Risk of Metabolic
Disorders Blockers of Receptors of Angiotensin Il, Losartan and
Irbesartan Type of Weakening and Strengthening their Hypotensive
Action, Respectively. Detection of Polymorphisms of Cytochrome
CYP2C9)

no 13 p.a.

2900

MeToTpeKcar. _eHeTUYeckme mapKepbl NOBbILLEHHOIO PUCKA
pa3BMTUA NOBOYHbIX peakLmii Npu Npueme meToTpeKcaTa Ha poHe
JleYeHns peBMaToMAHOro apTpmuTa. MeToTpeKcaT: HapyLleHme
meTabosmnsma poanesoi KMcaoTbl. OnpegeneHne Haanuma
nonMmopdm3mMoB reHoB PepMeHTOB peakLnii $¢oNaTHOro LMKAA
(Methotrexatum. Genetic Markers of Increased Risk of
Development of Adverse Reactions in Taking Methotrexate for
Treatment of Rheumatoid Arthritis. Methotrexate Disrupts
Metabolism of Folic Acid. Determining Presence of Polymorphisms
of Genes of Enzymes of Folate Cycle Reactions, Genes MTHFR,
MTRR, MTR)

no 12 p.a.

6 380

HecTepounaHble NPOTMBOBOCNAANTEIbHbIE NPenaparhl.
FeHeTUYeCKMii MapKep NOBbILEHHOTO PUCKa Pa3BUTUA NOBOYHbIX
peakuunii B popme KenyaouHbIX KpoBoTeueHunin npu npueme HMBIM
(nbynpodeH, TEHOKCMKaM, HaNPOKCEH, HO He AMKNOdEHAK) No TUNy
BO3HUKHOBEHMA XKeYA0UYHbIX KPOBOTEYEHU, CBA3AHHbIX C
HapyweHuem nx metabonunsma. OnpegeneHve Haanuma
nosnmopousmos reHa yutoxpoma CYP2C9 (Nonsteroidal Anti-
Inflammatory Drugs. Genetic Marker of Increased Risk of Adverse
Reactions in Form of Intestinal Bleeding in Taking NSAID (lbuprofen,
Tenoxicam, Naproxen, not Diclofenac) by Type of Gastro Bleeding
Associated with Violation of their Metabolism. Detection of
Polymorphisms of Cytochrome CYP2C9)

no 13 p.a.

3090




CynbdOHUIMOYEBMNHA U €€ NPOM3BOAHbIE: _X/J0opnponamua,
ToNasamua, rnimbeHknamua n Tonbytamua. FreHeTUYECKN Mapkep
PUCKa Pa3BUTUA HexKenaTebHbIX NeKAPCTBEHHbIX PpeaKunit no tmuny
rMNOrANKEMUN NPU NPUEME NEPOPAJIbHBIX CaXapPOCHMKAOLLNX
CpeacTB, CBA3AHHbIX C HApYLIEeHMEeM UX MmeTabonunsma.

OnpeaeneHne HanAMunAa noammopdmnamos reHa uutoxpoma CYP2C9

(Sulfonylurea and Derivatives: Chlorpropamide, Tolazamide,
Glibenclamide and Tolbutamide. Genetic Marker of Risk of Adverse
Drug Reactions by Type of Hypoglycemia in Taking Oral
Hypoglycemic Agents, Associated with Violation of Metabolism.
Detection of Polymorphisms of Cytochrome CYP2C9)

no 13 p.a.

2900

NHTepneliknH-28B (U1-28B), reHoTMNMpoOBaHWe (MccneaoBaHue

reHeTMYECKUX MapKepos, onpeaenaoumx 3pPeKTMBHOCTb 1eHeHNs

XpoHMyeckoro renatuta C MHTeppepoHoOm 1 pubaBUpUHOM)
(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

n0 10 p.a.

900

BeTa-agpeHobn0KaTopbl. FeH CYP2D6. dapmaKkoreHeTuKa (beta-
Adrenergic Blockers. Gene CYP2D6)

[0 19 p.a.

8935

FeHoTUNUPOBaHME AUTMAPONUPUMNAMH gerngporeHassl (DPYD)
(Dihydropyrimidine dehydrogenase (DPYD))

£o 15 p.a.

3690

MonekynapHo-reHeTuyeckoe nccaegosaHune reHa HLA-B57:01

009 p.4.

5990

22.11. Cuctema AeToKCMKaLUM KCEHOOGMOTUKOB U KaHLIEPOTeHOB

LUuTtoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

[0 19 p.a.

8935

Untoxpom CYP2C9: nonmmopduambl 430 C/T (CYP2C9*2) n 1075
A/C (CYP2C9*3)

no 13 p.a.

2630

Untoxpom P450 2C19. NeHoTMnupoBaHue no mapkepy CYP2C19
(Cytochrome P450 2C19. Genotyping for the CYP2C19 marker)

no 15 p.a.

3090

22.12. Ycnyru Bpava-reHeTuka

OnucaHune pe3ynbTaToB reHeTMYecKoro Tecta 1 Kateropuu
cnoxHoctu (NeNe 720163, 761163, 720763, 1251M1/B3, 7691E3)

b0 8 p.4.

550

OnucaHue pe3ynbTaToB reHeTUYECKOro TecTa 2 KaTeropmum
cnoskHocty (NeNe 1181M/63, 121rM/63, 123IM/63, 131IM1/B3,
141rN/63, 115rN/B3, 124rM/E3, 1541M/63, 155IM/63, 725263)

bo 8 p.4.

1100

OnuvcaHWe pe3ybTaToB reHeTUYeCcKoro TecTa 3 Kateropuu
cnoxHoctu (NeNe 122rM/63, 129rM/63, 120rM/63, 137rM/63,
138rn/63, 153rn/63, 110rM/63, 114rM/63, 140rn/63, 766163,
116HLA(7831), 7015HLA(7831))

b0 8 p.4.

2200

OnucaHne pe3ynbTaToB reHeTUYEeCKoro Tecta 4 Kateropmuu
cnoxHoctu (NeNe 139rMH/B3, 108rM/63, 191M/B3)

bo 8 p.4.

4950

22.13. OnpepeneHuve nona nnopa

OnpeaeneHune nona naoga. BoiasneHune Y-xpomocombl naoaa B
KpoBu matepu (Y-chromosome of the fetus in the mother's blood)

bo 8 p.4.

4810




22.14. AyToUMMYyHHbIe 3a6oneBaHusA

Mcopuas, TunnuposaHne HLA-Cw6 00 18 p.a. 3695
23. HACNEACTBEHHbIE MOHOTEHHbLIE 3ABOJIEBAHUA U COCTOAHUA
23.1. HacneacTBeHHbIe MOHOTeHHbIe 3a60neBaHUA U COCTOSIHUS
AbunoTtpodua cetyatku, Tun dGpaHueckettn (reHbl ABCA4, PDEGH,
RPE65, GUCY2D, CEP290, CNGA3, CRB1, CNGB3) Ao 18 p.a. | 14055
AKpoaepmMaTUT 3HTeponaTuyeckmin. NMonck myTauuin B reHe
SLC39A4, m. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.) | ao 25p.a. | 37675
ANbBUHU3M rNa30KOXKHbIN TUN 1A. Mouck myTaunii B reHe TYR, m.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.) Ao 25p.a. | 23575
AHemunsa [laimoHaa-bnekdeHa. Monck mytauuii B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) fo25p.a. | 23575
ApTporpunos anctanbHblt (cuHapom ®pumena-LengoHa). Mounck
yacTbix MyTauuit B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A, | oo 25 p.a. | 13 605
Gene MYH3, Freq. Mut.)
ATaKkcua Opuapelixa. Mounck mytauuii B reHe FXN, m. (Friedrich
Ataxia, Gene FXN, Mut.) no 25p.a. | 23575
ATaKkcma ®pugpelixa. Mouck Yactoblx myTaumin B reHe FXN, 4. m.
(Friedrich Ataxia, Gene FXN, Freq. Mut.) £o 18 p.a. 4690
AtenocteoreHes (aucnnasua ae na Wanens). Monck myTaumii B
reHe SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, no25p.4a. | 28275
Gene SLC26A2, Mut.)
[OunarHocTtuka atpodum 3putenpHoro Hepsa Jlebepa, 4. m.
MUTOXoHApUanbHon n agepHoi AHK (Leber Hereditary Optic
. . . . no 18 p.a. 8020

Neuropathy, detection of frequent mutations of mitochondrial and
nuclear DNA)
ATpodua 3puTenpHoro Hepsa Jlebepa. MoOMCK YacTbiX MyTaLmii B
MmutoxoHapuanbHon AHK, 12 u. m. (Leber Hereditary Optic no25p.a. | 17935
Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
AYTOMMMYHHbIA ainmdonponmbepaTnBHbIA cMHAPOM. NoncK
MyTaunit B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative no25p.a. | 37675
Syndrome, ALPS, Gene TNFRSF6, Mut.)
AyTOMMMYHHbIN "nmdonponndepaTnsHbln cuHapom. MNounck
MYTaUMM B «ropAYMx» ydacTtkax reHa TNFRSF6, «ropay.» y4. m.

. . . [0 19 p.a. 8 465
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
TNFRSF6, Hot-Point Mut.)
Adaszna nepsmyHaa nporpeccupytowan. Monck mytaunii B reHe
GRN, m. (Aphasia Primary Progressive, Gene GRN, Mut.) fo25p.a. | 28275
AxoHaponnasus. MoncK YacTblx myTaumin B reHe FGFR3, 4. m.
(Achondroplasia, Gene FGFR3, Freq. Mut.) no 22 p.a. | 14055
BoKoBolt amuoTpoduyeckuii cknepos (BAC), SOD1, m. no 19 p.a. 7510
BoKkoBolt ammnoTpodumyeckuii cknepos, C9orf72, u.m. pol18p.a. | 4700




bonesHb becTa. MoMCK Bcex M3BECTHbIX MyTaLMi B reHe BEST1, m.

(Best Vitelliform Macular Dystrophy, All Known Mutations, Gene no22p.a. | 47080
BEST1, Mut.)
bonesHb bexyerta, TunnposaHmne HLA B51 00 18 p.a. 3695
bonesHb BunbcoHa-KoHoBanosa. MoUCK YacTbix MyTaLuii B reHe
ATP7B, u. m. (Wilson Disease, Gene ATP7B, Freq. Mut.) Ao 18p.a. | 11310
MONHO3K30MHOE CEKBEHMPOBAHME - MOUCK NPEANON0KUTENBHO
HacneacTBeHHoro 3abonesaHua ¢ uHTepnpetaumeit (Whole Exome | no 38 p.a. | 62 360
Sequencing)
bonesHb NannepsopaeHa-LLUnaTua. NMouncK YacTbix MyTauuii B reHe
PANK2, 4. m. (Neurodegeneration With Brain Iron Accumulation1, | go25p.a. | 9590
Gene PANK2, Freq. Mut.)
BonesHb NepctmanHa-LUTpeyccnepa-LeHkepa. Mounck mytauuii B
reHe PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.) no 25 p.a. | 18075
BonesHb KoyaeHa. Mouck mytaymii B reHe PTEN, m. (Cowden
Syndrome 1, Gene PTEN, Mut.) A0 25p.4. | 42375
BonesHb Kpentudenbara-Akoba. Mounck mytaymii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) fo25p.a. | 18075
bonesHb Nlepmutt-Lyknoc. NMonck mytaunii B reHe PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.) Ao 25p.4. | 42375
BonesHb Hoppu. Mouck mytaumii B reHe NDP, m. (Norrie Disease,
Gene NDP, Mut.) no25p.a. | 13880
bonesHb MapKMHCOHA, KOMMJIEKCHAA ANArHOCTUKA, Y.M.

00 22 p.Aa. 8 085
BonesHb YHbeppuxta-Slynabopra. Monck mytaumii B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene | go 25 p.a. | 17935
CSTB, Mut.)
bonesHb YHOeppuxta-SlyHabopra. MoUCK YacTbiXx MyTaLuUi B reHe
CSTB, u. M. (Progressive Myoclonic Epilepsy 1A Unverricht and no18p.a. | 7115
Lundborg, Gene CSTB, Freq. Mut.)
BonesHb ®abpu, GLA, m. po18p.ao. | 10395
BonesHb LWTtaprapara (reHbl ABCA4, PDE6GH, RPE65, GUCY2D,
CEP290, CNGA3, CRB1, CNGB3) o 18 p.a. | 14055
Bpaxmngaktnams Tmun B1l. Nounck myTtaumin B reHe ROR2, m.
(Brachydactyly Type B1, Gene ROR2, Mut.) A0 25p.4. | 15695
BpokaeHHan HevYyBCTBUTENbHOCTb K 601K ¢ aHrnapo3om. Mouck
myTaumii B reHe NTRK1, m. (Congenital Insensitivity To Pain With po34p.pa. | 56475
Anhidrosis, CIPA, Gene NTRK1, Mut.)
Feneopmsnyeckan gmucnnasma. Nonck mytaunii B reHe ADAMTSL2,
m. (Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.) A0 25p.4. | 84685




Fremodunns. Nounck myTtaumin B reHe daktopa IX npu remopunmnm B,
M. (Hemophilia B, Gene Factor IX, Mut.)

40 25 p.a.

32970

Metremornobunemums, CYB5R3 m. (Methemoglobinemia, Gene
CYB5R3, Mut.)

no 25 p.a.

37 675

FeHTUHITOHONOAOGOHOE 3aboneBaHue, TMN 2, JPH3, u.m.

no 18 p.a.

4 045

FeHTUHITOHONOAO6HOE 3aboneBaHne, TMN 4 TBP, y.m.

00 18 p.a.

3500

FeHTUHITOHONOAOOHbIe 3ab01eBaHMA, KOMMJ/IEKCHAA ANArHOCTUKA,
Y.M.

no 18 p.a.

9740

nep-lgD cnHapom. MoUCK MyTaumii B «ropAaYmMx» y4acTKax reHa
MVK, «ropsad.» y4. m. (Hyper-IgD Syndrome, Gene MVK, Hot-Point
Mut.)

00 25 p.a.

10995

nep-lgD cuHapom. Monck mytaunii B reHe CD4A0LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

00 25 p.a.

47 080

nep-lgM cuHapom. Nounck myTtaumin B reHe CD40LG, m. (Hyper-
IgM Syndrome, Gene CD40LG, Mut.)

00 25 p.a.

23575

MnepKannemunyeckunin nepmoamyeckmnin napanmd. Mouck mytaumi B
3K30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis
Type 2, Exons 13, 24 Gene SCN4A, Mut.)

no 25 p.a.

18 700

fMnokannemuyeckuin nepnoanyeckuii napanund. Mounck mytaumm s
aK30Hax 12, 18 1 19 reHa SCN4A, m. (Hypokalemic Periodic
Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

00 25 p.a.

17 935

f'mnodpochatemmnuecknii BUTaMmH D-pe3nCTEHTHbIN paxuT
(noueuHbIlt pocdaTHbIN gMabeT). Monck myTaunii B reHe PHEX, m.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut.

)

[0 32 p.Aa.

103 485

f'mnoxoHAaponnasua. Mouck YacTbix MyTaunii B reHe FGFR3, u. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

00 22 p.Aa.

14 055

JednumnT KapHUTMHA CUCTEMHDBIN NepPBUYHbINA. MOUCK MyTaumin B
reHe SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD,
Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

no 25 p.a.

47 080

Ounactpodunueckasa aucnnasma. Nomck mytaumin 8 reHe SLC26A2, m.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

00 25 p.a.

28 275

[ncTanbHaa moTopHas Heliponatusa TMn V. NMouck myTauumii B reHe
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene
BSCL2, Mut.)

no 25 p.a.

32970

[AnctanbHas cnvHanbHaaA ammoTpodua BPOXKAEHHAA C NAapaUYOM
anadparmbl. NMounck myTaumii B reHe IGHMBP2, m. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

0032 p.a.

70 580

AunctanbHas cnvHanbHaa ammMoTpodua BPOXKAEHHan
Henporpeccupytowasn. NMouck MmyTaumii B «ropavymx» y4acTKax reHa
TRPV4, «ropsy.» yd. m. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

[0 25 p.a.

15 695




NxTno3 6ynnesHbiit. Mouck mytauuii B reHe KRT2, m. (Ichthyosis

Bullosa Of Siemens, Gene KRT2, Mut.) no25p.a. | 32970
KocTHas reteponnasus nporpeccupytowasn. Mouck mytaumi B reHe
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS, no25p.a. | 42375
Mut.)
KpaHnomeTadumsapHas gucnnasms. Monck MyTaumin B «ropadmnx»
y4yacTKax reHa ANKH, «ropsy.» yy. m. (Craniometaphyseal bo25p.a. | 12030
Dysplasia, Gene ANKH, Hot-Point Mut.)
KpaHnomeTtadusapHasa aucnnasusa. Mouck mytaumin reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.) no32p.a | 56475
KpaHunocuHocTos. Monck mytaunii 8 reHe TWISTL, m.
(Craniosynostosis Type 2, Gene TWIST1, Mut.) no25p.a. | 16410
KpaHunocnHocTos. Monck mytaunit B reHe MSX2, m.
(Craniosynostosis Type 2, Gene MSX2, Mut.) no25p.a. | 13880
Jnnoanctpoduma cemeiHan yactmyHas. Mouck myTaumii B «ropayumx
y4yacTkax» reHa LMNA, «ropsu.» y4. m. (Familial Partial no 25p.a. | 15695
Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
Nnnoauctpodus cemeinHasn yactuuHas. MoMcK myTaumii reHa
LMNA, m. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) £f025p.4. | 47080
MaHgunbynoakpanbHaa Ancnnasuma ¢ amnoanctpodueit. NMounck
MyTauni B 3k30Hax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, | go 25 p.a. | 8465
Exons 8, 9 Gene LMNA, Mut.)
MeBanoHoBas aumnaypusa. Mounck mytaumii B reHe MVK, m.
(Mevalonic Aciduria, Gene MVK, Mut.) £o25p.a. | 47080
MeTtremornobuHemus, CYB5R3 y.m. (Methemoglobinemia, Gene
CYB5R3, Freqg. Mut.) no 18 p.a. | 8020
MwuoKnoHnyeckan guctoHua. Monck mytaunin B reHe SGCE, m.
(Myoclonic Dystonia, Gene SGCE, Mut.) fo32p.a. | 56475
MuoToHu4yeckasa anctpodumsa. Monck YacTbix MyTaumin B reHe DMPK,
y. M. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) po18p.a. | 6030
MuoToHuyeckasa anctpodus, Tun 2, CNBP (ZNF9), u.m. po18p.a. | 4620
MwuoToHuna TomceHa-bekKepa. MNounckK YacTbix MyTauuii B reHe
CLCN1, u. m. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) #020p.a. | 13665
MuTOXOHApPUANbHbIE 3a001€BaHNA, KOMNNEKCHANA AMArHOCTUKA:
Aphan 7 7 A 00 22 p.Aa. 7 625

mutToxoHapuanoHaa JHK, 4y.m.
MoneKyAspHbIN CKPUHUHT HA MUKpOZeneLmn/ MUKpoaynanKaLmm

Nexkynap p poaeneunn/ MMKpoaynavKau, 2020p.a | 8200
XPOMOCOM
MykoBucumMAa03. Mouck YacTbix myTaumit B reHe CFTR, 4. m. (Cystic
Fibrosis, Gene CFTR, Freq. Mut.) no19p.a. | 14000




Xopes FeHTUHITOHa. MNMoucK YacTbix MyTaunii 8 reHe IT15, 4. m.
(Chorea Huntington, Gene IT15, Freq. Mut.)

£o 18 p.a.

5655

Mporpeccupytolas mbitieyHasa auctpodua [oweHHa/bekkepa
(MMAA), aeneunn n gynavkaumm reHa DMD

no 17 p.a.

8530

MbiweyHaa guctpodus, Tnn Pykyama. Monck MyTaumi B reHe
FKTN, m. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

00 34 p.a.

56 475

MbiweyHan guctpodusa Imepu-LOpendyca. Monck myTauuii B reHe
FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

no 25 p.a.

37675

MblweyHan guctpodua Imepu-Apenidyca. Monck mytTaumin B reHe
LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

00 25 p.a.

47 080

MbliweyHaa guctpodua dImepu-Lpendyca. Monck myTaumin B reHe
amepuHa npu X-cuenneHHon popme, m. (Emery-Dreifuss Muscular
Dystrophy, X-Linked Gene Emerine, Mut.)

no 25 p.a.

18 075

HaHuam MULIBRAY. Mounck myTauumit B reHe TRIM37, m. (Muscle-
Liver-Brain-Eye, Gene TRIM37, Mut.)

0o 25 p.a.

13 605

HapyuweHua getepmnHaumm nona. Mounck mytauuii reHa SRY, m.
(Disorders Sex Determination, Gene SRY, Mut.)

4o 25 p.a.

9590

HapyweHua getepmuHaumm nona. AHanm3 Haanumsa reHa SRY, m.
(Disorders Sex Determination, Analysis Gene SRY, Mut.)

no 18 p.a.

8 020

HacneactBeHHas HeMponaTha ¢ NOABEPIKEHHOCTbIO Napaanyy ot
cpaasneHua. Mouck mytaumin B reHe PMP22, m. (Hereditary
Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22,
Mut.)

0o 25 p.a.

21 360

HacnepnctBeHHbIN aHIMOHEBPOTUYECKMIA OTeK. MoUCK MyTaLumii B
redHe CINH, m. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

0o 15 p.a.

32970

He3apaleHune pogHM4KoB. Monck mytauuii B reHe ALX4, m.
(Parietal Foramina, PFM, Gene ALX4, Mut.)

00 25 p.a.

18 870

HelponaTtua c napannyamm ot caasnenunsa, PMP22, neneunm n
aynaukaumm (Charcot-Marie-Tooth disease type 1A (CMT1A))

00 22 p.Aa.

5170

[narHocTMka HacneacTBeHHbIX pOPM HEellPOCEHCOPHOM TYFOYX0oCTH
(renbl GIB2, GJB3, GIB6, POU3F4, WFS1) u. m. (Diagnosis of
hereditary sensorineural hearing loss (GJB2, GJB3, GJB6, POU3F4,
WFS1 genes))

4o 14 p.a.

8390

HelpoceHcopHaa HECMHAPOMAJIbHAA TYrOyXOCTb, MOHbIA aHAaNAN3
reHa GJB2

00 25 p.a.

13 880

HentponeHusa. Mouck mytaumii B reHe ELA2, m. (Neutropenia
Severe Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

[0 25 p.a.

23575




HedpoHodTun3. NMonck myTtauunii B reHe NPHP1, m.
(Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)

£o 18 p.a.

18 705

HedpoTtnuecknin cuHgpom. NMouck mytaumnii B reHe NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

no 32 p.a.

84 685

HedpoTtnuecknin cuHgpom. NMounck mytaumnii B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

no 25 p.a.

37675

HopmoKannemmnyeckunii nepuoanyeckmii napanmd. Momck mytaunia
B 9K30He 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon
13 Gene SCN4A, Mut.)

0o 25 p.a.

9590

OkynodapuHreanbHaa mbiweyHas guctpodusa. NMonCK YacTbix
mMmyTaumn B reHe RABPN1, u. m. (Oculopharyngeal Muscular
Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

no 18 p.a.

5655

OnpegeneHne HepaBHOBECHOW NAaNOHM3AUMUN X-XPOMOCOMbI NPU
X-cLenneHHbIX peLeccuBHbIX 3abosieBaHuAaX y aesoyek (Non-
Random X Chromosome Inactivation in Females)

0o 18 p.a.

10915

OcHoBHble HacneacTBeHHble 3aboneBaHua (reHbl CFTR, GJB2, PAH,
SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

[0 19 p.a.

29 620

OcTeoneTpos peL,eccmMBHbIn (MpamopHas 6onesHb KocTei). Mouck
MyTaunit B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Mut.)

0032 p.a.

56 475

OcTeoneTpos peueccuBHbIM (MpamopHasa 6one3Hb KocTeit). NMounck
yacTbix MyTaumii B reHe TCIRG1, u. m. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

no 18 p.a.

8 020

MepBuYHanA runepTpoduryecKkas ocTeoapTponaTma
(naxnpepmonepuocTos). Monck myTaumit B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,
Gene HPGD, Mut.)

00 25 p.a.

32970

MepBMYHanA fneroyHasa runepTeHsus. NMouck myTtaumin 8 reHe BMPR2,
M. (Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

00 34 p.a.

70 580

Mepunoanyeckan 6onesHb. Monck myTauuii B reHe MEFV, m.
(Familial Mediterranean Fever, FMF, Gene MEFV, Mut.)

00 25 p.a.

47 080

Mepunoanyeckan 6onesHb. MoMUCK YacTbiXx MyTauuit B reHe MEFV, u.
M. (Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

[0 19 p.a.

11310

MurmeHTHas gereHepauma cetyatku (reHbl ABCA4, PDE6GH, RPE6S5,
GUCY2D, CEP290, CNGA3, CRB1, CNGB3)

no 15 p.a.

23575

MuKHoAM30CTO3. Monck myTauuii B reHe CTSK, m. (Pyknodysostosis,
PKND, Gene CTSK, Mut.)

[0 25 p.a.

28 275

MHeBMOTOPAKC NePBUYHbIN CMOHTAHHbIN. MOUCK MyTauuMii B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,
Mut.)

0o 34 p.a.

56 475




MNonuaaktunua. Mouck mytaunii B reHe SHH, m. (Polydactyly, Gene

SHH, Mut.) A0 25p.4. 1 12030
Monuaaktunusa. Monck mytaunii B reHe GLI3, m. (Polydactyly, Gene
GLI3, Mut.) Ao 34p.a. | 84685
Mporepus XatumHcoHa-Mmndopaa. Mouck mytauuin B reHe LMNA,
M. (Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) no25p.a. | 47080
MceBAoOKCaHTOMA 3nacTnYecKasn. MOUCK YacTbIX MyTaLWM B reHe
ABCCS6, u. M. (Pseudoxanthoma Elasticum, Gene ABCC6, Freq. Mut.) | no 25 p.a. | 7880
Pabaomnonus (MmmornobuHypus). NMouck mytaumin B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, | go 34 p.a. | 103 485
Mut.)
PeTuHowwmsuc. Mounck mytaymii B reHe RS1, m. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.) no25p.a. | 28275
CemeiHasna runepxonectepuHemms (KOMNAEKCHasA AMAarHOCTUKA -
reHbl LDLR, APOFI;, Pc5|<9)p | Ao 18p.p. | 6355
CemeliHasa runepxonectepuHemma, reH APOB100 00 18 p.a. 3295
CemeliHasa runepxonecrepmHemus, reH LDLR no 18 p.a. 9010
CemeliHasa runepxonectepuHemma, reH PCSK9 00 18 p.a. 8 085
CemeliHada neproguyveckas anxopagkKa. Monck mytaumii B reHe
TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome, TRAPS, | ao 25 p.a. | 28 275
Gene TNFRSFIA, Mut.)
CemeliHbI remodaroymTapHbii ammebornctmounTos. MNomck
MyTaunin B reHe PRF1, m. (Familial Hemophagocytic bo25p.a. | 23575
Lymphobhistiocytosis, Gene PRF1, Mut.)
CeMmeliHbl remodarounTapHbiit AaMmdorncTmouymnTos. Monck
MyTauuit B reHe STX11, m. (Familial Hemophagocytic no 25 p.a. | 15695
Lymphohistiocytosis, Gene STX11, Mut.)
CemeliHbI remodaroymTapHbii ammebornctmounTos. MNomck
MyTaunin B reHe STXBP2, m. (Familial Hemophagocytic po34p.a | 56475
Lymphobhistiocytosis, Gene STXBP2, Mut.)
CeMmeliHbl remodarounTapHbiit AammdorncTmouymTos. Monck
MyTaunit B reHe UNC13D, m. (Familial Hemophagocytic no34p.a. | 84685
Lymphohistiocytosis, Gene UNC13D, Mut.)
CemeliHbI remodaroymTapHbii aMmdorncTnoumnTos. Nounck YacTbix
myTaumin B reHe UNC13D, 4. m. (Familial Hemophagocytic

- . no 18 p.a. 8020
Lymphobhistiocytosis, Gene UNC13D, Freq. Mut.)
CemeliHbI MeAyNNAPHbIN paK WNUTOBUAHOM Xenesbl. [Tonck
MyTauni B 3k30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid b0 25p.a. | 13605
Cancer, Exons 5, 8 Gene RET, Mut.)
CeMeliHblI X0/1040BOM ayToBOCNANUTENbHbIM cuHAPOM NLRP3 m.
(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)| ao 34 p.a. | 56475
CeHcopHasa nonunHeiponatma, NGF m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene NGF, Mut.) Ao 25p.a. | 18870




CuHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic
Cutaneous Articular, Gene NLRP3, Mut.)

40 25 p.a.

56 475

Cunapom TAR. Mounck myTtauuii B reHe RBMS8A, m.
(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome,
Gene RBMS8A, Mut.)

0o 25 p.a.

28 275

CuHapom Aapckora-CKoTTa (daumnoreHntanbHas gucnnasms).
Mounck myTaumn B reHe FGD1, m. (Aarskog-Scott Syndrome,
Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1,
Mut.)

40 25 p.a.

68 990

CuvHapom AnbcTpoma. MNMoncK MyTaunii B KrOPAYMX» y4acTKax reHa
ALMS1, «ropau.» y4. M. (Alstrom syndrome, Gene ALMS1, Hot-
Point Mut.)

no 25 p.a.

15 695

CuHapom AHpepceHa. Nouck myTtaunii B reHe KCNJ2, m. (Andersen-
Tawil Syndrome, Gene KCNJ2, Mut.)

no 25 p.a.

21360

CuHapom AHTAN-Brkcnepa. Monck myTaumuii B 3Kk30He 9 reHa
FGFR2, m. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

00 18 p.a.

8 465

CuHapom Anepa (akpouedpanocuHaakTMamA). MOUCK YacTbIX
mMmyTaumin B reHe FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2,
Freq. Mut.)

no 25 p.a.

13 665

CuHapom Apta. Nouck myTtaumii B reHe PRPS1, m. (Art's Syndrome,
Gene PRPS1, Mut.)

no 25 p.a.

32970

CuHapom baHasaH-Palinn-Pysanbbaka. Monck mytaumii B reHe
PTEN, m. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

00 25 p.a.

42 375

CuHapom BepTa-Xora-Abtoba (BXA). Monck mytaunii B reHe FLCN,
M. (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

00 34 p.a.

56 475

CuHapom BoyaHa-KoHpaaun (BKC, uepebporenaTopeHanbHblil
cmHapom). Mounck myTtaum B reHe EMG1, m. (Bowen Conradi
Syndrome, BCS, Gene EMG1, Mut.)

no 25 p.a.

18 870

CuHapom BbepHcTaga (CcMHAPOM Kypdasbix Bosioc). Monck myTaumit
B reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

00 25 p.a.

19 280

CvHapom BaapaeHbypra-Laxa. Mouck myTtaumit B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

00 25 p.a.

32970

CuHapom BaapaeHbypra. Mouck myTauuii B reHe PAX3, m.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

00 25 p.a.

37675

CuHapom BaH aep Byaa. Mouck mytaumii B reHe IRF6, m. (Van der
Woude Syndrome, Gene IRF6, Mut.)

00 25 p.a.

42 375

CuHapom Buckotra-Ongpumua (CBO). Mouck myTauuii B reHe WAS,
M. (Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

00 25 p.a.

32970




CUMHAPOM BPOXKAEHHOM LeHTpanbHOW runoseHTuaaumnmn (CBLT).
MouncK YyacTbix myTauuii B reHe PHOX2B, 4. m. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

00 18 p.a.

8020

CuHapom FepmaHcku-NMyanaka (ANbO6UHM3IM r1a30-KOXKHbIN C
remopparMyeckMm AnaTte3om U NUrmeHTaumen peTuKkyno-
3HAO0TENMANbHbIX KNeToK). MoUCK YacTbix myTauui B reHe HPS1, u.
M. (Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1,
Freq. Mut.)

no 25 p.a.

10995

CuHapom pelira (cemeliHblli runeptenopmsm). NMomck myTtaunii B
reHe GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)

00 34 p.a.

84 685

CuHagpom Mpucuennun. Nouck myTtaumin B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

00 25 p.a.

23575

CuHapom [xeKkcoHa-Beicca. NMoncK myTaumii B 3K30He 9 reHa
FGFR2 1 3k30He 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS,
Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

no 25 p.a.

12 030

CuHgpom OPMNAA, ATN1L, u.m.

no 18 p.a.

4620

CuHapom Hybepa (CH). AHanus umcna Konuii reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic
Joubert Syndrome, Joubert Syndrome type A, Joubert-Boltshauser
Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

00 25 p.a.

18 705

CuHapom KapneHTepa (akpouedanonoNncMHaaKTUANA BTOPOro
T™Mna). Nouck myTtaumit B reHe RAB23, m. (Carpenter Syndrome,
Gene RAB23, Mut.)

00 25 p.a.

32970

CMHApPOM KepaTuTa-uxtuosa-tyroyxoctn (KUO-cuHagpom). Nounck
MyTaumin B reHe GJB2, m. (Keratitis-lchthyosis-Deafness Syndrome,
KID Syndrome, Gene GJB2, Mut.)

no 25 p.a.

13 605

CuHgpom Knunnena-deins (cMHAPOM KOPOTKOIM wewn). Monck
MyTauuit B reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

00 25 p.a.

18 075

CuHapom KokKeliHa. Mouck mytaumin B reHe ERCC6, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

00 34 p.a.

103 485

CuHapom Koctenno. Monck mytaunii B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

00 25 p.a.

9590

CuHapom KoddurHa-SToypu (CK/). Monck mytauuii B reHe RPS6KA3,
M. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

0032 p.a.

103 485

CHAPOM KpaHuodaumanbHoOM ANCMOpPOUN-TYTOYXOCTU-YIbHAapHOM
Aesuaumm Kuctei. MNouck mytaumin B reHe PAX3, m. (Craniofacial-
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

[0 25 p.a.

37 675

AnarHoctuka cuHapoma Kpurnepa-Hanspa (CKH, cemeitHas
®entyxa) (reH UGT1A1). (Crigler-Najjer Syndrome, Gene UGT1,
Mut.)

0o 18 p.a.

23575

CuHapom Kpy3oHa ¢ YepHbIM akaHTO30M. [TOUCK MyTauuii B SK30He
10 reHa FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican,
CAN, Exon 10 Gene FGFR3, Mut.)

no 25 p.a.

9590




CuHapom Kpy3soHa. Monck myTtaumii B ak3oHax 7 u 9 reHa FGFR2, m.

(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.) po25p.a. | 13605
CuHapom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,

Gene NLRP3, Mut.) no34p.a. | 56490
CuHapom Makneoga. NMouck mytaumii B reHe XK, m. (McLeod

Syndrome, Gene XK, Mut.) no25p.a. | 21280
CuHapom MapTtuHa-benn (cMHapom nomKon X XpoMoCoMbl) no 14 p.a. 4620
CuHapom MoyaT-BunbcoH. Mouck mytaumii B reHe ZEB2, m. (Mowat

Wilson Syndrome, Gene ZEB2, Mut.) no34p.a.| 70580
CuHapom HuinmereH, NBN u.m. (Nijmegen Breakage Syndrome,

NBS, Gene NBN, Freq. Mut.) no 12 p.a. 8020
CUHAPOM HOITeN-HAaAKONEHHMKa (ocTeoHUXxogMcnAasus). NMouck

MyTaunit B reHe LMX1B, m. (Nail-Patella Syndrome, NPS, bo25p.a. | 32970
Onychoosteodysplasia, Gene LMX1B, Mut.)

CuHapom Ocnepa-PaHato-Bebepa (HacneacTeseHHas

remopparmyeckas TeneaHrmaktasus). Movck mytaumi B reHe ENG, | go 25 p.a. | 42 375
M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

Cunapom Mannuctepa-Xonna. Monck mytauuii B reHe GLI3, m.

(Pallister-Hall Syndrome, Gene GLI3, Mut.) no34p.a. | 84685
CuHapom Mannucrepa. Monck mytaunii B reHe TBX3, m. (Pallister W

Syndrome, Gene TBX3, Mut.) no25p.a.| 32970
CvHApPOM NogKoNeHHoro ntepurnyma. lNomck mytaunii B reHe IRF6,

m. (Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.) fo 25p.a. | 42375
Cungpom Mopanddepa. Nonck myTtaunii B ak3oHax 7, 9 reHa FGFR2

M 3Kk3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene £o25p.a. | 17935
FGFR2, Exon 7A Gene FGFR1, Mut.)

CuHapom PetTa. Monck myTtauuii B reHe MECP2, m. (Retts

Syndrome, Gene MECP2, Mut.) no 18 p.a. | 23575
CuHgpom CeTpe-YoT3eHa. MNouck mytaumin B reHe TWISTI, m.

(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.) £o25p.a. | 16410
CuHapom Cunbeepa. Mouck myTaumin B reHe BSCL2, m. (Silver

Syndrome, Gene BSCL2, Mut.) £o25p.a. | 32970
CuHgpom CumncoHa-lfonabu-bemenb. Monck myTaunii B reHe

GPC3, m. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene | ao 25 p.a. | 37 675
GPC3, Mut.)

CuHapom Cmuta-lemnn-Onuua (C10C). MNouck myTaumim B reHe

DHCR7, m. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.) fo25p.a. | 42375
CuHAapom TecTuRynspHon demuHmsaumm (CTO, cuHapom

Moppwuca). Monck myTaumit B reHe AR, m. (Testicular Feminization no25p.a. | 47080

Syndrome, Gene AR, Mut.)




CuHapom Tpuuepa-KonnuHsa-dOpaHueckettn (maHanbyno-
daumanbHbIl AM30cT03). MNouck mytaumin B reHe TCOF1, m.
(Treacher-Collins Syndrome, Franceschetti-Klein Syndrome,
Mandibulofacial Dysostosis without Limb Anomalies, Gene TCOF1,
Mut.)

0o 34 p.a.

103 485

CuHgpom Xunnens-fivHaay (Lepebpo-peTUHO-BUCLEPAbHbIN
aHrnomartos). Nouck myTtaumit B reHe VHL, m. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Mut.)

40 25 p.a.

18 075

CuHapom Xunnena-SinHaay (Lepebpo-peTnHO-BUCLLEPASIbHBIN
aHrnomaros). OnpeaeneHue ymcna konui reHa VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

00 28 p.Aa.

19 575

CuHgpom UAOACUN, reH NOTCH3

£o 18 p.a.

8 550

CuHgpom LBaxmaHa-AaimoHaa. MNouck mytaunii B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

00 25 p.a.

23575

CuHapom LLsaxmaHa-aimoHaa. MoUCK YacTbiX MyTaLuMid B reHe
SBDS1, u. m. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq.
Mut.)

no 25 p.a.

7 880

Cunapom dnepca-AaHno, Tun VI. MOUCK YacTbix MyTaLUi B reHe
PLOD1, 4. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD1, Fregq.
Mut.)

00 18 p.a.

13 665

CuHapom dckobapa. Mounck mytaumii B reHe CHRNG, m. (Escobar
Syndrome, Gene CHRNG, Mut.)

0o 25 p.a.

37675

CnacTtuyeckas napannerus WTtptomnensa, Tun 4, SPAST (SPG4), u.m.

00 22 p.Aa.

7 280

CnuHanbHas ammnotpodusa ¢ napannyom amnadparmol. Momck
mMmyTaumin B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with
Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

0o 34 p.a.

70580

CnuHanbHas amunotpodusa Tunsi |, 11, 1II, IV (c onpegeneHnem ymcna
konuit SMN2) (Spinal Muscular Atrophy, SMA, Type |, II, lll, IV (copy
Number Variation SMN2))

no 13 p.a.

5600

CnuHanbHaa amuotpodua tunoi I, I, 11, IV. Monck myTaunit B reHe
SMN1, m. (To/NIbKO NPU HaNMUYMKM OAHOWN Konuu renHa) (Spinal
Muscular Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only
Presence One Gene Copy) )

no 25 p.a.

37675

CnuHanbHo-6ynbbapHaa ammoTpodua KeHHeam. MOMCK YacTbIxX
mMmyTaumin B reHe AR, u. m. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

no 18 p.a.

6030

CnuHouepebennapHas aTakcua. NMOUCK YacTbiX MyTaUMid B reHe
ATXN7, 4. m. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

[0 18 p.a.

8 020

CnuHouepebennapHas aTakcua. NMOUCK YacTbiX MyTaLMid B reHe
ATXNS, u. m. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

[0 18 p.a.

8 020

CnuHouepebennspHble aTakeuu, peaxkue Gopmel, 4.Mm.

no 18 p.a.

7740

CnuHouepebennapHble aTakCuK, YacTble GOPMbl, Y.M.

0o 18 p.a.

7510




CnoHrnodpopmHas sHuedanonaTnsa ¢ HeMPONCUXUYECKUMM
nponsneHnamu. NMouck mytaumin B reHe PRNP, m. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

00 25 p.a.

18 075

CnoHAannoKocTanbHbIN AM30cTO3. [TonCK myTaumi B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

no 25 p.a.

32970

CnoHaunoanudusapHas aucnnasua (C34). Monck mytauuii B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

0o 25 p.a.

21280

CynepaktnsHocTb pochopubosnnnupodocdat cuHTeTasbl. Monck
mMmyTaumin B reHe PRPS1, m. (Phosphoribosylpyrophosphate
Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

no 25 p.a.

32970

TopcroHHasa auctoHus, Tun 1, TOR1A (DYT1), u.m.

0o 18 p.a.

4620

TpuxopnHodanaHreanbHbii CMHAPOM. [TOUCK MyTaLUMi B reHe
TRPS1, m. (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1,
Mut.)

00 25 p.a.

47 080

TpombounuToneHmna BpoxKaeHHas. NMonck myTtaumin B reHe MPL, m.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene
MPL, Mut.)

no 25 p.a.

37675

dPaTanbHan cemeHas MHCOMHMA. Mouck mytauuii B reHe PRNP, m.
(Fatal Familial Insomnia, FFl, Gene PRNP, Mut.)

4o 25 p.a.

18 075

dPeHunketoHypma. Mounck mytaumii B reHe PAH, m.
(Phenylketonuria, PKU, Gene PAH, Mut.)

0o 34 p.a.

56 475

®eHnnketToHypus. Monck YacTbix myTauuin B reHe PAH, u. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

[0 19 p.a.

20990

dunbpogmcnnasma occnomumpytowan nporpeccmpytowtas. NMomck
MYTaLLMI B «ropAaYmx» ydactkax reHa ACVR1, «ropsad.» y4. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

00 25 p.a.

18 870

dubpogmcnnasma occnomumpytowan nporpeccmpytowtas. NMomck
MyTaunin 6e3 «ropaumx» ydactkos reHa ACVR1, 6e3 «ropsay.» y4y. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

00 25 p.a.

32970

X-cuenneHHas arammarnobynmHemms. Monck mytaumii B reHe BTK,
M. (X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

0o 34 p.a.

84 685

X-cuenneHHblin numoonponndepatnsHbIi cuHapom (6onesHb
[yHKaHa, cuHapom Myptunbo), XIAP m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

00 25 p.a.

37675

X-cuenneHHbIi aumoonponmdepaTMBHbIn cMHApPom (6os1e3Hb
[yHKaHa, cuHapom MypTnabo). NMouck myTaumii B reHe SH2D1A, m.
(X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

no 25 p.a.

18 870

X-cuenneHHbIN MOTOPHbIN HMUcTarm. Mounck myTtaumin B reHe FRMD7,
M. (X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD?7,
Mut.)

no 18 p.a.

56 475




X-cuenneHHbIM TAXKENbIA KOMBUHUPOBAHHbIN UMMYHOLEDULNT.
Mouck myTaymii B reHe IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

0o 25 p.a.

18 870

XoHapoaucnnasna metadmsapHan, TMn Mak-Kbtocmka. Mounck
myTaumi B reHe RMRP, m. (Metaphyseal Chondrodysplasia,
McKusick Type, Gene RMRP, Mut.)

no 25 p.a.

8 465

XoHapoaucnnasma TodeyHana KoHpagu-XioHepmaHa. Mouck
myTaumi B reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-
Hunermann Syndrome, Gene EBP, Mut.)

0o 25 p.a.

18 870

XoHAapoKanbLmHO3. Monck mytaunii B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene
ANKH, Mut.)

no 32 p.a.

56 475

«[lpobbeBmagHas» XopuopeTuHonaTtmsa, TunuposaHme HLA-A29
(Birdshot chorioretinopathy, HLA-A29)

no 18 p.a.

3695

Xopougepemusa. Nouck mytaumii B reHe CHM, m. (Choroideremia,
CHM, Gene CHM, Mut.)

0o 34 p.a.

70580

XpoHuyeckan rpaHyemaTosHas 6onesHb. Monck MyTaumii B reHe
CYBB, m. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

00 34 p.a.

56 475

LiepebpookynodaumnmockeneTHbln CMHAPOM. MOUCK MyTaLWii B reHe
ERCC6, m. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
Gene ERCC6, Mut.)

0o 34 p.a.

103 485

IK30CTO3bl MHOMECTBEHHbIE. [ToMCK MyTaumit B reHe EXT1, m.
(Multiple Exostoses, Gene EXT1, Mut.)

0o 34 p.a.

56 475

IK30CTO3bl MHOXECTBEHHbIe. [ToMCK MyTaumii B reHe EXT2, m.
(Multiple Exostoses, Gene EXT2, Mut.)

0o 34 p.a.

70580

JKccyAaTMBHaA BUTPeOXopeopeTuHanbHas guctpodus. NMouck
mMyTauunit B reHe NDP, m. (Familial Exudative Vitreoretinopathy,
FEVR, Gene NDP, Mut.)

00 25 p.a.

12 390

JKTOoAEpPMasibHAA aHTMAPOTUYECKanA AMcnaasma. NMonck myTaumii B
reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

no 25 p.a.

37675

JKTOAEpPMasibHaA rMApPoTMYecKasa ancnnasma. Mouck mytauuii B
reHe GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

no 25 p.a.

13 880

dnudurzapHas gMcnaasua, MHOXecTBeHHasA. MoucK YacTbix
myTaumii B reHe COMP, u. m. (Multiple Epiphysial Dysplasia, MED,
Gene COMP, Freq. Mut.)

00 20 p.a.

7 500

3nudursapHas gUcnnasus, MHoXecTBeHHas. NMouck myTauuii B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2,
Mut.)

[0 25 p.a.

28 275

dputpokepaTtogepmus. Nounck myTtaumin B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

no 25 p.a.

12 390

dputpokepaTtogepmus. MNounck myTtaumin B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

no 25 p.a.

12 030




DPUTPOLINTO3 PeLeCcCUBHbIN (cemeiHan HacneaCcTBEHHasn
nonvuntemmsa). Momck mytauuii B rede VHL, m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Mut.)

0o 25 p.a.

16 410

dpUTPOLUTO3 PeLLEeCcCUBHbIN (cemeHan HacneaCcTBEHHas
nonanumtemms). Monck yacTtbix MyTaumit B reHe VHL, u. m.
(Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

no 18 p.a.

8 020

FeHoanarHocTUKa 6eTa-Tanaccemmin U remornobuHonaTui
(reHoTunuposaHue HBB) (Molecular diagnosis of beta-thalassemia
and hemoglobinopathies (HBB gene))

no7p.4.

10910

OunarHoctmuka TTR-amunonposa (cekBeHMpoBaHue 2-4 3K30HOB reHa
TTR) (Molecular diagnosis of ATTR-amyloidosis (sequencign of 2-4
exons of TTR gene))

009 p.4.

10910

FeHoamMarHocTMKa anbda-tTanaccemmuun (HBA1, HBA2, HS-40)
(Molecular diagnosis of alpha-thalassemia (HBA1, HBA2 genes and
HS-40 regulation locus))

no 7 p.Aa.

10910

HacneacTtBeHHble dopmbl NaHKpeaTuTa (reHbl PRSS1, SPINK1)
(Hereditary pancreatitis (PRSS1, SPINK1 genes))

no 15 p.a.

3690

®pykTtoszemus (reH ALDOB) (Hereditary fructose intolerance
(ALDOB gene))

no 15 p.a.

3690

HacnepacteeHHan sHAOTeAMaNbHasA ANCTPOdMA POrOBULLbI -
anctpodus Pykca (reH TCF4) (Fuchs endothelial dystrophy (gene
TCF4))

no 15 p.a.

3690

KomnnekcHaa anarHoctuka ysentos (HLA-B27, HLA-B51, HLA-A29)
(Diagnosis of uveitis (HLA-B27, HLA-B51, HLA-A29))

009 p.4.

5290

BonesHb Momne (reH GAA) (Pompe disease (GAA gene))

no 15 p.a.

9790

OnpegeneHne mytaumii B reHe CFTR meTog0m cEKBEHMPOBaHMA
cneaytouero nokoseHus (NGS) B KpoBu AN AMarHOCTUKM
MYKOBMCLMA03a, HacneacTBEHHOro naHKkpeaTuTta n CFTR-
accoLMUPOBAHOIo BPOXKAEHHOMO ABYCTOPOHHErO OTCYTCTBMUA
cemnaBblHOcALLero npoToka. (CFTR genes analysis by Next-
Generation Sequencing (NGS) in blood)

4o 23 p.Aa.

41 510

OnpegeneHne mytaumii B reHax LDLR, APOB, PCSK9, LDLRAP1 gns
OVNArHOCTUKKN CEMENHOM rMnepxonecTtepuHeMmm MeToLom
CeKBEHWPOBaHMA cneaytollero nokoseHma (NGS) B kposu (LDLR,
APOB, PCSK9, LDLRAP1 genes for the diagnosis of familial
hypercholesterolemia by Next-Generation Sequencing (NGS) in
blood)

4o 23 p.Aa.

52790

OnpegeneHne mytaumii B reHax BRCA1, BRCA2 meTogom
CEeKBEHMPOBAHMWA cneaytolero nokosenus (NGS) B broncuimHom
maTepmane n kposu (BRCA1, BRCA2 genes analysis by Next-
Generation Sequencing (NGS) n biopsy specimens and blood)

00 23 p.Aa.

41510




OnpepeneHne mytaumii B reHax BRCA1, BRCA2, ATM, PALB2,
CHEK2 meToaom ceKBeHUpOBaHUA cieaytolero nokoneHus (NGS)
B 6MoncMnHom matepuasne u kposu (BRCA1, BRCA2, ATM, CHEK?2,
PALB2 genes analysis by Next-Generation Sequencing (NGS) in
biopsy specimens and blood))

4o 23 p.A.

50 040

[AnarHocTMKa ayToBOCMNanMTeNbHbIX 3ab6onesaHnit (11 reHoB)
MeTOA0M CEeKBEHUpPOBaHUA cneaytollero nokoneHma (NGS) B Kposu
(Diagnosis of autoinflammatory diseases (11 genes) by Next-
Generation Sequencing (NGS) in blood)

40 23 p.4.

43 900

KomnnekcHoe o6cnenoBaHue npu 6ecniogum y *KeHwmH
(nhakTMBauma X xpomocombl, CAG-noBTopbl B reHe AR n
onpeaeneHune npeaskcnaHcuu B reHe FMR1) (Complex evaluation
for infertility in women ( X chromosome inactivation, number of
CAG repeats in the AR gene and pre-expansion in the FMR1 gene))

0o 14 p.a.

8490

fopMOHanbHaA YyBCTBMTENbHOCTb aHAporeHoBoro peuentopa (CAG;
nosTopbl, AR) (Hormonal sensitivity of the androgen receptor (CAG
repeats, AR))

no 14 p.a.

4790

KomnnekcHas reHeTU4YecKas AMarHoCTUKa CMHAPOMa NOJIMKUCTO3a
AnuHmnkos (CMNKA) (Comprehensive genetic diagnosis of polycystic
ovary syndrome (PCOS))

0o 14 p.a.

8390

JMarHoctmka remoIMTUYeCcKom aHeMnKM, acCOLMMPOBAHHOM C
HeA0CTaTOYHOCTbIO NUpPYBaTKMHA3bI (3K30HbI 3,5,7,8,10,11 reHa
PKLR) (Diagnosis of hemolytic anemia associated with pyruvate
kinase deficiency (exons 3,5,7,8,10,11 of the PKLR gene))

no 14 p.a.

10 190

[narHocTMKa remoanTUYECKOM aHEMUK, AaCCOLMMPOBAHHOM C
HeO0CTaTOYHOCTbIO INI0K03a-6 pochaT-aernaporeHassl (reH G6PD)

no 14 p.a.

10 190

MoneKkynspHO-reHeTUYecKan AMarHoCTMKa He0CTaTOYHOCTH
npotenHa C npu Tpombodunmm (reH PROC)

no 14 p.a.

9590

MoneKynspHo-reHeTU4YecKaa AMarHOCTMKA HeA0CTaTOYHOCTH
npoTtenHa S npu Tpombodunnm (ak3oHsl 5,6,11,12,13,14,15 reHa
PROS1)

0o 14 p.a.

9590

MoneKynspHo-reHeTMYecKas MarHocTMKa He4oCTaTOYHOCTH
aHTMTpoMbUHa Il npyn Tpombodmnmm (reH SERPINC1)

0o 14 p.a.

9590

[AWarHoCcTMKa TpaH3MEeHTHOM HeAOCTaTOYHOCTM aHTUTPOMbMHA I
npu Tpombodunmsx (p.Alad16Ser, p.Arg79His, p.Pro73Leu,
p.Val30Glu) (Diagnosis of transient antithrombin 3 deficiency in
thrombophilias (p.Ala416Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu))

0o 14 p.a.

4290

KomnnekcHoe nccnegoBaHne HegoCTaTOYHOCTM npoTenHa C,
npoTtenHa S u aHTUTpombUHa Il npn TpombodUNMM (3K30HbI 2, 7
reHa SERPINC1, ak30HbI 11, 12 reHa PROS1, 3k30HbI 3, 7 reHa PROC)
(Diagnosis of transient antithrombin 3 deficiency in thrombophilias
(p.Ala416Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu))

4o 14 p.a.

10 890

CTaTuHbI, GapMaKoreHeTuKa (CMMBacTaTWH, 10BACTaTuH,
aToOpBaCTATWH,NMUTABACTATUH, NPABACTaTUH, PO3YBaCTaTHH,
¢dnysactatuH) (Statins (simvastatin, lovastatin, atorvastatin,

pitavastatin, pravastatin, rosuvastatin, fluvastatin))

00 10 p.a.

9 090




NpuHoTepKaH (reH UGT1A 4.m.) (Irinotecan (Gene UGT1A, Freq.

ol4p.pa | 3390
Mut.)) AD 24 P-A
HacneactseHHble GOpMbl aTUMUYHOTO FEMOJIUTUKO-YPEMUYECKUIA
A %op Yp no15p.a. | 12390
cuHapom (alYC) n C3 rnomepynonatum
OcTpan nepemeskatowiancs nopoupus (reH HMBS) no15p.a. | 11990
MoneKkynspHO-reHeTU4YecKan ANarHoCcTmKka TpomboTHYeCcKoM
y2IAp cran A P no15p.a. | 8790
TpombouuToneHmnyeckon nypnypbl (reH ADAMTS13)
MonekynapHo-reHeTu4eckasa gmarHoctuka 1, 2A, 2B, 2M,2N, 3
™MnoB 6one3Hn GoH BunnebpaHpa (18-21 n 28 sk30H reHa VWF) o 15p.a. | 11990
XPOMOCOMHbIN MUKPOMATPUYHBIA aHA/IM3 NPEHATa/IbHbIN B
P [MMKPOMATP P [0 10p.a. | 17590
aMHMOTUYECKOM KUAKOCTU
XPOMOCOMHbBIN MUKPOMATPUYHBIA aHA/IM3 NPEHATa/IbHbIN B
P ! pomarp P £010p.a. | 17590
NyrnoBUHHOM KPOBU
XPOMOCOMHbBIN MUKPOMATPUYHBIA aHA/IM3 NPEHATa/IbHbIN B
P pomarp P n010p.a. | 17590
BOPCMHaxX XOpuoHa
MpeHaTtanbHaa AHK-guarHocTMka atakcum ®puaperixa no 17 p.a. | 30990
MpeHaTtanbHas JHK-gnarHoctmuka atakenmn Gpuapeiixa no17p.a. | 30990
MNpeHaTtanbHaa [HK-anarHocTnka atakcumn ®puaperixa 8o 17 p.a. | 30990
MpeHaTtanbHas JHK-anarHocTnka mblweyvHon anuctpodum
OioweHHa/Bekkepa B BopcuHax xopuoHa (Prenatal DNA diagnostics | go 33 p.a. | 21990
of Duchenne-Becker muscular dystrophy)
MpeHaTanbHaa AHK-gnarHocTMKa mbiweyHol guctpodum
OioweHHa/BekKkepa B NynoBuHHOM Kposu (Prenatal DNA no33p.a. | 21990
diagnostics of Duchenne-Becker muscular dystrophy)
MpeHaTanbHaa JHK-gMarHoctMka mblleyHom guctpodum
OioweHHa/Bekkepa (Prenatal DNA diagnostics of Duchenne-Becker | go 33 p.a. | 21990
muscular dystrophy)
MpeHaTanbHasa AMArHOCTMKA CNMHANBHOM MbllLeYHOoN aTpodum B
amHMOTUYecKoM uakoctu (Prenatal diagnostics of spinal muscular | go 17 p.a. | 13 990
atrophy)
MpeHaTanbHas AMArHOCTUKA CNMHANbHOM MblLeYHOM aTpodum B
nynosuHHoM KpoBu (Prenatal DNA diagnostics ofspinal muscular o 17 p.a. | 13990
atrophy)
MpeHaTanbHasa AMArHOCTUKA CNMHANBbHOM MblleYHOoN aTpodum B
BOpCcUHax xopuoHa (Prenatal DNA diagnostics of spinal muscular no17 p.a. | 13990
atrophy)
MpeHaTanbHas guarHocTuka remooumnmnm (Prenatal diagnostics of
peRatanbras A Gunmm ( 8 n017p.a. | 21990
hemophilia)
MpeHaTanbHas gMArHOCTUKA remoduanmM B BOPCUHAX XOPMOHa
: N 'D' i ¢ n ) P P nol7p.a. | 21990
(Prenatal DNA diagnostics of hemophilia)
MpeHaTanbHas gMArHOCTUKA remoduanmn B MynoBUHHOM KPOBM
: N 'D' i ¢ n ) y P nol7p.a. | 21990
(Prenatal DNA diagnostics of hemophilia)
MpeHaTanbHas AMArHOCTUKA CNMHANbHOM MblLEYHOM aTpodum B
AMHMOTUYECKOM KMAKOCTU (C MOMCKOM YacTbIX NATOTEHHbIX
npol17p.a. | 21990

BapuaHToB B reHe SMN1) (Prenatal diagnostics of spinal muscular
atrophy)




MpeHaTanbHaA ANMArHOCTMKA CMMHAbHOM MblleYHoM aTpodumn B
NYynoBMHHOM KPOBM (C MOMCKOM YacTbIX NAaTOreHHbIX BAPUAHTOB B

0l7 p.a.| 21990
reHe SMN1) (Prenatal DNA diagnostics ofspinal muscular atrophy) A P-4
MpeHaTanbHas gMArHOCTUKA CNMHANbHOM MblleYHol aTpoduu (c
NMOUCKOM YacTbIX NaTOreHHbIX BapnaHToB B reHe SMN1) B BopcuHax
. . . nol17p.a. | 21990
xopuoHa (Prenatal DNA diagnostics of spinal muscular atrophy,
SMN1)
MONHO3K30MHOE CEKBEHUPOBAHUNE - CKPUHMHT Ha HOCUTE/IbCTBO
peLeccuBHbIX 3aboneBaHui ¢ MHTepnpetaumein 18+ (Whole Exome
. . . . . no38p.a. | 62360
sequencing for the carriage of recessive diseases with
interpretation 18+)
MonekynspHO-reHeTM4yecKoe nccaeaosaHue npu runopocdaTasnm
YAAp A P pocé no14pa | 13990
(ren ALPL)
MouncK KpynHblx geneumnin/aynankaumii B reHe CFTR (c
PYNHbIX ACnewMit/Ayn/vkay ( n022p.a. | 17990
3aKl0YeHNEeM BpaYa-reHeTuKa)
Femodpunus A, reH F8 (c 3akntoueHMem Bpaya-reHeTmKa) bo22p.a. | 17990
24. OMPEAESIEHUE BUOSIOFMYECKOIO POACTBA B CEMbE: OTLIOBCTBA U
24.1. OnpepeneHve 6MONOrM4YecKoro poacTBa B CeEMbe: OTLIOBCTBA U
CpoyHoe ycTaHOBNEHNE BMONOIrMYECKOro POACTBA A5 O4HOMO U3
oauTenei npyn beccnopHom poacTee roro (3 uen.) (Urgent
popuT pu beccnopHom poAcTse Apy ( ) (Urg 108p.a. | 46005
Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))
YcTaHOBNEHWE BMONOTrNMYEeCcKoro poaAcTBa AN O4HOIo U3
oauTenei npn 6eccnopHom poacTee roro (3 ven.
poauTenel Npu beccriopHom PoACTse Apyroro (3 uen.) n010p.a. | 20750
(Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))
CpoyHoe ycTaHOBNEHNE BMONOIrMYECKOro POACTBA 415 O4HOMO U3
poauTenei npu oTcyTcTBMm apyroro (2 ven.) (Urgent Establishment
. . . . i no8p.a. | 46005
of Biological Relationship for One Parent in Absence of Another (2
Persons))
YcTaHOBNEHWE BMONOTNYECKOro PoACTBa AN OA4HOIO U3
oauTenei Npu oTcyTCTBUN roro (2 yen.) (Establishment of
p. A . P . y. APY ( . ) o010 p.a. | 20880
Biological Relationship for One Parent in Absence of Another (2
Persons))
[oNoNHUTENbHBIN YH4ACTHUK UccneaoBaHna (pebeHoK an matb
unn otew) (Additional research participant (child or mother or po10p.a. | 7390
father))
YcTaHoBNneHWe 6uonoruyeckoro poacrea. JHK-tect
o Poa A bo 8 p.4. 31390
YHuBepcanbHbIv
B3aTne cockoba byKkKanbHOro anutenuns 6e3 ganbHewero
. . . 00 2 p.4. 200
nccnegosaHus (Buccal epithelium sampling)
YcTaHOBNEHWE BMONOTNYECKOro POACTBA B OTHOLLEHUM
poauTenbCKOM Napbl - NpeAnoiaraembli oTel, Npeanonaraemas
maTb (Establishment of biological relationship in relation to the 00 6 p.4. 19 445
parent couple - putative father, putative mother)
ONOJIHUTENbHbIN y4acTHMK JHK-Tecta YHUBepcanbHbIi.
A Y A P no7p.4. 7 990

YcTaHoBneHUe 6MoNorMyeckoro poAacTBa.

25. HACJIEOACTBEHHbIE BONE3HN OBMEHA BELLECTB Y




25.1. HacnepcTBeHHble 6one3Hn o6MeHa BellecTB y

*[nsa TecToB, NOMEYeHHbIX *, Heo6xoanma npobonoarotoBka (HMAT).

Mpo6onoarotoska (HMNAT)

AHann3 cneKkTpa aMMHOKUCAOT U auMAKAPHUTMHOB, TaHAEMHas
MaCC-CMeKTPOMETPUA, MeTo CyXon Kanam Kposu (Analysis of
amino acids and acylcarnitines, dried blood spots (MS/MS))

no 25 p.a.

260

8970

AHanM3 cnekTpa OpraHMYecknx KUCI0T MOYM METOLOM Fa30BOiA
XxpomaTorpadum c macc-cnektpometpueit (FX/MC) (Analysis of the
spectrum of organic urine acids by gas chromatography with mass
spectrometry (GC / MS))

00 29 p.Aa.

13 340

OnpegeneHne aKTMBHOCTM BUOTUHMAA3bI (HEAOCTAaTOYHOCTb
6uoTnMHMAasbl) (Biotin-Dependent Carboxylases Activity
(Biotinidase Deficiency))

[0 12 p.a.

8970

Yactas mytauma B reHe BTD (HegocTaTouHOCTb GUOTUHMAA3LI) (BTD
(Biotinidase Deficiency) Gene, Freq. Mut.)

00 25 p.a.

10 230

Yacras mytauma B reHe GCDH (rnytapoBas aunaypua tun 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria,

Type 1))

no 25 p.a.

8970

Yactasa mytauma B reHe HADHA (HeaocTaTouHOCTb
A/IMHHOLLenoYeYHol 3-rmapoKkcmnaumnn-KoA-gernaporeHassbi)
(HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa
Dehydrogenase (LCHAD) Deficiency))

00 25 p.a.

8970

Yactas mytauma B reHe ACADM (Hea0CTaTOUYHOCTb
cpeaHeLenoYyeyHom gerngporeHassl sKUpHbIX KncaotT MCAD)
(ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA
Dehydrogenase (MCAD) Deficiency))

00 25 p.a.

8970

YacTblie myTauum B reHe FAH (TuposmHemus tun |) (FAH Gene, Freq.
Mut. (Tyrosinemia, Type 1))

no 25 p.a.

16 130

26. HAPKOTUYECKUE, NMCUXOTPOIMHbIE U MCUXOAKTUBHBLIE BELLECTBA

26.1. HapkoTn4yeckue, NCUXOTPONHbIE U NCUXOAKTUBHbIE BeLlecTBa

AHanuM3 BOIOC Ha onpeaeneHne HapKoOTUYECKUX CPeacTs,
NCUXOTPOMHOrO UK CUNbHOAENCTBYOLLEro BewecTBa (Hair analysis
to determine narcotic drugs, psychotropic or potent substances)

4o 5k.4.

7990

27. UICCNNEAOBAHME KAYECTBA BO[bI U NMOYBbI

27.1. BbICOKOTEXHONOIMYHbIE UCCIefo0BaHUs BoAbl

*[ins TecToB, NOMeYeHHbIX *, Heo6xoanma npo6onoarotoska (HBOLM).

Mpobonoarotoska (HBOA)

Bopa: nonHasa M KOMMJIeKCHaA oLeHKa KadectBa (Water: Complete
and Comprehensive Quality Assessment)*

00 10 p.a.

385

16 790

Bopa: cokpalweHHas oueHKa KadecTsa (Water: Abridged Quality
Assessment)*

no7p.4.

8090

Boaa: nofo3peHune Ha 3arpAsHeHne bbiToBbiMM oTXodamu (Water:
Suspicion Household Waste Contamination)*

009 p.4.

6 890

Boaa: noao3peHune Ha 3arpA3HeHne MPOMbILLIEHHbIMWU OTX04aMM
(Water: Suspicion Industrial Waste Contamination)*

009 p.4.

9 690

Boaa: nofo3peHune Ha 3arpA3HeHe NPOAYKTaMM CrOpaHus u
Bblbpocamu oT aBTomaructpanei (Water: Suspicion Products of
Combustion and Emissions from Motorways Contamination)*

009 p.4.

11 525




Bopa: nopospeHue Ha M36bITOYHOE npumeHeHne peareHToB ANnA

BogoouncTkm (Water: Suspicion Excessive Use of Chemicals for 0o 7 p.a. 3590
Water Treatment)*
27.2. CKpUHUHIoBble uccrenoBaHusi BoAbl
*[nA TecToB, MOMeYeHHbIX *, Heo6xoanMa npo6onoarotoska (HBOLM).
Boga: oueHKa KadectBa no 30 napametpam (Water: Quality
06 p.A. 8190
Assessment 30 Parameters)* AcLP-A
Boga: oueHKa KadectBa no 20 napametpam (Water: Quality
06 p.A. 5290
Assessment 20 Parameters)* AcLP-A
Pagnonoruyeckune nccnegoBaHma npob NnuTbeBol Boapl — 6a3oBbii
TeCcT Ha o6uyio a- u B-aktuBHocTb (Radiological Drinking Water 0o 9 p.a. 5690
Study — Basic Test a- and B-Activity)*
OnpeaeneHne KOHUEHTpauuii gna 4 paanoHyKAnaos
023p.a. | 17290
(Determination of Concentration 4 Radionuclides)* A P-A
OnpeaeneHne KOHUEHTpaunii gna 6 paanoHyKAnaos
023 p.a. | 25890
(Determination of Concentration 6 Radionuclides)* A P-A
Bopa: oueHKa Kavectsa no 16 napametpam £o 5 p.a. 4230
27.3. BbICOKOTEXHOSOIrM4YHbIE nccnenoBaHus NoYvBbl
*[NnA TecToB, NOMeYEHHbIX *, Heo6xoanMa npo6onoarotoska (HMOY).
Mpobonoarotoeka (HMNOY) 385
MoyBa: KOMNIEKCHasA TOKCUMKOIOrMYecKan oueHKa (Soil:
. . . Lk 4 ( no15p.a. | 16 090
Comprehensive Toxicological Evaluation)
MoyBa: KOMNJIEKCHasA arpoxXmMmnyeckas oueHKa (Soil: Agrochemical
o P uerka (Soil: Ag po15p.a. | 8390
Evaluation)
27. KOMMJEKCHBIE MPOrPAMMbI OECMEAOBAHUMN (Mpodcunu)
27.1. Ana peten
AHanusbl ANA AeTCKoro caga v Wwkonbl (Testing for Kindergarten
and School)
1k.4. 1920
OueHKa MMMYHHOTO OTBETA K AeTCKMM UHdeKumam (Pediatric
Infections: Immune Response)
00 6 p.A. 5450
3n0poBbIn pebeHoK: ana geteii ot 0 go 14 net (Healthy Child: for
Children from 0 to 14 Years) 1k.A4. 790
MepBMYHOE nabopaTtopHoe obcneaoBaHMe AeTelt Npu Nogo03peHumn
Ha pa3BUTUE OCNOXKHEHUM nocne nHpekumn COVID-19 [0 3 p.A. 3050
Mpobnemsbl Beca y aeteit n nogpoctkos (Weight problems in
children and adolescents)
0o 2 K.A. 1830
BuTamuH D M MUHEpanbHbIi 06MeH: KOMMNAEKCHOE UccneaoBaHNe
ana petelt (Vitamin D and mineral metabolism: comprehensive 00 2 K.4. 2 465

study for children)




27.2. AnA XeHWuWH

*[nsa TecToB, MOMEYeHHbIX *, Heo6xoauma npobonoarotoBka (KXKLL).

Mporpamma CKpPMHWHTIA paKa WenKknM MaTku — onpegenenme JHK

BMY 1 umMTonormyeckoe nccnegoBaHme cockoba Wenkm MaTkm 1 0o 5 p.a. 1840
LLePBMKaANbHOIO KaHana MeTOA0M KUAKOCTHOM unToNormm*
MeHCKNM ropMmoHasbHbIN Npodunb: AUCOYHKLUA SUYHUKOB,
HapyLleHUs MmeHcTpyanbHoro umkna (Female Hormonal Profile:
Ovarian Dysfunction, Menstrual Irregularities) 103 p.a. 3850
MKeHCKNM ropMoHasbHbIN Npoduab: AUCOYHKLUA AUYHUKOB,
HapyLeHMsA MeHCTPYasibHOTO LKA

4o 3 p.4. 5290
OHKOPMUCK KEeHCKM: WweiKka matkm (Women's Oncorisk: Cervix )

no4p.a. 1840
Mpobaembl HEBbIHALIMBAHMA: aYyTOMMMYHHbIM NPodUNb
(Miscarriage: Autoimmune Profile)

no4p.a. 4330
OueHKa aHaporeHHoro cTaTyca (Assessment of Androgen Status)

00 3 p.4. 1620
MnaHvpoBaHWe 6epeMeHHOCTU: AMArHOCTMKA YPOreHUTaIbHbIX
nHoekuuit (Pregnancy Planning: Diagnosis of Urogenital Tract
Infection (UTI))

4o 3 p.4. 2370




Xouy cTaTb MamMoVli: KomnaeKkcHoe obcnegoBaHue npu
nnaHupoBaHuu bepemeHHocTn (Want to Become a Mother:
Pregnancy Planning, Comprehensive Survey)

00 3 p.4. 8 260
TORCH-uHopekumm (ToRCH-Infections)
1k.4. 3540
BepemeHHocTb: |l TpumecTp (14-28 Hepenu) (Pregnancy: Second
Trimester (14-28 Weeks)) 1k.A. 790
BepemeHHocTb: Il TpumecTp (o1 29-40 Heaenb) (Pregnancy: Third
Trimester (29-40 Weeks) )
1k.A4. 3920
MoarotoBKa K 6epemMeHHOCTM: 6a30BbIiN
no7p.4 | 10480
MoaroToBKa K bepeMeHHOCTU: OLeHKa BUTAMWHHOIO CTaTyca 1K.4. 4280




MoarotoBKa K 6epeMeHHOCTU: CKPbITbIN AednumT Kenesa

1K.4,. 1240
NabopaTtopHan AMarHOCTMKa rMnepaHaporeHemMmm
1p.Ao. 3295
OueHKa ropMOHaIbHOTO CTaTyca Npu HapyLWeHUN MEHCTPYaNbHOTO
00 3 p.4. 2185
UMKNa
FopmoHanbHOe 06cef0BaHME AN KEHLIMH B NEPUOS,
1k.4. 1780
MeHOMay3a/bHOro nepexosa
KEeHCKMIA ropMoHaNbHbIN NPOPUIbL: HAapyLIEHWUA MEHCTPYaIbHOMO
1k.4. 1890
LUMKNA, CKPUHWUHT
BepemeHHOCTb: 1-i TpumecTp (1-13 Heaenu) unum 1-i BUsnUT
1k.4. 5590
KomnnekcHoe nccnepoBaHne abopTMBHOMO MaTepmana, CKPUHUHT
. . . . no 17 p.a. 9790
(Study of miscarriage tissues, screening)
KomnnekcHoe nccnepoBaHve abopTMBHOrO MaTepurana,
. . . . fo 17 p.a. | 20390
pacwupeHHoe (Comprehensive study of miscarriage tissues)
MoAroToBKa K Nporpammam BCMOMOTaTe/IbHbIX PENPOAYKTUBHbIX
TexHonorui (BPT), Bkntoyaa DKO: komnneke Ne 1 (Preparation for
IVF programs)
00 3 p.4. 7 560




[OunarHocTtuka becnnoauns

00 6 p.a.

6 995

VIP-o6cnegoBaHune ana KeHwmH (VIP-examination for women)

4o 3 p.4.

14 250




VIP-ob6cneposaHune ans skeHwmH (VIP-Survey for Women)

no4p.a.

17 810

BblfiBNEHME NATOreHHbIX, YCAOBHO-NATOF€HHbIX MUKPOOPraHM3MOB,
OHK BMNY 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58,
59, 66, 68, 73, 82 TMNa n uMTONOrNYECKoe ncciegoBaHmne

0o 6 p.4.

3650

O6cnepoBaHue nocne 6epemeHHocT 1 poaos (Examination after
pregnancy and postpartum)

40 2 K.A.

4820

PaclMpeHHbIN CKPUHUHT paKa LWEeNKN MaTKU— KONIMYEeCTBEHHOEe
onpegenenune AHK BMY Human papilloma virus HPV BbicoKoro u
HW3KOro oHKopwucKa, 21 Tunos (6, 11, 16, 18, 26, 31, 33, 35, 39, 44,
45,51, 52,53, 56, 58, 59, 66, 68, 73, 82), TMNnMpoBaHune (Kau.)
OHK+KBM 1 uutonormyeckoe nccaegoBaHue cockoba wenkn
MaTKWN U LEepPBUKANbHOIO KaHana MeTOAOM *KUAKOCTHOM LLUTONOTUN

00 6 p.4.

3650

OBapuanbHbIit peseps: MuHU-npoduab (Ovarian reserve testing
mini panel)

00 6 p.4.

2290

Mpodunnb aAna *KeHwmH 6a3oBbin 18+

40 2 K.A.

2820




Mpodunb ans XKeHWmMH onTUManbHbIN 18+

00 3 k.4,

7140

eHcKoe 3g0poBbe 18+: paclumpeHHoe obcnegoBaHme (Women's
Health 18+ Extended Examination)

00 6 p.4.

14180




*eHcKoe 3p0posbe 18+: VIP o6cnenosaHmne (Women's Health 18+:
VIP Examination)

no33k.a. | 32970

27.3. Ans MyX4uH

OHKOPWCK MYy¥KCKOI: NpeacTaTenibHas xenesa (Male oncologic risk:

1k.4. 890
prostate) A
TMNOroHagM3m y My»K4YnH

1k.4. 3290
KomnsiekcHoe ropMmoHanbHoe 06ciefoBaHMe AN MYyXKUMH

1k.4. 2 540

CeKcyanbHasa AUCOYHKUMA Y My>KYMH. MepBUYHOE nabopatopHoe

obcnenosaHue A0 2 p.A. 1280

Xouy cTaTb Nanow: 06WeKAMHNYECKNE N TOPMOHa/IbHbIE
nccneposaHua (Become a father: Clinical and hormonal blood
tests) 1p.a. 2440

Xouy cTaTb Nanoii: o6cneaoBaHue Ha UHPEKLMM, NepesaBaemble
nonosbiMm NyTem (Become a father: screening for sexually

transmitted infections) 1p.4 2390




VIP-ob6cnenoBaHue ans my»kuumH (VIP-examination for men)

0o 3 p.4. 13470
VIP-o6cnepoBaHue ana myxuuH (VIP-Survey for Men)

no4p.a. 16 220
Mpobiembl Beca y My»KUMH (NepBuYHOEe 0bcneaoBaHMe NaLMeHTOB
C HapylweHunem Beca) Weight problems in men (primary
examination of patients with weight disorder)

00 2 p.4. 5610




MHekomacTtua (Gynecomastia)

00 2 K.A. 4270
My:kckoe 3a0poBbe 18+ 6a3oBoe 0b6cnegoBaHMe

4o 2 K.A. 3000
My:Kckoe 340poBbe 18+: onTMmanbHoe obcnenoBaHue

40 2 K.A. 6 600
My:Kckoe 3a0poBbe 18+: paclwimMpeHHoe 0b6cneoBaHme

40 2 K.A. 14 230




MyKckoe 3gopoBbe: VIP ob6cnegoBaHue 18+ (¢ oueHKoM
reHeTUYeCKUX PUCKOB)

o 33k.a. | 35640
27.4. ExerogHble npodunakTuyeckme obcnegoBaHus

MHBENOD/IOP — KomnieKCHOEe uccnenoBaHne MMKpodaopbl
yporeHutanbHoro TpakTa (INBIOFLOR - Comprehensive Study of 0o 5 p.a. 3460
Microflora Composition of Urogenital Tract (UGT))
ExxerogHoe npodunakTnyeckoe obcnegosaHue (nocne 40 nert)
(Annual Check-Up after 40 Years of Age)

1k.4. 4 980
BUoxnumma KpoBu: paclimpeHHbii npoduab (Serum Biochemistry:
Extended Profile)

1k.4. 3380
Buoxnumma KpoBu: MUHUMANbHBIN Npoduab (Serum Biochemistry:
Minimum)

1k.4. 2120




340p0B Tbl — 340p0OBa CTpaHa: exkeroaHoe npodunakTuieckoe
obcneposaHue (Ao 40 net) (Healthy You - Healthy Country: Annual
Check-Up up to 40 Years of Age)

1k.4. 4010
Buoxmmma kposu: 6a3oBbIili Nnpodunb
1k.4. 1360
ExxerogHas npodpunakTMKa: MMHUMAAbHbLIA CKPUHUHT 1K.4. 710
beccoHHMLa
no4p.a. 4190
Crpecc
no4p.a. 6620
OuddepeHumanbHaa AMarHoCcTMKa genpeccum
1p.4. 5040
[ns Tex, KTo mHoro pabotaeT (For those who work hard)
1p.ao. 4810
MuKpo 1 MaKkpoanemeHTbl (Micro-elements and macro-elements)
[0 5 p.a. 3200
OueHKa BUTaMMHHOro cTaTyca (Assessment of vitamin status)
no4p.a. 9790




BuUTamMuHbI U MUHepanbl: 6a3oBblit Komnaekc (Vitamins and
minerals: basic profile)

1k.4. 3820
ExkerogHas npodunaktuKka: onTumanbHbii (Annual prevention:
optimal)
1p.ao. 2490
OueHka geduuntos
£o 8 p.4. 42 880
OueHKa romeocTasa
b0 8 p.4. 48 240




HenesogednuymtHas aHemus

0o 2 p.4. 1670
KoaddpuumeHT HacblweHna TpaHcdheppmHa 00 2 p.4. 590
O6wwan enesocsna3biBaOLWan CNocOBHOCTb CbIBOPOTKM 002 p.A. 350
MpoTenHorpamma 4o 2 p.4. 430
ExkerogHas npodunaktuKa: pacwmpeHHsbln (Annual prevention:
extended)

00 2 p.4. 5310
«340p0oB Tbl — 340poBa cTpaHa» (You are healthy — Your country is
healthy)

00 6 p.4. 9735
OueHKa PUCKOB Pa3BUTUA OCNOXKHEHUI NPU XPOHMUYECKO
06CTpYKTMBHOM 60one3Hu nerkux (XOB/1) (Chronic obstructive
pulmonary disease (COPD) complications assessment) 102 p.a. 2530
NabopaTopHoe obcnegoBaHme npu oTekax (Lab tests for edema)

00 2 p.4. 3390




BMTaMKWHbI U MUHEpPabl, y4aCTBYIOLME B NOAAEPHKAHUN MUMMYHHOM
3awmthbl (Vitamins and minerals involved in maintaining immune

defense) 0o 6 p.a. 9990
Buoxnumma KpoBu: paclumpeHHbii npodunb (Biochemistry Profile:
extended)

40 2 K.A. 4 655
BUoXMmma KPoBU: MUHUMaANbHBIN Npodub
(obweTepanesTuyeckmii) (Biochemistry Profile: minimum (general
therapeutic))

4o 2 K.A. 2770
ButamuH D, marHuii, Kanbumin n keneso (Vitamin D, Magnesium, 5 5795
Calcium and Iron) AO < KA.
MarHwuii n sButamnH B6 (Magnesium and vitamin B6) £05 K.g. 2 925

27.5. CnopTtuBHbIe npocunun

Supersport BasoBblit

00 2 p.4. 2415
Supersport OnNTUManbHbIN

00 2 p.4. 3750




Supersport MpoaBUHYTbIN

00 2 p.4. 8 260

SuperSport — MMHUManbHbIM

4o 3 p.4. 1940

loHka repoes (Race of Heroes)

00 2 K.A. 2530

27.6. ObcnepoBaHue AoMalLHero nepcoHana

Nnynbiii Bogutens (Personal driver) [0 4 p.g. 5920

O6cnepoBaHMe AOMALLHEro NepcoHana: ctaHaapTHbIN (Domestic
staff survey: standard)
no4p.a. 3660

O6cnepoBaHMe AOMALLHErO NepPCcoHana: pacmpeHHsblii (Domestic
Staff Survey: Expanded)

no4p.a. 5680

27.7. OueHka pucka pa3BuTus 3aboneBaHui cepaevHO-COCYaAUCTON

MpodurnakTnKa 3aboneBaHnt cepaua U COCYA0B U UX OC/IOKHEHUN

(Preventing Heart and Blood Vessel Diseases )
1k.4. 2 850

nnngHbii npodunb: pacumperHbii (Lipid Profile: Extended )
1k.4. 2790




NnnngHbii npodunb: ckpuHuHr (Lipid Profile: Screening)

1k.4. 750
nnuaHeii npodunb: paclumpeHHbln He HaTolwak (Lipid Profile:
Extended ) 1k.A4. 2 150
nnuaHeii npodunb: CKPUHUHT He HaTowaK (Lipid Profile: 1k 750
Screening) A
KapAMOpUCK, CKPUHUHT-NEW - C BK/IIOYEHMEM
BbICOKOYYBCTBUTENbHOIrO TponoHWHa U HaTpuypeTnyeckoro 1k 5 080
ropmoHa (B-tuna) N-koHuesoro nponentunaa (Cardiovascular risk A
screening panel including hs-Troponin and NT-proBNP)
XonectepuH He-JIMBM HaTowwak 1K.4,. 505
XonecrepuH He-JIMNBI He HaTowaK 1K.4. 420
PeMHaHTHbI X0N1eCTepUH HaToLLakK 1K.4. 875
PeMHaHTHbI XONecTepuH He HaToLLLaK 1k.4. 875
NnnngHoii npodunb: 340poBoE cepaLe [0 2 p.g. 580
AputmoTtecTt [0 6 p.A. 11 490
NabopaTopHoe ob6cnenoBaHne Npu apTepuanbHOM rmMnepTeH3nm
(Laboratory diagnostics in arterial hypertension)
1p.ao. 2030
Kapauopuck: npodunb gna SCORE2, ¢ BKAOYEHMEM
BbICOKOYYBCTBUTENbHOIO TPOMNOHUHa-I (BY-Tnl) n C-peakTUBHOTO 03K 1480
6enka (CPB) (Cardiovascular mini panel for SCORE2, with hs-Tnl A A
and CRP)
APUTMOTECT (ARHYTHMOTEST
( ) 4o 5 p.a. 1250
27.8. OuarHocTtuka aHTUdochonMnuaHoro cuHapoma
AHTndochonmnngHbin cnnapom (APC), nabopaTopHble KpUTEPUU
. . no 7 p.A. 3550
(Antiphospholipid Syndrome, APS)
AHTUdOChONMNNLHBIN CUHAPOM, NabopaToOpHbIE KpUTEpPUN
(Antiphospholipid syndrome, laboratory criteria) [0 7 p.A. 4910
27.9. iInarHocTMKa COCTOSAHUSA XeNnyA04YHO-KULLEYHOrO TpakTa
[ONarHocTnKa uenmMakmm: HenepeHoCMMOCTb 6eiKa 31aKoB
(rntoTeHa) (Coeliac Disease: Gluten Intolerance )
009 p.4. 6390
lactponaHens (GastroPanel)
00 9 K.A4. 4330
AHanusbl Ana cnpasku B bacceiiH 002 K.A. 630
FactponaHesnb + [aCTPMH-17 CTUMYNNPOBAHHbIN. [0 9 K.A4. 5090




enuHokameHHas 60ne3Hb: NPU NOLO3PEHUM Ha pa3BUTUE
ocnoxHeHul (Gallstone disease: suspected complications)

1p.ao. 3150
HenHBa3MBHasA gMarHOCTUKA 3a60neBaHUA CIM3NCTON 060/1I04KK
»enyaka (Non-invasive diagnostics of gastric mucosal diseases) 00 9 K.A. 5990
CvHApOM pasgparkeHHoro KuweyHuka (CPK) (Irritable bowel
syndrome (IBS))

[0 6 p.4. 10 120
HenHBa3MBHaA ANArHOCTMKA XPOHUYECKOTro racTpuTa:
MMHUManbHbIM (Non-invasive diagnostics of chronic gastritis: pol1l2p.a. | 6390
minimal)
HenHBa3MBHaA ANArHOCTMKa XPOHUYECKOTO racTpuTa:
pacwupeHHbIl (Non-invasive diagnostics of chronic gastritis
extended) fgo12p.n. | 8190
27.10. OueHka pyHKLMM NeYeHU

Ob6cnepoBaHue neyeHU: paclumpeHHoe (Survey of Liver: Extended )

1k.4 2830
O6cnepoBaHue nevYeHU: CKPUHKUHT (Survey of Liver: Screening)

1k.4. 1020
CKPMHMHT ayTOMMMYHHOTO NopaskeHusa nedeHn (Autoimmune Liver
Disease: Screening) 70 9 p.A. 6530
CKPUHWMHT ayTOMMMYHHOTO NOPaKEHUs NevyeHu

no7p.4. 5740




CKpMHMHF dYTOMMMYHHOIO Nopa*xeHna ne4eHn — paCLIJVIDEHHbIﬁ

po12p.n. | 10610
AyTOMMMYHHbIM renatut Tuna 1 (AUM-1; ayToMmMmMyHHbIM renatuT
B3POC/bIX), CKOUHUHT no7p.4. 2980
MepBuyHOE 06CNeaOBaHME NPY NOAO3PEHUN HA OCTPbIN BUPYCHbIN
renaTtut (Acute viral hepatitis: initial examination)

1p.a. 4190

OueHKa GYHKUMOHANbHOIO COCTOAHMA NEYEHN U NOAKENYL0HHON
»enesbl (Liver and pancreas tests)

40 6 K.A. 4390
OnoddepeHumanbHaa AMarHOCTUKA OCTPbIX BUPYCHbIX renaTuTos A,
B, C: pacwupeHHbiii npodunsb (Differential diagnosis of viral
hepatitis A, B, C: Extended Profile) AO 2 K.A, 3530
OnoddepeHumanbHaa AMarHOCTUKA OCTPbIX BUPYCHbIX FrenaTuTos A,
B, C: MmHMmanbHbIl npodunsb (Differential diagnosis of viral 00 2 K.4. 2 140
hepatitis A, B, C: Minimal Profile)

27.11. HemHBa3uBHasA oueHka pubpo3a neyeHu

CreatoCkpuH (SteatoScreen)

4o 3 p.4. 7730
dubpoTect (FibroTest)

00 3 p.4. 14 340
dubpoTect (FibroTest) 0o 3 p.a. 12 335
NASH-FibroTest [0 3 p.a. 20270
NASH-FibroTest (pacyeTHbii) po3p.a. | 19780

27.12. OueHka (pyHKLUU NOYeK
O6cnepoBaHue nodek: CKpUHUHT (Survey of Kidneys: Screening)
1k.4. 980

Ob6cnepoBaHue noyek: pacwmpeHHoe (Survey of Kidneys: Extended
)

00 3 p.4. 2180




Onabetnyeckan HepponaTtma: exxerogHoe MMHUMaNbHOE

obcnenoBaHue £0 2 p-A. 1150
[Ouabetnyeckan HepponaTUA: paclUMpPEHHbIN
00 2 p.4. 4290
Ob6cnenoBaHue novek: pacwnpeHHoe (Tests for kidney disease:
extended)
4o 2 p.4. 3810
O6cnepoBaHue noyek: cKpUHUHT (Screening kidney function tests)
00 2 p.4. 2030
27.13. Nl'ocnuTanbHbIe UCCrieaoBaHUA
lfocnutanusaums B TepaneBTUYECKMM cTaumoHap (Hospitalization in
Therapeutic Hospital)
1k.4. 3990
FfocnuTanusauma B XMpypruyeckuii ctaumoHap (Hospitalization in
Surgical Hospital)
1k.4. 5360




FfocnuTannsaumns B XMpPyprudeckmii cTalMoHap: paclumpeHHoe
obcneposaHune (Hospitalization in Surgical Hospital: Extended
Survey)

no4p.a. 7 460
MapTHepcKue poapbl

£o 5 p.a. 2 060
MnaHoBanA rocnMTann3auma B aKyLepCcKoe oTAeieHne

00 3 p.4. 5390




locnuTanusauma B otTAaeeHme rMHEKON0rnK

[o 5 p.a. 6 890
FocnuTanbHbIN Npoduab: CTaHAAPTHLIN (BUY, cndunmc, renatuTsl
B, C) (Hospital profile: standard (HIV, syphilis, hepatitis B, C)) 1K.a 1670
FocnuTanbHbIN NPodUAb: MUHUMAaNbHBIN (BUY, cudunuc, renatutol
B, C) (Hospital profile: minimal (HIV, syphilis, hepatitis B, C)) 1Kk.4 1280
FocnutanbHbI npodunb: BUY, renatutsl B, C, cudumnamc
(TpenoHemHbIit TecT) Hospital profile: HIV, hepatitis B, C, syphilis 00 2 K.4. 1505
(treponemal test))

27.14. AnarHocTuka 3aboneBaHun coeANHUTENIbHOW TKaHU

Bonu B cycTaBax: paclumMpeHHoe obcneaosaHue (Joint Pain:
Extended Survey)

005 p.4. 7 440
ApTpuUTbI NpU peBMaTUYecKnx 3aboneaHmax (Rheumatic
arthritises) 1K, 2150
Bonwn B cycTaBax: cKpuHUHT (Arthralgia: screening test)

bo 8 p.4. 4530
Moparpa

1k.4. 910
PeBmatoungHbii apTpuT (Rheumatoid arthritis).
1k.4. 2530




BonesHb BunbcoHa-KoHoBanosa, buoxmmmueckune tectol (Wilson-
Konovalov disease, biochemical tests)

00 6 p.4. 3530
Moparpa: BbifiBNeHMe GaKTOPOB PUCKa Pa3BUTMA 3abonesaHus,
pacwmpeHHoe obcneposaHue (Gout: identification of risk factors
for disease, extended examination)

0o 2 p.4. 2 850
NlabopaTtopHan AMarHOCTMKa remoxpomaTosa (Laboratory
diagnostics in hemochromatosis)

00 2 p.4. 1990
Mcopuas. ObcnesoBaHue nepes HasHaYEHUEM CUCTEMHOM Tepanun
(Psoriasis. Examination before prescribing systemic therapy)

40 2 K.A. 4165

27.15. lnarHocTuKa caxapHoro guabeta
KoHTponb gmabeTa: pacwmpeHHbil (Diabetes Control: Extended)
1k.4. 3430
KoHTponb gmabeTa: pacliMpeHHbIN
1k.4 3740

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1k.4. 640
Ounabet: ayToummyHHble MapKepsbl (Diabetes: Autoimmune 1 3 860
Markers) AO 12 P-A.
OnddepeHumauma TMNos caxapHoro aunabeta (Differentiation of
types of diabetes) pol1l2p.a. | 5640

27.16. lnarHoCTUKa U KOHTPONb Tepanuu octeonopo3a




[dunarHocTunka octeonoposa (Diagnosis of Osteoporosis)

3140

OueHKa meTaboiM3ma KOCTHOM TKaHU M pMCKa 0CTeonoposa:
paclmpeHHoe obcneaosaHune (Metabolic bone and osteoporosis
risk evaluation: comprehensive examination).

4o 3 p.4.

4330

OueHka meTaboiM3ama KOCTHOM TKaHU M pMCKa OCTeonoposa:
pacwmpeHHoe obcneposaHne (Bone metabolism and osteoporosis
risk assessment: extended panel)

4o 3 p.4.

7390

NabopaTopHana AnarHocTMKa octeonopo3sa (Osteoporosis Lab Test
Panel)

40 3 p.4.

2720

27.17. OueHka (PyHKLMU LUMTOBUAHOM XKene3bl

LWLnMToBMAHan Kenesa: pacwmpeHHoe obcneaosaHue (Thyroid
Gland: Extended Survey)

1k.4.

1990

LWnToBMAaHan Kenesa: CKpUHUHT (Thyroid Gland: Screening)

1k.4.

1160

LLnToBngHan »kenesa: MMHUManbHbli (Thyroid Gland: Minimal
Profile)

740

MocneonepaunoHHbI N1abopaTopHbIA MOHUTOPUHT NpU
MeayNNSPHOM paKe WUTOBUAHOM Kene3bl: 6a30Bbii
(Postoperative laboratory monitoring for medullary thyroid
cancer: basic)

1p.ao.

1840

MocneonepaunoHHbI N1abopaTopHbIA MOHUTOPUHT NpU
MeAyNNAPHOM paKe LWUTOBUAHOM XKenesbl: paclUMpPeHHbIN

(Postoperative laboratory monitoring for medullary thyroid cancer:

extended)

1p.ao.

2930

MocneonepauMoHHbIM 1abopaTOPHbIN MOHUTOPUHT MPU
anddepeHLMpoBaHHOM paKe WUTOBUAHOM Kenesbl: 6a30BbIN
(Postoperative laboratory monitoring for differentiated thyroid
cancer: basic)

00 2 p.4.

1760

MocneonepaunoHHbI N1abopaToPHbIA MOHUTOPUHT NpU
anoddepeHLMpoBaHHOM paKe WUTOBUAHOM Kefesbl:
paclwmpeHHbIt (Postoperative laboratory monitoring for
differentiated thyroid cancer: extended)

00 2 p.4.

2 860

27.18. UHdbekumn, nepeaaBaemMble NONMOBbLIM NYTEM




BUY, cudmnnc, renatutol B u C (HIV, Syphilis, Hepatitis B, C)

1670

UccnepoBaHue KomnaekcHoe «Ceke B 60blom ropoge: 6
nHbeKunit (ananms Kposu)» (Comprehensive Study «Sex in City: 6
Infections (Blood Test)»)

no4p.a.

3010

UccnepoBaHme KomnnekcHoe «CeKc B bonbliom ropoge: 14
MHbEKUNIM + Mma3oK Ha mukpodnopy» (Comprehensive Study «Sex
in City: 14 Infections + Smear on Flora»)

no4p.a.

4420

UccnepoBaHue KomnaekcHoe «Cekc B 6onbwiom ropoge: 12
nHdekumii + KBM (yporeHuTanbHbIi cockob)» (Comprehensive
Study «Sex in City: 12 Infections (Urogenital Scraping)»)

4o 5 p.a.

2 840

UccnepoBaHMe KomnnekcHoe «CeKc B 6osbliom ropoge: 8
MHbEKUNIM + Ma3oK Ha mukpodnopy» (Comprehensive Study «Sex
in City: 8 Infections + Smear on Flora»)

40 4 K.4.

2830




BbissneHne so3byauteneit UMMM (4 + KBM): onpeaeneHne AHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, AHK yenoseKka (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia
trachomatis DNA, Neisseria gonorrhoeae DNA, Trichomonas
vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

005 p.a.

1070

27.19. NMpob6nembl Beca

Mpobnemsbl Beca (nepBuyHOE 0b6CNeA0BaHME 340POBbA NALMEHTOB
¢ HapyweHusamu Beca) (Weight Problems: Primary Survey)

[0 6 p.4.

3270

Mpobnemsbl Beca (nepBnYHOE 06CNeA0BaHME MALMEHTOB C
HapyLleHMem Beca)

3530

Mepepg, gueTtoli: MMHUManbHoe obcneagoBaHue (Survey Before Diet:
Minimum )

1k.4.

1750

Mepepg, guetoli: gononHuTenbHoe obcnenoBaHue (Survey Before
Diet: Additional )

1k.4.

5360

O6cnepoBaHue nepea, ANETOM ANA CHUMKEHUA MacCbl Tena:
pacwmpeHHoe (Examination before weight loss diet: extended)

1p.o.

6970




O6cnepoBaHue nepea ANETON AR CHUMKEHUA MacCbl Tena:
pacwmpeHHoe (Examination before weight loss diet: extended)

1p.a. 6970
Ob6cnepoBaHue nepes, AMETOM AR CHUXKEHUA Maccbl Tena:
MUHMManbHoe (Examination before weight loss diet: minimal) 1p.a. 1390
Ob6cnepoBaHue nepes, UMETOM oS CHUXKEHUA Maccbl Tena:
6asoBoe (Examination before weight loss diet: basic)
1p.a. 3280
Ob6cnenoBaHue nepeg AMETON ANA CHUMKEHMA MAcCbl Tena:
6a3oBoe (Examination before weight loss diet: basic)
1p.ao. 3280
27.20. OueTbl
BereTtapumaHupbl
P 4 1k.4. 3260
MuTaHKe, UCKNtOHatoLLEe KpacHOe MACO 1k.4. 1020
benkosas gmeta
1k.4. 3690
Mpodunb BeraHbl « MMHUMANbHbINY
00 6 p.4. 5935
Mpodunnb BeraHbl «5a3oBblin»
00 6 p.4. 7 055




Mpodunnb BeraHbl «PaclIMpPEHHbIN»

[0 6 p.4. 13325
Ketoaueta (Keto diet)

40 5K.A. 6990

27.21. 3aboneBaHuUsi BepXHUX AbiXaTeNnbHbIX NyTen

OP3, OPBW (HacmopkK, Kawenb, 601b B ropne) (Acute Respiratory
Infections, ARI: Runny Nose, Cough, Sore Throat)

bo7p.4. 7 690
KoHTposibHOEe uccnenoBaHue nocsie nepeHeceHHo oCcTpon
pecnnpaTopHOt BUPYCHOMN MHbEKLMK

1k.4 1990

Ob6cnepnoBaHue nepep, BakuMHaumnen npotms COVID-19

no4p.a. 2190
NHbEKUMOHHBIN MOHOHYKNeo3 (Infectious mononucleosis)

no4p.a. 2990

27.22. Anneprus




Anneprus Ha XMBOTHbIX, Nblab, NaeceHb (Allergy to Animals, Dust,
Mold)

0o 3 p.4. 7 960
Anneprus Ha nuwesble NpoayKTbl (Food Allergy)
1k.4. 11760
Anneprus Ha nneceHb (Mold Allergy)
1k.4. 2610
Anneprus Ha pacteHusa (Plant Allergy )
1k.4. 4330
MeanaTpuyeckas naHenb Ankop buo (20 annepreHos: 10 nuweBbIxX
n 10 pecnupaTopHbix) (Pediatric Panel), IgE
40 3 K.A. 10010
PecnupaTtopHas naHenb Ankop bro (20 pecnupaTopHbIX
annepreHos) (Respiratory Panel), IgE
no 3 K.A. 10 280




Muuiesan naHensb Ankop buo (20 nuwesbix annepreHos) (Food
Panel), IgE

4o 3 K.A. 10 290

MporHos apdekTnBHoctn ACUT (AnnepreH cneuymduyeckas

005 p.a. 4540
MMMYHOTepanus): 3n1aKoBble TpaBbl

Anneprus Ha MOJIOKO
405 p.a. 9010

MporHos apdekTnsHoctn ACUT (AnnepreH cneuymduueckan

405 p.a. 4 450
MMMYyHOTepanus): ByKouBeTHble AepeBba

MporHos apdekTnsHoctn ACUT (AnnepreH cneuymduyeckasn
nMmmyHoTepanus): CopHble TpaBbl bo 5 p.a. 8 650

Anneprus Ha anuo

£o 5 p.a. 9575

27.23. TemaTonorn4eckue uccriegoBaHus

OunarHoctnka aHemuit (Diagnosis of Anemia)

1k.4. 3330
KenesonedpuumTHaA aHeMmA: AMArHOCTUKA U KOHTPO/b

1k.A4. 1490
3 PeKTUBHOCTU NleyeHns
KOHTpOAb 3pPEKTUBHOCTU NeveHnn Kenes3onedbuuMTHON aHeEMUM 1 390

o K.A.
npenapaTamm }Kenesa, MUHUMaNbHbIN A
27.24. KpacoTta KOXu, BONOC U HOrTen

KpacoTa 3g0poBoi Koxku (Healthy skin beauty)

1k.4. 2270

CunbHble BONOCHI, KPenKue Hortu, 6apxaTHas Koxa (Strong hair

and nails, velvet skin)
00 6 p.4. 3455

YcuneHHoe BbinageHue sonoc (Increased hair loss)

[o5p.A. | 10985




MpobnemHasn KoxKa, KomnaekcHoe nccnegosaHue (Blood tests for
diagnosing skin problems)

405 p.a. 15 265
MoBblweHHas yTomasemocTb (Fatigue Panel)
40 2 K.A. 4 465
27.25. BupycHble nHdekumm
27.26. NMapa3uTapHble nHeKLMn
Ceponormyeckan AMarHoCTMKa napasunTosos, 6asosoe
obcnepoBanue (Serologic diagnostics of parasitoses, basic profile)
40 5K.a. 5350
Ceponormyeckas AMarHOCTMKa Napa3nMTo30B, pacluMpeHHoe
obcnenosaHue (Serologic diagnostics of parasitoses, extended
profile)
b0 8 p.4. 9555
27.27. OueHka cBepTbIBaloLe CUCTEMbI KPOBU
Mepes HasHaYeHMEeM aHTUKOArYIAHTOB
1k.4 1470
[OunarHocTnka Tpomb60PUNNN: reHeTUYECKME UCCAefoBaHUA U
¢dakTopbl pucka (Diagnosis of thrombophilia: genetic studies and po12p.a. | 5950

risk factors)

27.28. COVID-19




[unarHocTnka nocTkoBuaHoro cuHapoma (Diagnosis of Post-COVID-
19 syndrome)

0o 2 p.4.

4870

KomnnekcHoe nabopatopHoe obcneaoBaHue nocne
nepeHeceHHoro COVID-19. lnarHOCTMKA NOCTKOBUAHOTO
cMHapoma (6e3 onpegeneHus IgG aHTuTen K Bupycy SARS-CoV-2)
(Diagnostics of post-COVID-19 syndrome (without IgG antibodies to
SARS-CoV-2)

3690

Ons nepeboneswmnx COVID-19. OueHKa Kapanopucka (For
recovered from COVID-19. Heart risk assessment)

2530

Ons nepeboneswmnx COVID-19. O6cnenoBaHme GpyHKUNU NeYEHU
(For recovered from COVID-19. Liver function tests)

1k.4.

1430

Ons nepeboneswmnx COVID-19. O6cneaoBaHme GyHKLMM NOYEK
(For recovered from COVID-19. Kidney function tests)

1k.4.

1470

Ons nepeboneswmnx COVID-19. ButTamuHbl U muHepansl (For
recovered from COVID-19. Vitamins and minerals)

00 6 p.4.

4925

27.29. IlNabopaTopHasi AuarHocTuKa 3aboneBaHun, CONPOBOXAAILUXCA

JlabopaTopHasa AnarHocTMKa 3abosieBaHMN, CONPOBOXKAAMOLLNXCA
cumnToMamu genpeccum (Laboratory diagnostics of diseases
manifested by symptoms of depression)

1p.a.

5380

27.30. UHeKUMOHHbIe 3a6oneBaHus

OueHKa MMMYHHOTO OTBeTa K AeTCKUM nHdeKumam (Evaluation of
the immune response to childhood infections)

no4p.a.

3180

OueHKa Hanumna UMMyHUTETa K Bo3byantenam
BaKuUMHoynpasasemblix MHbekumi (Vaccine-preventable Infections:
Immune Response)

no4p.a.

4590




28. CEPTU®UKATDI

29. MPOYME YCNIYITN

29.1. NpoueaypHble ycnyru

* UmetloTcsl orpaHM4YeHUs Nno B3siTMIO BMomaTtepuana Ha AoMY (YTOYHSATb

B3sATWe BEHO3HOI KPOBMU 190
B3sTue KpoBm 6e3 nocseayroLLero uccnegoBaHmn 300
MpobonoaroToBKa 100
MonyyeHne cbIBOPOTKM 6€3 nocneaytoLLero uccaeoBaHms 480
Mpoueaypa B3aTUA BomaTepmana Ha sHTepobmo3 100
B3AaTne unTonormyeckoro matepuana, matepuana gna nupP 300
ANArHOCTUKKU, MUKPOBMOIOTMYECKUX UCCNenoBaHUN
B3saTWe masKa 41a AMarHOCTUKU U3 BEPXHUX AbIXaTeIbHbIX NyTen 300
B3aTtne matepuana gna MNUP anarHoctnku 300
B3saTne cockoba 6yKKaNAbHOro anuTenms 150
B3saTue cockoba ByKKaNbHOro anuTenma y AByX YeNOBEK 280
B3saTne cockoba BYKKANbHOIo aNUTENNA Y TPEX YeNoBeK 350
B3aTtue cntoHbl ana MUP guarHoctmMkm 80
B3sATWe BEHO3HOM KPOBU Y 2-X Ye0BEK 360
B3saTue BeHo3HoM Kposu gna I'TT, ITB-C, I'TT, I'TIC 250
29.2. Ycnyru no nosny4YeHuio pesynbTara o6cneaoBaHus
*CPOK BbIMOJIHEHUA NepeBoAa Ha AHMMUACKUN A3bIK coBnagaeT co CPOKOM
BblAaya pe3y/ibTaToB Ha aHI/IMIMCKOM f3biKe (MepeBoj, pesynbTaToB 220
Ha aHTNNCKUIA A3bIK). *
82. HEMHBA3UBHbIV MPEHATANBHbLIA TECT (HUMT)
82.1. HeMHBa3uBHbIN NpeHaTanbHbIW TecT (HUMT)
HeVIHBa3MBHb.IM I'IpEHaTa.ﬂbeIVI TecT (HUNT T21) (Noninvasive 2010 p.a. | 21900
Prenatal Testing (NIPT trisomy 21))
HeVIH.Ba3M.BHbIM I'IpEHaTaﬂb‘HbIVI TecT (HUNT) - cTaHgapTHaA naHenb 1010p.a. | 30840
(Noninvasive Prenatal Testing (standart))
HeMHBa3MBHI?IM I'I[:.)EHaTaﬂbeIVI Tec'T (HUANT) - pacwmrpeHHasn 1012 pa. | 41510
naHenb (Noninvasive Prenatal Testing (advanced))
HenHBasuBHbIN NpeHaTanbHbIn TecT (HUMT 6a3osbliit) (Non-Invasive 1010 p.a. | 24900
Prenatal Test (base))
HewnHBasueHoe tcl,opopl,osoe onpeaeneHue otuosctea (Non-Invasive 1013 p.a. | 52900
Prenatal Paternity)
YcTaHOBAEHMEe OTLOBCTBA A0POA0BOE, HEMHBA3UBHOE,
nccnegoBaHue gonoaHuTenbHoro obpasua (Non-Invasive Prenatal | go 13 p.a. | 30900
Paternity, additional research participant)
HeMH‘Ba3MBHbIM I'IpEHaTanbl-‘IbIM Tect (HUNT Makcumym) (Non- no11p.a. | 44900
Invasive Prenatal Test (Maximum))
83. TEHETUYECKAS1 UOEHTUOUKALNA MPUHALNEXHOCTHU
83.1. N'eHeTn4yeckas naeHTUUKaLUA NPUHAAIIEXXHOCTM GBuomaTtepmana
NaeHTUdMKaLMA NPUHALNENKHOCTM TMCTONOMMYECKUX NPenapaToB
(napaduHosbix 6nokos) (Identification of histological preparations | go 10 p.a. | 19 990
(paraffin blocks))
LI,HK;lijd)f/lnMpOBaHme.c le,.el.-ITVI(.bMKaLI,VIeM nnyHocT (DNA 107 pa, 8 990
profiling with personal identification)




ITHUYecKoe npouncxoxageHune no YKEHCKOM NIMHUMU

(MMTOXOHAPUANbHAA ranaorpynna) MeToaom NPsMoro 00 29 p.Aa. 8990
cekBeHMpoBaHuMA no CeHrepy (Sanger sequencing)

ITHUYECKOE NPOUCXOKAEHME MO MYMKCKOM MHUK (Y-XPOMOCOMHas

ranjorpynna) metogom annens cneumodudHoin MLP B peanbHOM 00 29 p.a. 8990

BpemeHu (allele-specific real-time PCR)

NPOBONOAIrOTOBKU

MpobonoaroToBKa (CbIBOPOTKA KPOBK)

MpobonoaroToBKa (KpoBb LienbHas)

MNpobonoaroTtoBKka (Moua)

MpobonoaroToBKa (CyTo4YHas moya)

MpobonoaroToBKa (Bosiochl)

MpobonoarotoBKa (HOrTH)




